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The present invention relates to a method of determining the presence or absence 
of a biological condition in animal tissue, wherein the expression of genes ,n normal 
tissue and tissue from the biological condition is examined and correlated to 
. standards. The invention further , relates to the treatment of the biologica. condit.cn 
and an assay for determining the condition. 

Background 

The building of large databases containing human genome sequences Is the basis 
for studies of gene expressions in various tissues during normal physiological and 
pathological conditions. Constantly (constitutively) expressed sequences as well as 
sequences whose expression is altered during disease processes are important for 
our understanding of ce.iu.ar properties, and for the identification of candidate genes 
for future therapeutic intervention. As the number of known genes and ESTs bu.ld 
up in the databases, array-based simultaneous screening of thousands of genes .s 
, necessary to obtain a profile of transcriptional behaviour, and to identify key genes 
that either a.one or in combination with other genes, control various aspects of 
cellular life. One cellular behaviour that has been a mystery for many years is the 
• malignant behaviour of cancer. ce..s...t is now known that for example defects .n 
. DNA repair can lead to cancer but the cancer-creating mechanism in heterozygous 
5 individuals is still .arge.y unknown as is the malignant cell's ability 

cyc.es to avoid apoptosis to escape the immune system to invade and metastas,ze 
and to escape therapy. There are indications in these areas and excellent progress 
has been made, buth the myriad of genes interacting with each other n a highly 
complex multidimensional network is making the road to insight long and contorted. 

30 Similar appearing tumors - morphologically, historically, microscopically - can 
be profoundly different. They can have different invasive and mM-«0 
properties, as well as respond differently to therapy. There is thus a need ,n the art 
for methods which distinguish tumors and tissues on factors different than those 

35 currently in clinical use. 
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The malignant transformation from normal tissue to cancer is believed to be a 
multistep process, in which tumorsuppressor genes, that normally repress cancer 
growth show reduced gene expression and in. which other genes that encode tumor 
promoting proteins (oncogenes) show an increased expression level. Several tumor 
5 suppressor genes haye been identified up till now, as e.g. p16, Rb, p53 ( Nesrin 
Ozoren and Wafik S. EI-Deiry, Introduction to cancer genes and growth control/ In: 
DNA alterations in cancer, genetic and epigenetic changes, Eaton publishing, 
Melanie Ehrlich (ed) p. 1-43, 2000.; and references therein). 
They are usually identified by their lack of expression or their mutation in cancer 
10 tissue. 

Other examinations have shown this downregulation of transcripts to be partly due 
to loss of genomic material ( loss of heterozygosity), partly to methylation of promo- 
torregions, and partly due to unknown factors ( Nesrin Ozoren. and Wafik S. El- 
15 Deiry, Introduction to cancer genes and growth control, In: DNA alterations in can- 
cer, genetic and epigenetic changes, Eaton publishing, Melanie Ehrlich (ed) p. 1-43, 
2000.; and references therein). 

Several oncogenes are known, e.g. cyclinD1/PRAD1/BCL1, FGFs, c-MYC, BCL-2 
20 all of which are genes that are amplified in cancer showing an increased level of 
transcript ( Nesrin Ozdren and Wafik S. EI-Deiry, Introduction to cancer genes 
and growth control, In: DNA alterations in cancer, genetic and epigenetic changes, 
Eaton publishing, Melanie Ehrlich (ed) p. 1-43, 2000.; and references therein). Many 
of these genes are related to cell growth and directs the tumor cells to uninhibited 
25 growth. Others may be related to tissue degradation as thby e.g. encode enzymes 
that break down the surrounding connective tissue. 

Summary of the invention 

> ■ • 

30 In one aspect the present invention relates to a method of determining the presence 

or absence of a biological condition in animal tissue comprising 

collecting a sample comprising cells from the tissue and/or expression products 
from the cells, 
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assaying a first expression level of at least one gene from a first gene group, 
wherein the gene from the first gene group is selected from genes expressed .n 
norma, tissue cells in an amount higher than expression in biological condfion 
cells, and/or 

assaying a second expression level of at least one gene from a second gene 
group, wherein the second gene group is selected from genes expressed ,n 
normal tissue cells in an amount lower than expression in biological cond.t.on 
cells, 
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correlating the first expression level to a standard expression level for normal 
tissue and/or the. second expression level to a standard expression level for 
biological condition cells to determine the presence or absence of a b.olog.cal . 
condition in the animal tissue. 

Animal tissue may be tissue from any animal, preferably from a mammal, such as a 
horse, a cow, a dog, a cat, and more preferably the tissue is human tissue. The 
biological condition may be any condition exhibiting gene expression different from 
normal tissue. In particular the biological condition relates to a malignant or prema- 
20 lignant condition, such as a tumor or cancer. 

Furthermore, the invention relates to a method of determining the stage of a bio- 
logical condition in animal tissue, 

comprising collecting a sample comprising cells from the tissue, 

assaying the expression of at least a first stage gene from a first stage gene 
group and at least a second stage gene from a second stage gene group, 
wherein at least one of said genes is expressed in said first stage of the cond- 
tion in a higher amount than in said second stage, and the other gene >s ex. 
pressed in said first stage of the condition in a lower amount, than in said second 
stage, of the condition, • 

correlating the expression level of the at least two genes to a standard level of 
35 expression determining the stage of the condition. 
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Thereby, it is possible to determine the biological condition in more details, such as 
determination of a stage and/or a grade of a tumor. 

The methods above may be used for determining single gene expressions, however 
- 5 [ the invention also relates to a method of determining an expression pattern of a cell 
sample, comprising: . - 

collecting sample comprising bladder cells and/or expression products from 
bladder cells, 

10 

determining the expression level of at least one gene in the sample, wherein at 

f 

least one gene belongs to a first group of genes, said gene from the first gene 
group being expressed in a higher amount in normal tissue than in biological 
condition cells, and wherein at least one other gene belongs to a second group 
15 of genes, said gene from the second gene group being expressed in a lower 

amount in normal tissue than in biological condition cells, and the difference 
between the expression level of the first gene group in normal cells and biologi- 
cal condition cells being at least two-fold, obtaining an expression pattern of the 
bladder cell sample. 

20 

Gene expression patterns may rely on one or a few genes, but more preferred gene 
expression patterns relies on expression from multiple genes, whereby a combined 
information from several genes is obtained. 

25. Further, the invention relates to a method of determining an expression pattern of a 
bladder cell sample independent of the proportion of submucosal, muscle, or con- 
nective tissue cells present, comprising: 

determining the expression of one or more genes in a sample comprising cells, 
30 wherein the one or more genes exclude genes which are expressed in the sub- 

- mucosal, muscle, or connective tissue, whereby a pattern of expression is 
formed for the sample which is independent of the proportion of submucosal, 
muscle, or connective tissue, cells in the sample. 
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The expression pattern may be used in a method according to this information, and 
accordingly, the invention also relates to a method of determining the presence or 
absence of a biological condition in human bladder tissue comprising, 

5 collecting a sample comprising cells from the tissue, 

determining an expression pattern of the cells as defined above, 

correlating the determined expression pattern to a standard pattern, 

10 

determining the presence or absence of the biological condition in said tissue. 

as well as a .method for determining the stage of a biological condition in animal 
tissue, comprising 

15 

collecting a sample comprising cells from the tissue, 

determining an expression pattern of the cells as defined above, 

20 correlating the determined expression pattern to a standard pattern, 

determining the stage of the biological condition is said tissue. 

The invention further relates to a method for reducing cell tumorigenicity or 
25 . malignancy of a cell, said method comprising 

contacting a tumor cell with at least one peptide expressed .by at least one gene 
selected from genes being expressed in an amount at least two-fold higher in 
normal cells than the amount expressed jn said tumor cell, or 

30 

* comprising • 

obtaining at least one gene selected from genes being expressed in an amount at 
least two-fold higher in normal cells than the amount expressed in said tumor cell, 

35 
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introducing said at least one gene into the tumor cell in a manner allowing 
expression of said gene(s), or 

obtaining at least one nucleotide probe capable of hybridising with at least one gene 
5 of a tumor cell, said at least one gene being selected from genes being expressed in 
an amount one-fold lower In normal cells than the amount expressed in said tumor 
cell, and 

introducing said at least one nucleotide probe into the tumor cell in a manner 
10 allowing the probe to hybridise to the at least one gene, thereby inhibiting 
expression of said at least one gene. 

In a further aspect the invention relates to a method for producing antibodies against 
an expression product of a cell from a biological tissue, said method comprising the 
15 steps of 

obtaining expression product(s) from at least one gene said gene being expressed 
as defined above, 

20 immunising a mammal with said expression product(s) obtaining antibodies against 
the expression product. 

The antibodies produced may be used for producing a pharmaceutical composition. 
Further, the invention relates to a vaccine capable of eliciting an immune response 
25 against at least one expression product from at least one gene said gene being ex- 
pressed as defined above. 

The invention furthermore relates to the use of any of the methods discussed above 
for producing an assay for diagnosing a biological condition in animal tissue. " 

30 

Also, the invention relates to the use of. a peptide as defined above as an expression 
product and/or the use of a gene as defined above and/or the use of a probe as 
defined above for preparation of a pharmaceutical, composition for the treatment of a 
biological condition in animal tissue. 
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In yet a further aspect the invention relates to an assay for determining the presence 
or absence of a biological condition in animal tissue, comprising 

at least one first marker capable of detecting a first expression level of at least 
5 one gene from a first gene group, wherein the gene from the first gene group is 

selected from genes expressed in normal tissue cells in an amount higher than 
expression in biological condition cells, and/or 

at least one second marker capable of detecting a second expression level of at 
10 least one gene from a second gene group, wherein the second gene group is 

selected f rom genes expressed in normal tissue cells in an amount lower than 
expression in biological condition cells. 

In another aspect the invention relates to an assay for determining an expression 
15 pattern of a bladder cell, comprising at least a first marker and and/or a second 
marker, wherein the first marker is capable of detecting a gene from a first gene 
group as defined above, and the second marker is capable of detecting a gene from 
a second gene group as defined above. 

20 Drawings 

Figures 1-4. Describes genes that were only present (P) in normal urothelium and 
absent (A) from the other four samples (samples 1,2,3,4,5 scored as P, A, A, A, A), 
genes that were present in normal and superficial tumors and absent from the others 
(PP,AAA) etcetera. These genes could for example encode tumor inhibitors, or stage 
25 specific genes. 

Figure 5. Genes that are decreased (D) in tumors compared with normal urothelium 
(P,D,D,D,D). These could encode tumor inhibitors. 

Figure 6. Genes that are increased > 3 fold in all tumor compred to normal. Encode 
Tumor associated proteins. 
30 Figure 7. Genes that are scored as PPPPA but decrerased in all tumors and finally 
absent in the most malignant solid tumor. 

Figure 8. Genes that lose expression in the muscle invasive tumors, PPPAA. 
Figure 9. Genes that re lost in slightly invasive tumors, PPAAA 
Figure 10. Genes that are increased in expression ISvel in all tumors, APPPP. Tumor 
35 specific genes. 
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Figure 1 1. Genes that are turned on in all invasive tumors, AAPPP. 
Figure 12. Genes that are associated with muscle invasive tumors. AAAPP. 
Figure 13. Genes that identify solid tumors only AAAAP. 

Figure 14. Genes that identify mixed tumors solid/papillom of invasive type. AAAPA, 
5 Figure 1 5. Genes that identify T1 tumors. AAPAA 

Figure 16. Genes that identoify superficial tumors APAAA 

Figure 17 shows the absolute level (called average diffference) of appr. 18,000 
Expressed Sequence Tags. 

Figure 18 shows western blots based on antibodies raised against synthetic peptides 
10 selected from the EST sequence. 

Detailed description of the invention 

Samples 

15 The samples according to the present invention may be any tissue sample, it is 
however often preferred to conduct the methods according to the invention on 
epithelial tissue, such as epithelial tissue from the bladder. In particular the epithelial 
tissue may be mucosa. 

20 The sample may be obtained by any suitable manner known to the man skilled in 
the art, such as a biopsy of the tissue, or a superficial sample scraped from the tis- 
sue. The sample may be prepared by forming a cell suspension made from the tis- 
sue, or by obtaining an extract from the tissue. 



In one embodiment it is preferred that the sample comprises substantially only cells 
from said tissue, such as substantially only cells from mucosa of the bladder. 

Biological condition 

The methods according to the invention may be used for determining any biological 
condition, wherein said condition leads to a change in the expression of at least one 
gene, and preferably a change in a variety of genes. 



35 
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Thus, the biological condition may be any malignant or premalignant condition,, in 
particular in bladder, such as a tumor or an adenocarcinoma, a carcinoma, a tera- 
toma, a sarcoma, and/or a lymphoma, and/or carcinoma-in-situ, and/or dysplasia-in- 
situ. 

5 . ' ' 

Single gene expression contra expression pattern 

The expression level may be determined as single gene approaches, i.e. wherein 
the determination of expression from one or two or a few genes is conducted. It is 
preferred that expression from at least one gene from a first (normal) group is de- 

1 0 termined, said first gene group representing genes being expressed at a higher level 
in normal tissue, i.e. so-called suppressors, in combination with determination of 
expression of at least one gene from a second group, said second group represent- 
ing genes being expressed at a higher level in tissue from the biological condition 
than in normal tissue, ie. so-called oncogenes. However, determination of the ex- 

15 pression of a single gene whether belonging to the first group or second group is 
within the scope of the present invention. In this case it is preferred that the single 
gene is selected among genes having a high change in expression level from nor- 
mal cells to biological condition cells. 

20 Another approach is determination of an expression pattern from a variety of genes, 
wherein the determination of the biological condition in the tissue relies on informa- 
tion from a variety of gene expression, i.e. rather on the combination of expressed 
genes than on the information from single genes. 

25 Bladder tumors 

The following data presented herein relates to bladder tumors, and therefore the 
description has focused on the gene expression level as one way of identifying 
genes that lose or gain function in cancer tissue. Genes showing, a remarkable 
downregulation (or complete loss) or upregulation (gene expression gained de novo) 

30 of the expression level - measured as the mRNA transcript, during the malignant, 
progression in bladder from normal mucosa through Ta superficial tumors to T1, 
slightly invasive tumors, to T2, T3 and T4 which have spread to muscle or even fu- 
trther into lymph nodes or other organs are within the scope of the invention, as well 
as genes gaining importance during the differentiation from normal towards maiig- 

35 nancy. 
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Gene groups 

The present invention relates to a variety of genes identified either by an EST identi- 
fication number and/or by a gene identification number. Both type of identification 
5 numbers relates to identification numbers of UniGene database, NCBI, build 18. 

The various genes have been identified using Affymetrix arrays of the following 
product numbers: 
HU35K SubA 900 184 
10 HU35K SubB 900 185 

First gene group 

The first gene group relates to at least one, such as at least two, for example at 
least three, such as at least four, such as at least five, such as more than six genes 
15 being expressed in normal tissue cells in an amount higher than expression in bio- 
logical condition cells. The term "normal tissue cells" relates to cells from the same 
type of tissue that is examined with respect to the biological condition in question. 
Thus, with respect to bladder tumors, the normal tissue relates to bladder tissue, in 
particular to normal bladder mucosa. 

20 

The first gene group therefore relates to genes being downregulated in tumors, such 
genes being expected to serve as tumor suppressor genes, and they are of impor- 
tance as predictive markers for the disease as loss of one or more of these may 
signal a poor outcome or an aggressive disease course. Furthermore, they may be '. 
important targets for therapy as restoring their expression level, e.g. by gene ther- 
apy, or substitution with those peptide products or Small molecules with a similar 
biological effect may suppress the malignant growth. 

For a bladder tissue sample a gene from the first gene group is preferably selected 
30 individually from genes comprising a sequence as identified below by EST 
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AA372630_s_at 



zo16a05.r1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 587024 5' similar to SW:CATX_BOVIN P05689 CATHEP- 
SIN;. 



EST84548 Colon adenocarcinoma IV Homo sapiens cDNA 5* 
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ei 


id. 


AA434329_at z\ 
c 

IT 


«i9Ann7 ri <5oares ovarv tumor NbHOT Homo sapiens cDNA I 
one 770268 5' similar to contains element TAR1 repetitive ele- 
leni,,. ^ i • 


C01409_s_at t- 

| s 


IUMGS0008391 , Human Gene Signature, 3'-directed cDNA | 
equence. i 


[RC_AA256485_at z 

C 


r81 e12.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 

too i oc o« I 


RC_AA290679_at 2 

) c 


S1 9f03.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
-lone 71 3597 3' similar to TR.E92665 E92665 AP56 ;. 

ICS I I www I w eiimiHi fcw ■ — — j 


RC_AA429655_at : 


aw71d04.s1 Soares testis NHT Homo sapiens cDNA clone j 

f O i 005? O . _J 


RC_AA452410_at . 

I 


zx31f03.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone (Oouyo o. i 


RC_AA461174_at 


zx70c04.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
done /yoouo o . i 


RC_AA491463_at 


ab01d12.s1 Stratagene fetal retina 937202 Homo sapiens cDNA 
clone 839543 3'. __] 


RC_AA025434_at 


ze84f 1 0.s1 Soares fetal heart NbHH1 9W Homo sapiens cDNA 
clone 365707 3'. 


RC_AA026030_at 


ze84d01 .s1 Soares fetal heart NbHH1 9W Homo sapiens cDNA 
Mnna -V55665 3' similar to PIRA48764 A48764 calpain ;. 

Owwwww w Ollimt* 1 fcW ■ " \ 

' zl68c01 .81 Stratagene colon (#937204) Homo sapiens cDNA 

Clone Quo / ou w . , j 

"zk87c05.s1 Soares pregnant uterus NbHPU Homo sapiens 1 

r nMA Hone 489800 3\ 


RC_AA054321_s 
I at 

RC_AA099820_at 


RC_AA1 6 1 043_ai 


7n74aii s1 Strataaene pancreas (#937208) Homo sapiens 
cDNA clone 592676 3'. _j 


RC_AA215379_a 


zr97c07.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone j 
IMAGE.683628 3'. I 


RC_H0928.1_at 


yl98f 1 1 .s1 Homo sapiens cDNA clone 4631 6 3. 


RC_H18836_at 
RC_H52937_at 


ym45d10.s1 Homo sapiens cDlMA clone 51262 3. 

~ y q76e1 2.s1 Homo sapiens cDNA clone 201742 3' similar to 
gb:J02982 GLYCOPHORIN B PRECURSOR (HUMAN);. 
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RC_H69547_at 


yr89e02.s1 Homo sapiens cDNA clone 212474 3'. 


RC H95039 at 

» W 1 Iv/vUvw CI I 


y v^vjccuc/.o i nufiiu odpiciib cL/i>i/\ cion© ^^f-O^fO o . 


RCJM21687_at 


yx63h03.s1 Soares melanocyte 2NbHM Homo sapiens cDNA 


RH Nfvd841- at 


yv/oDua.si poares tetai liver spleen 1 NrLo- nomo sapiens 
cDNA clone 248345 3'. • 


r\w ^i>iwigvj^^. ell 


yv/^Duo.si ooaresTetai nver spleen iimplo Homo sapiens 

cDNA rhnp OAfKAWi *V 

k/L^IN/A LrlUl IKS itHOtOU O . 


RC N66312 at 


vz38a06 ^1 Hnmn Qanipn^ rHMA Hon** DRS\OQR ^' 


RC N90717 at 


zaOOain ^1 finaroQ fota I It inn NlhMI 1Q\A/ Mnmn coninno <->PiM A 
Lawa lu.a i oudico itudi luiiy iNoriui^vv nomo sapiens CLJ|\i/\ 

clone 299802 3'. 


RC R22189 at 


yu^Kja\j£ m .Q i nuiilU octfJltJI lo wUI>lr\ C/lunG 1 OUO^O O . 


RC R53457 at 


v/rjft^P 1 D c1 Hnmn canione r»r\MA A| Ana qqooc o» 

yyooc iu,o i numo odpiens cL/ivr\ cione oyooo o . 


RC_T53389_s_at 


ya88f04.s1 Homo sapiens cDNA clone 68767 3\ 


RC_W86375_s_at 


zh55a02.s1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 415946 3'. 


RC_Z38289_at 


H. sapiens partial cDNA sequence; clone c-05e04. 


or a sequence as identified below 


RC_AA621122_at 


af34f04.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 1033567 3'. 


RC_AA129216_at 


zn84b03.s1 Stratagene lung carcinoma 9372.18 Homo sapiens 
cDNA clone 564845 3\ 


RC_AA133214_s 
_at 


zk97h05.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 490809 3'. 


RC_H99675_at 


yx35c02.s1 Homo sapiens cDNA clone 263714 3V 


RC_R87160_at 


yq31 hi 0.s1 Homo sapiens cDNA clone 1 97443 3'. 



or a sequence as identified below 
RC_AA429904_at 



zw66d03.s1 Soares testis NHT Homo sapiens cDNAclone 
781157 3'. 



or a sequence as identified below 
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AA460273_at 



zx67f05.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 796545 3'. 



|RC_AA490930_at 



aa46e04.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
MAGE.823998 3'. - 



fcCJWM8072_at 



zv97g08.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
767774 3', . 



fcC_H61476_s__at 



H16209_at 



yr17e08.s1 Homo sapiens cDNA clone 205574 3'.. 



y!28d11.s1 Homo sapiens cDNA clone 159573 3'. 



p*C_N93816_at 



2b63f11.s1 Soares fetal lung NbHL19W Homo sapiens cDNA 
clone 308301 3". 



fcC_H17550_at 



ym41h05.s1 Homo sapiens cDNA clone 50842 3'. 



|RC_N36835_at 



yy35f02.s1 Homo sapiens cDNA clone 273243 3'. 



|RC_T35289_at 



EST82492 Homo sapiens cDNA 3' end similar to None. 



|RC_AA447977_s 
at 



zw82e09.s1 Soares testis NHT Homo sapiens cDNA clone 
782728 3'. 



RC_AA160879_at 



zo62h06.s1 Stratagene pancreas (#937208) Homo sapiens 
cDNA clone 591515 3'. 



|RC_W45051_at 



zc21g08.s1 Soares senescent fibroblasts NbHSF Homo sapiens 
cDNA clone 323006 3'. 



|RC_AA040699_at 



zk48g04.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 4861 02 3'. 



RC_R63734_at 



yi15g05.s1 Homo sapiens cDNA clone 139352 3'. 



|RC_T61475_at 



yc06h08.s1 Homo sapiens cDNA clone 79935 3'. 



H23847 at 



yn71d04.r1 Homo sapiens cDNA clone 173863 5'. 



pTAA482014_at 



zu98d05.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
MAGE:746025 3' similar to TR:G414993 G414993 CENTRIN. ; 



|RC_AA143323_s 
at 



zo37d04.s1 Stratagene endothelial cell 937223 Homo sapiens 
cDNA clone 589063 3' similar to gb:M60483_rna1 PROTEIN 
PHOSPHATASE PP2A-ALPHA, CATALYTIC SUBUNIT (HU- 
MAN);. 



R55902 at 



yg92d05.r1 Homo sapiens cDNA clone 41017 5". 



|RC_AA03563.8_at 



zk28a05.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 471 824 3'. 
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AA/db o 1 4b_at 


PMYOol 1 KGla Lambda Zap Express cDNA Library Homo sa- 
piens cDNA 5\ 


KC/_W1 9222_at 


Zb89h05.s1 Soares senescent fibroblasts NbHSF Homo sapiens 
cuina clone o lUoug o similar to contains Alu repetitive ele- 
meni,coniains element i_i repetitive element ,. 


RC_AA262276_at 


zs25f07.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 

IIVIAofc:. 0002-40 O . 


H61361_s_at 


yu41b03.r1 Homo sapiens cDNA clone 236333 5\ 


Dp D<lAfiC7 /■» — + 

KU_K1 0o57_S_at 


yf31e11.s1 Homo sapiens cDNA clone 128492 3 . 


KU_AA227 26 1 __at 


zr22h04.s1 Stratagene NT2 neuronal precursor 937230 Homo 
sapiens cdima clone 6641 83 3 . 


r\U_nn*ff r CKf f at 


zuj/di^.si soares ovary tumor NbHOT Homo sapiens cDNA 
clone 740159 3'. 


r\0 1 / UDc/D 31 


yaionu.si Homo sapiens cDNA clone 108331 3 . 


R31641_at 


yh69e02.r1 Homo sapiens cDNA clone 135002 5'. 


r\Lr^l\JD2oOO_at 


yz83c04.s1 Homo sapiens cDNA clone 289638 3'. 


RC_AA279695_at 


zs92d10.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 

IMAC3h.7U4947 3 . 


Ku_nyou / i _s at 


yv20f02.s1 Soares fetal liver spleen 1NFLS Homo sapiens 
cDNA clone 243291 3'. 


rvo im o*+ o o o__ar 


yv39f05.s1 Soares fetal liver spleen 1NFLS Homo sapiens 
cuna clone /i4o izi o . 


H15314_at 


ym28c02.r1 Homo sapiens cDNA clone 49413 5'. " 


RC_AA151435_at 


z!43h11.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 504741 3\ 


RC_F01568_at 


H. sapiens partial cDNA sequence; clone c-06g08. 


or a sequence as identified below 


RC_AA451685_at 


zx44c03.s1 Soares total fetus Nb2HF8 9w Homo .sapiens cDNA 
clone 789316 3\ 


RC_W44745_at 


Zb98a11.s1 Soares parathyroid tumor NbHPA Homo sapiens 
cDNA clone 320828 3'. 


AA482319_f_at 


ab15c03.r1 Stratagene lung (#937210) Homo sapiens cDNA 
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clone 840868 5'. 



|RC_AA155820_at 



|H51340_at 



|RC_H09594_at 



zo47a08.s1 Stratagene endothelial cell 937223 Homo sapiens 
cDNA clone 590006 3'. 

yo30c06.r1 Homo sapiens cDNA clone 179434 5'.. 
y!97b1 1 .s1 Homo sapiens cDNA clone 46276 3'. 



RC_N29764_at 



yw91b09.s1 Homo sapiens cDNA clone 259577 3'. 



|R80048_at 
AC000115_cds1_ 
at 



yi91e08.r1 Homo sapiens cDNA clo ne 146630 5' 

WUGSC:H_GS188P18.1a gene extracted from Human BA<J 
clone GS188P18 



AA203222_at 



RC_AA100437_at 



zx56e01 .r1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 446520 5' similar to contains element MER17 repe- 
titive element ;. 

Z n59e02.s1 Stratagene muscle 937209 Homo sapiens cDNA 

clone 562490 3'. 



RC_T51990_at 



yb29e01 .s1 Homo sapiens cDNA clone 72600 3'. 



|AA491114_at 



aa46e04.r1 NCI_CGAP_GCB1 Homo sapiens cuna 
IMAGE:823998 5". 



RC_R39869_at 



yf63b06.s1 Homo sapiens cDNA clone 26725 3'. 



RC_AA394071_at 



zt52g01.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 726000 3' similar to SWADG JVlOUSE P22892 GAMMA 
ADAPTIN ; 



RC_AA196790_at 



Z q60b06.s1 Stratagene neuroepithelium (#937231) Homo sapi- 
ens cDNA clone 645971 3'. 



AA465000_s__at 

RC_R39923_at 
RC_R91819_at 



zx80b07.r1 Soares ovary tumor NbHOT Homo sapiens cDNA 

clone 810037 5'. 

yf51d10.s1 Homo sapiens cDNA cl one 25662 3'. 

yp99c05.s1 Homo sapiens cDNA clone 195560 3' sim.iar to 
contains MER1 repetitive element ;. 



AA484982_at 



|AA036900_at 



aa39b02.r1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE.815595 5'. 



zk29e11.r1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 471980 5'. 




zx38a10.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
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RC_Z40233_at 


H. sapiens partial cDNA sequence; clone c-1wg05. 




zoa/auo.si stratagene ovanan cancer (#937219) Homo sapiens 
cDNA clone 593840 3'. 


RC H06746 at 

1 \v 1 lUUf *TU ClL 


ytoonuo.si nomo sapiens cuna clone 44847 3 . 


AA046674_at 


zf12d12.r1 Soares fetal heart NbHH19W Homo sapiens cDNA 
uiune o/o/^/ o. 


RC_AA450118_at 


zx42e09.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone / oy iou o . 


RC_AA486410_at 


ab36b12.s1 Stratagene HeLa cell s3 937216 Homo sapiens 
cuimm cions o4zo /y o . 


RC_AA026417_at 


ze92g08.s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
cione ooo4y4 o . 


RC_AA125808_at 


zl29e12.s1 Scares pregnant uterus NbHPU Homo sapiens 
cuna clone 503374 3 . 




zroBm.si soares NhHMPu S1 Homo sapiens cDNA clone 
oooOoy o . 


RC_AA452131_at 


zx15d06.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
cione i ooooy o . 


RC_N29345_at 


yw85c10.sl Homo sapiens cDNA clone 259026 3'. 


RC 239191 at 


n. sapiens partial cuna sequence; clone c-13c12. 


RC AA1^fi1R7 at 


zo4/cu4.si btratagene endothelial cell 937223-Homo sapiens 
cDNA clone 590022 3' similar to contains Alu repetitive element;. 


i \u_nn I o / Q*tU ell 


zo4^h04.sl Stratagene endothelial cell 937223 Homo sapiens 
cDNA clone 589591 3*. 


RC AA^^SI^ at 


fct> 1 4azay wall bladder 1 Homo sapiens cDNA 3' end. 


RC_AA482224_f_ 
at 


ab15c03.s1 Stratagene lung (#937210) Homo sapiens cDNA 
uione o*njooo o . 


RC_AA053021_at : 

i 


zl72f02.s1 Stratagene colon (#937204) Homo sapiens cDNA 
^loneoiui/ i o. 


RC_AA279420_at ; 


2s85d09.s1 NCI CGAP GCB1 Homo saD^n«i rHMA rlnno 
MAGE:704273 3' similar to TR:G974805 G974805 T08A1 1 .2 ;. 


RC_AA477252_at ; 

( 


zu29h10.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
:lone 739459 3'. 


RC_N31597^s_at 


jy20b1 1 .s1 Homo sapiens cDNA clone 271773 3'. 
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U31875 at H 


uman Hep27 protein mRNA, complete cds. ] 




RC_F04611_at H 


I. sapiens partial cDNA sequence; clone c-zse1 1 . 


AA263032_s_at H 
I P 


in/ix/nooK i^rsio i amhria 7sd ExDress cDNA Library Homo sa- 
iens cDNA 5'. 


AA447052_at z 
c 


,.,Q«wnfi m <5nar(s<5 total fetus Nb2HF8 9w Homo sapiens cDNA 
lone 783827 5' similar to TR:G595950 G595950 PROTEIN N- 
rr-oRiiiMAi ACDARA^INF AM1DOHYDROLASE. 


RC_AA056247_at 2 


rf62c02.s1 Soares retina N2b4HR Homo sapiens cDNA clone 
381506 3' similar to contains Alu repetitive element;. 


RC_AA156532_at ; 

i ( 


SO 34b05.s1 Stratagene colon (#937204) Homo sapiens cuima 
:lone 588753 3'. 


RC_AA456039_at 


aa03d01 .s1 Soares NhHMPu S1 Homo sapiens cuimm uu. «= i 
812161 3". j 


RC_AA461444_at 


zx68b01.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 796585 3'. J 


RC_AA033974_at 

I 


zi05d 0.s1 Soares fetal liver spleen 1 NFLS S1 Homo sapiens 
cDNA clone 429906 3'. _] 


RC_AA034365_at 


zf02b1 0.s1 Soares fetal heart NbHH1 9W Homo sapiens cDNA 

, _ 0-7C-7QQ Q 1 cimilor tn nh\l05096 ma1 SODI- 

clon© 3/Of oy 3 similar 10 yu.jwjufw — m« i ■ 
UM/POTASSIUM-TRANSPORTING ATPASE ALPHA- 1 CHAIN 
(HUMAN); contains Alu repetitive element;. j 


RC_N22115_s_at 


yw32a09.s1 Homo sapiens cDNA clone 25391 2 3. 


RC_W04698_at 


Z b94b05.s1 Soares parathyroid tumor NbHPA Homo sapiens 
cDNA clone 320433 3'. 


|AA126592_at 


zl17g05.r1 Soares pregnant uterus NbHPU Homo sapiens cDNA 
clone 502232 5*. I 


[AA428172_f_at 


zw32b06.r1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone.770963 5'. " J 


C01790_at 


" HUMGS0003746, Human Gene Signature, 3-directed cDNA 
sequence. j 


RC_AA017146_a 


t ze41a07.s1 Soares retina N2b4HR Homo sapiens cDNA clone 
361524 3' similar to contains element PTR7 repetitive element ;. 


RC_AA236037_s 


it zs05g08.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone ~1 
IMAGE:684350 3'. | 
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KL/_/\AUiib2 / y_at 


ze9/TU7.si ooares fetal heart NbHH19W Homo sapiens cDNA 
clone oooy4y o . 


RC_AA233837_at 


zr47f06.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 

bobooo o . 


RC_H60595_s_at 


yr41h02.s1 Homo sapiens cDNA. clone 207891 3'. 




yzoyTUi.si Homo sapiens cDNA clone 285433 3 . 


Dp KIQinO*^ ot 


ZD4iaua.si ooares parathyroid tumor NbHPA Homo sapiens 
cDNA clone 306136 3'. 


r\0_VVOUOO*t a i 


zn4yau^.si ooares tetai liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 415370 3'. 


RC_T51995_at 


yb29e09.s1 Homo sapiens cDNA clone 72616 3\ 


DP AAv1CO£5Q"7 m* 

KLr__/\A4oooo / _at 


zx98h04.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
811831 3\ 


Ktv_AAl 61 085__at 


zo62h09.s1 Stratagene pancreas (#937208) Homo sapiens 
cDNA clone 591521 3' similar to SW:PPAP_RAT P20646 PRO- 
STATIC ACID PHOSPHATASE PRECURSOR ;. 


RC_AA489101_at 


aa56h11.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:824997 3 . 


RC_AA255464_at 


zr83b02.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
bo2251 3 . 


RC_AA609614_at. 


af15f12.s1 Soares testis NHT Homo sapiens cDNA clone 

lUol /OS o, 


l-o^l o oz^s^ ax 


Homo sapiens zinc finger homeodomain protein (ATBF1-A) 
imiahm, complete cos. 




zxooau4.n ooares ovary tumor NbHOT Homo sapiens cDNA 
clone 810631 5'. 




n. sapiens partial cujma sequence; clone c-1fg03. 


AB002321_at 


Human mRNA for KIAA0323 gene, partial cds. 


r\o — uoyyo i s ai 


Human fetal brain cDNA 3-end GEN-079C04. 


RC_AA027954_at 


cDNA clone 469654 3'. 


RC_AA115559_at 


zl07b12.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 491615 3\ 


L02547_at 


Homo sapiens (clone pZ50-19) cleavage stimulation factor 
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50kDa subunit, complete cds 


RC_AA256996_at 


zr81h1 1.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
682149 3*. 


RC_AA450373_ i at 


zx05h06.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 785627 3'. 


RC_N71875__at 


yz34f07.s1 Homo sapiens cDNA clone 284965 3'. 


AA431505_at 


zw76e03.r1 Soares testis NHT Homo sapiens cDNA clone 
782140 5'. 


U77942_at 


Human syntaxin 7 mRNA, complete cds. 


RC_AA393876_s 
_at 


zv64h10.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 758467 3'. 


W16686_at 


zb08f12.r1 Soares fetal lung NbHL19W Homo sapiens cDNA 
clone 301487 5'. 


RC_AA287388_at 


zs50f04.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:700927 3'. 


RC_F02397_s_at 


H. sapiens partial cDNA sequence; clone c-0xh1 1 . 


AA247679_at 


hfe0045.seq.F Human fetal heart, Lambda ZAP Express Homo 
sapiens cDNA 5': 


RC_AA282791_at 


zs91c05.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE-.704840 3'. 


AA504744_at 


aa63f03.r1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:825629 5'. 


RC_AA149987_at 


zo03d03.s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 566597 3'. 


RC_AA262485_at 


zs17h07.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE.-685501 3'. 


AA436536_at 


zv08g07.r1 Soares NhHMPu S1 Homo sapiens cDNA clone 
753084 5'. 


RC_AA037828_at 


zf03g09.s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 375904 3'. 


RC_AA255628_at 


zs31g06.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:686842 3', 


AA418098_at 


zv94b04.r1 Soares NhHMPu S1 Homo sapiens cDNA clone 
767407 5'. 
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RC_N21380_at 


yx54c04.s1 Homo sapiens cDNA clone 265542 3'. 




zx89d08.rt Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 810927 5' similar to TR.G608025 G608025 ANKYRIN G. ;. 


RC_AA464180_at 


zx83f04.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 810367 3' similar to gb:M38188 OVARIAN GRANULOSA 
CELL 13.0 KD PROTEIN HGR74 (HUMAN);. 


i\o_^m/a i *to ( ex* a . 


zo67g06.s1 Stratagene pancreas (#937208) Homo sapiens 
cDNA clone 591994 3' similar to TR:G530823 G530823 EPI- 
UbKMAL GROWTH FACTOR RECEPTOR KINASE SUB- 
STRATE. ;. 


r\w injopju dl 


yy4oeu4.si Homo sapiens cDNA clone 274014 3 . 




yioom i .n Homo sapiens cDNA clone 162981 5 similar to 
or.vjPUiNO_YtAo I UUoooU I RANoCR I PTI ON AL ACTIVATOR ;. 


RC_AA002088_at 


Zh85g03.s1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cuiNM cione 4^oi io o. 


D31313_s_at 


Human fetal-lung cDNA 5'-end sequence. 


r\v r\*f U / \J/L ai 


yf73f10.s1 Homo sapiens cDNA clone 27969 3\ 


RC_AA405543_at 


2w39c0ls1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone /72416 3 . 


RC_AA284143_at 


zs47c07.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 

ft/iAvjc. /U062Q 0 . 


RC_AA158234_at 


zo76b01.s1 Stratagene pancreas (#937208) Homo sapiens 
CUINA clone 592777 3 . 


R66920_at 


yi25f09,r1 Homo sapiens cDNA clone 140297 5' similar to con- 
tains aiu repetitive element;. 


RC AAC341RQ at 


ziuon i^.si soares retai liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 430055 3'. 


AA 147510 <? at 


ziouci^.n soares pregnant uterus NbHPU Homo sapiens cDNA 
clone 505366 5\ 


RC_N48715_at 


yy75h02.s1 Homo sapiens cDNA clone 279411 *v 


AA489299_at 

• 


ab35g04.r1 Stratagene HeLa cell s3 937216 Homo sapiens 
cDNA clone 842838 5'. 


RC_AA242799_at : 


zr65f06.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
368291 3' similar to SW:SP08_YEAST P41833 TRANSCRIP- 
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FIONAL REGULATOR SP08. [1] ;. 


AA091412_s_at 

< 


l2053.seq.F Fetal heart, Lambda ZAP Express Homo sapiens 
zDHA 5\ 


RC_H70554_at ; 


/r91a03.s1 Homo sapiens cDNA clone 212620 3\ 


RC_AA256208_at : 


zr80a08.s1 Soares NhHMPu SI Homo sapiens cDNA clone 
B819743'. 


RC_R64660_at 


yi22a10.s1 Homo sapiens cDNA clone 139962 3\ 


RC_AA135185_at 


zo27a05.s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 588080 3'. 


AA442428_at 


zv70f08.M Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 759015 5' similar to SW:YB72_YEAST P38137 HY- 
POTHETICAL 60.5 KD PROTEIN IN PDB1-ABD1 INTERGENIC 
REGION. ;. 


RC_AA293719_at 


Zt55h03.s1 Soares ovary tumor NbHOT Hpmo sapiens cDNA 
clone 726293 3\ 


RC_AA287131_at 


2t20g02.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 713714 3 f similar to TR:E124071 E124071 NAD+- 
ISOCITRATE DEHYDROGENASE ;. 


AB002387_at 


Human mRNA for K1AA0389 gene, complete cds. 


RC_N50550_at 


yy89f05.s1 Homo sapiens cDNA clone 280737 3'. 


or a sequence as identified below 


RC_AA599501_at 


ag23g12.s1 Jia bone marrow stroma Homo sapiens cDNA clone 
1071238 3\ 


RC_AA443923_at 


zv51a02.s1 Soares testis NHT Homo sapiens cDNA clone 
757130 3\ 


R82598_s_at 


yj19b12.r1 Homo sapiens cDNA clone 149183 5\ 


or a sequence as identified below 


RC_AA402000_at 


zu55b03.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 741869 3' similar to TR:G452270 G452270 2-19 PROTEIN 
PRECURSOR. ;. 


or a sequence as identified below 
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RC_T40767_at 


ya1 1a06.s1 Homo sapiens cDNA clone 61 138 3\ 


RC AA426454 s 
_at 


zv61f08.s1 Soares testis NHT Homo sapiens cDNA clone 
758151 3' similar to contains element TAR1 repetitive element ;. 


RC AA057620 at 


zf15h06.s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 377051 3\ 


RC_AA398197_at 


zt59a08.s1 Soares testis NHT Homo sapiens cDNA clone 
726614 3\ 


RCJM63332_at 


yz33d1 1 .s1 Homo sapiens cDNA clone 284853 3* similar to 
contains Alu repetitive element;. 


RC_H58692_s_at 


yr20g08.s1 Homo sapiens cDNA clone 205886 3* similar to 
SP:FTDH_RAT P28037 FORMYLTETRAHYDROFOLATE DE- 
HYDROGENASE ;. 



or a sequence as identified below 



zo76b01.s1 Stratagene pancreas (#937208) Homo sapiens 
cDNA clone 592777 3*. 


RC_AA158234_at 


yo61a11.s1 Homo sapiens cDNA clone 182396 3'. 


RC_H42123_at 


H. sapiens partial cDNA sequence; clone c-13f02. 


RC_Z39200_at 


yx63h03.s1 Soares melanocyte 2NbHM Homo sapiens cDNA 
clone 266453 3'. 


RC_N21687_at 


Homo sapiens mRNA for uroplakin II. 


Y13645 at 


zb86b03.s1 Soares senescent fibroblasts NbHSF Homo sa- 
piens cDNA clone 310445 3'. 


RC_N98461_at 


zd99d10.s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 357619 3'. 


RC_W92449_at 


H. sapiens partial cDNA sequence; clone c-1 3d 2. 


RC_Z39191_at 


zl29e12.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 503374 3'. 


RC_AA125808_at 


ya11a06.s1 Homo sapiens cDNA clone 61138 3'. 


RC_T40767_at 


yb29c05.s1 Homo sapiens cDNA clone 72584 3'. 


RC T51972 at 


zs58b06.s1 NCI CGAP GCB1 Homo sapiens cDNA clone 
IMAGE:701651 3'. 


RC_AA286862_at 


yw91b09.s1 Homo sapiens cDNA clone 259577 3'. 


RC N29764 at 


zw32b06.r1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 770963 5'. 


AA428172_f_at . 


yj35d05.s1 .Homo sapiens cDNA clone 150729 3'. 


RC_H02265_at . 


zb98a1 1 .s1 Soares parathyroid tumor NbHPA Homo sapiens 
cDNA clone 320828 3'. 


RG_W44745_at 


yp99c05.s1 Homo sapiens cDNA clone 195560 3' similar to 
contains MER1 repetitive element ;. 


RC_R91819_at 


zx84d05.r1 Soares ovary tumor NbHOT Homo sapiens cDNA 


AA464468 at 
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clone 810441 5'. 




zp78e01.s1 Stratagene HeLa cell s3 937216 Homo sapiens 
cDNA clone 626328 3' similar to TR:G99881 3 G998813 TIF1 . 
Ml;. 


RC_AA188647_at 


zu57g1 1 .s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 742148 3' similar to TR:G780241 G780241 AU- 
BINDING PROTEIN/ENOYL-COA HYDRATASE. ;. , 


RC_AA405832_at 


zc13b12.s1 Soares parathyroid tumor NbHPA Homo sapiens 
cDNA clone 322175 3' similar to contains LTR2.t3 LTR2 re- 
petitive element ;. 


RC_W37778_f_at 


Homo sapiens breast cancer-specific protein 1 (BCSG1) 
mRNA, complete cds. 


AF010126_at 


yx83a05.r1 Homo sapiens cDNA clone 268304 5'. 


N36432_at 


zr74c04.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
669126 3' similar to gb:S69002 ECOTROPIC VIRUS INTE- 
GRATION 1 SITE PROTEIN (HUMAN);. 


RC_AA236533_s_at 


Zt55e05.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 726272 3'. 


RC_AA293l63_at 


zq60b06.s1 Stratagene neuroepithelium (#937231) Homo 
sapiens cDNA clone 645971 3\ 


RC_AA196790_at | 


zr53g12.s1 Soares NhHMPu S1 Homo sapiens cDNA clone | 
667174 3'. 


RC_AA253220_at 


zn59e02.s1 Stratagene muscle 937209 Homo sapiens cDNA 
clone 562490 3'. 


RC_AA100437_at 


zt28d03.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 714437 3'. 


RC_AA293300_s_at 


H. sapiens partial cDNA sequence; clone c-1fg03. 


RC_Z39652_at 


Human glutathione transferase M2 (GSTM2) mRNA, com- 
plete cds 


M63509_s_at 


H. sapiens partial cDNA sequence; clone c-1ke11. 


RC Z39842 at 


yx78e10.s1 Homo sapiens cDNA clone 267882 3'. 


RC_N23319_at 


zs78d11.s1 NCI CGAP GCB1 Homo sapiens cDNA clone 
IMAGE:703605 3'. 


RC_AA278817_at 


Homo sapiens mRNA in the region near the btk gene involved 
in a-gamma-globulinemia 


L20773_at 


yi44h05.s1 Soares placenta Nb2HP Homo sapiens cDNA 
clone 142137 3'. 


RC_R69276_at [ 


H. sapiens partial cDNA sequence; clone c-15d02. 


RC_F02641_at 


zw03a04.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
768174 3' similar to contains Alu repetitive element;. 


RC_AA424791_at 


yf63b06.s1 Homo sapiens cDNA clone 26725 3'. 


RC R39869 at 


ab15c03.s1 Stratagene lung (#937210) Homo sapiens cDNA 
clone 840868 3'. 


RC_AA482224_f_at 


ze76f02.s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 364923 3' similar to contains Alu repetitive ele- 
ment;contains element LTR4 repetitive element ;. 


RC_AA025277_at 


abl5c03.r1 Stratagene lung (#937210) Homo sapiens cDNA 
clone 840868 5'. 


AA4823l9_f_at 


ze47b04.s1 Soares retina N2b4HR Homo sapiens cDNA clo- 
ne 362095 3'. 


RC_AA001045_at 


zo10f03.s1 Stratagene neuroepithelium NT2RAMI 937234 


RC_AA130645_s_at 
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Homo sapiens cDNA clone 567293 3' similar to 

SW.NI2M BOVIN Q02369 NADH-UBIQUINONh OAiUUKt- 

DUCTASE B22 SUBUNIT ;. 




zt37c02.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 724514 o . 


RC_AA291659_at 


zk72d02.r1 Soares pregnant uterus NbHPU Homo sapiens . 
cDNA clone 488355 5\ 


AA046768_at 


yl81e01 .r1 Homo sapiens cDNA clone 444oo o . 


nu/on_at -. 


Zt54g04.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 726198 3' similar to gb:J05158 CARBOXYPEPTIDASE 

HI r> O 1/ r~\ ALIA IM /I II IK A A K 1 \ . 

N 83 KD CHAIN (HUMAN);. 


RC_AA293533_i_at 


zn63g10.s1 Stratagene HeLa cell s3 937216 Homo sapiens 
cDNA clone 562914 3 similar to SW:LCFA ECOLI P29212 
LONG-CHAIN-FATTY-ACID-COA LIGASE ;. 


RC_AA100649_at 


ze41a07.s1 Soares retina N2b4HR Homo sapiens cDNA clo- 
ne 361524 3' similar to contains element PTR7 repetitive 
element ;. 


RC_AA01 7 1 46_at 


zp40g07.s1 Stratagene muscle 937209 Homo sapiens cDNA 
clone 61 1964 3 . 


RC__AA180054_at 


PMY0335 KG1a Lambda Zap Express cDNA Library Homo 
sapiens cDNA 5V 


AA263032_s_at 


zd46f07.r1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 343717 5 . 


W69310_at 


zruoeQ2.si stratagene NT2 neuronal precursor 937230 Ho- 
mo sapiens cuina cione oouo io o . 


RC_AA21 9653_at 


aay icu^ .s i oiraiagene reiai retina yo/ dXic. norno sapiens 
cDNA clone 838668 3'. 


KU — / ^LOD_at 


aa ion iu.s i ooares rNnriivir'u oi riomo sapiens cuima cione 
813475 3'. 


KU_AA4ooyo / _ at 


yxQ i duy.i i numo sapiens clmm/\ cione ^ooz*ni o . 


M07R7H of 

iMZ/o/u at 


za65e02.s1 Homo sapiens cDNA clone 297434 3\ 


RC N80152 at 


yi^zaiu.si Homo sapiens cuna clone 139962 3 . 


RC R64od0 at 


zo64g03.s1 Stratagene pancreas (#937208) Homo sapiens 

CUIMA Clone 591700 6 . 


RC_AA147218_s_at 


HUMGS0007818, Human Gene Signature, 3-directed cDNA 
sequence. 


C01139_at 


f—X A l\/A^A A A 1 I— 1 •"-» L t A a -t It 

PMY0691 KG1a Lambda Zap Express cDNA Library Homo 
sapiens cDNA 5'. 


AA285284_at 


zx44c03.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 789316 3 . 


RC_AA451685_at 


zx56e01.r1 Soares fetal liver spleen 1NFLS S1 Homo sapi- 
ens cDNA clone 446520 5 similar to contains element 
MER17 repetitive element ;. 


AA203222_at 


zt52g01.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 726000 3' similar to SW-ADG MOUSF P^>9ftQ9 GAM- 
MA-ADAPTIN ;. 


RC_AA39407 1_at 


zv17e07.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
753924 3'. 


RC_AA479096__at 


zo34b05.s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 588753 3". 


RC_AA156532_at 


H. sapiens partial cDNA sequence; clone c-1wg05. 


RC Z40233 at 
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Iseq2490 Homo sapiens cDNA clone 3HFLSK20-87 3'. 



RC T03927_at 



EST1 86294 Colon carcinoma (HCC) cell line II Homo sapiens 
cDNA 5' end. 



AA314457_at 



yy89f05.s1 Homo sapiens cDNA clone 280737 3'. 



RCJM50550_at 



zp88f04.s1 Stratagene HeLa cell s3 937216 Homo sapiens 
cDNA clone 627295 3'. 



RC_AA191524_at 



yw90b12.s1 Homo sapiens cDNA clone 259487 3'. 



RC N29740 at 



W75h02.s1 Homo sapiens cDNA clone 27941 1 3' 



RC N48715 at 



zx98h04.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
811831 3'. 



RC_AA463637_at 



zw38a06.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 772306 3'. 



RC_AA404487_at 



Iym26a10.s1 Homo sapiens cDNA clone 49155 3'. 



RC H16666_at 



zv24d11.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
754581 3'. 



RC AA406197 at 



Iyl97b11.s1 Homo sapiens cDNA clone 46276 3'. 



RCH09594 at 



zo62h09.s1 Stratagene pancreas (#937208) Homo sapiens 
cDNA done 591521 3' similar to SW:PPAP_RAT P20646 
[PROSTATIC ACID PHOSPHATASE PRECURSOR ;. 



RC AA161085 at 



zx15d06.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 786539 3'. 



RC_AA452131_at 



Izt54g04.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 726198 3' similar to gb:J05158 CARBOXYPEPTI DASE 
I N 83 KD CHAIN (HUMAN); 



RC_AA293533_f_at 



zt59a08.s1 Soares testis NHT Homo sapiens cDNA clone 
726614 3'. 



RC AA398197_at 



zx86d04.r1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 810631 5' 



AA464051_s_at 



Iyb29e01.s1 Homo sapiens cDNA clone 72600 3'. 



RC T51990_at 



zr54a11.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
667196 3'. 



RC_AA236356_at 



zd92a04.r1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 356910 5' similar to contains element LTR3 re- 
petitiv e element 



W92678 at 



yz33d11.s1 Homo sapiens cDNA clone 284853 3' similar to 
Icontains Alu repetitive element;. 



RC_N63332_at 



lHuman aorta cDNA 5'-end GEN-259H097 



C16281 sat 



zu29h10.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 739459 3*. 



RC_AA477252_at 



Iyw20e07.r1 Homo sapiens cDNA clone 252804 S. 



H88035_s_at 



Human mRNA for KIAA0389 gene, complete cds. 



AB002387 at 



Iyg45h12.s1 Homo sapiens cDNA clone 35838 3' 



RC R45698_at 



zr75g11.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
669284 3'. . 



RC_AA236542_at 



IEST89388 Small intestine I Homo sapiens cDNA 5' end si- 
milar to monoamine oxidase A. 



AA376875_at 



Ivg15g06.s1 Homo sapiens cDNA clone 32365 3'. 



RC_R43365 at 



Iyl83h08.s1 Homo sapiens cDNA clone 44847 3' 



RC H06746_at 



zr47f06.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
666563 3". 



RC_AA233837_at 



Izf15h06.s1 Soares fetal heart NbHH19W Homo sapiens 



RC AA057620_at 
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cDNA clone 377051 3'. 




zx42e09.s1 Scares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 7891 60 3\ 


RC_AA450118_at 


ae37b10.s1 Gessler Wilms tumor Homo sapiens cDNA clone 
897979 3'. 


RC_AA698872_at 


zI52g06.s1 Scares pregnant uterus NbHPU Homo sapiens 
cDNA clone 505594 3*. 


RC_AA147646_s_at 


zb94b05.s1 Soares parathyroid tumor NbHPA Homo sapiens 
cDNA clone 320433 3\ 


RC_W04698_at 


yv39c06.s1 Homo sapiens cDNA clone 245098 3'. 


RC N54365 at 


zr80a08.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
681974 3\ 


RC_AA256208_at 


zk62g01.r1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 487440 5\ 


AA046593_at 


zh85g03.s1 Soares fetal liver spleen 1NFLS SI Homo sapi- 
ens cDNA clone 4281 16 3'. 


RC_AA002088_at 


zr81c12.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
682102 3'. 


RC_AA256273_at 


aa46e04.r1 NCLCGAP GCB1 Homo sapiens cDNA clone 
IMAGE:823998 5'. 


AA491114_at 


zt55h03.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 726293 3\ 


RC_AA293719_at 


z!84c04.s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 511302 3\ 


RC_AA086005_at 


zw44a07.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 772884 3\ 


RC_AA479885_at 


zv70f08.r1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 759015 5' similar to SW:YB72 YEAST P38137 
HYPOTHETICAL 60.5 KD PROTEIN IN PDB1-ABD1 IN- 
TERGENIC REGION. ;. 


AA442428_at 


ab36b12.s1 Stratagene HeLa cell s3 937216 Homo sapiens 
cDNA clone 842879 3\ 


RC_AA486410_at 


yf89f02.r1 Homo sapiens cDNA clone 29665 5'. 


R15268_at 


zw86a10.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 783834 3' similar to TR:G438639 G438639 LA- 

ft JUKI D DCPCDTAD IM 1 . 

MIIM b KfcUcPTOR. [1] ,'. 


RC_AA443658_at 


ym39b01 .s1 Homo sapiens cDNA clone 50559 3'. 


RC_H16790_at 


zx80b07.r1 Soares ovary tumor NbHOT Homo sapiens cDNA 
done 810037 5'. 


AA465000_s_at 


yy4deu4.sl Homo sapiens cDNA clone 274014 3 . 


RC N38930 at 


Human mRNA for KIAA0323 gene, partial cds. 


AB002321_at 


H. sapiens partial cDNA sequence; clone c-0qb09. 


RC_Z38810_at 


WUGSC:HJ3S188P18.1a gene extracted from Human BAC 
clone GS188P18 


AC000115_cds1_at 


i ooares iMnnivii-'u ot nomo sapiens CUIMA clone 

682251 3'. 


RC_AA255464_at. 


zs31g06.s1 NCI CGAP GCB1 Homo sapiens cDNA clone 
IMAGE:686842 3V 


RC_AA255628_at 


yr91a03.s1 Homo sapiens cDNA clone 212620 3'. 


RC_H70554_at 


EST1 80743 Jurkat T-cells V Homo sapiens cDNA 5' end. 


AA309880_at 


yg21a08.s1 Homo sapiens cDNA clone 32940 3'. 


RC_R43812_at 
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Izv47a04.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 756750 3' 



RC_AA425636_at 



yz39f01.s1 Homo sapiens cDNA clone 285433 3'. 



RC N66388_at 



zs85d09.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
1MAGE:704273 3' similar to TR:G974805 G974805 T08A1 1.2 



RC_AA279420_at 



zi05c10.s1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 429906 3' 



RC_AA033974_at 



Homo sapiens sodium bicarbonate cotransporter (HNBC1) 
ImRNA, complete cds 



AF007216_at 



aa56h11.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE.824997 3\ 



RC_AA489101_at 



IHuman aorta cDNA 5'-end GEN-286G10. 



D79601_f_at 



yw70f05.s1 Homo sapiens cDNA clone 257601 3'. 



RC_N30856_at 



I Homo sapiens clk2 mRNA, complete cds 



L29218_s_at 



zo67g06.s1 Stratagene pancreas (#937208) Homo sapiens 
cDNA clone 591994 3' similarto TRG530823 G530823 EPI- 
DERMAL GROWTH FACTOR RECEPTOR KINASE SUB- 
STRATE. 



RC_AA143726_at 



zl17g05.r1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 5022 32 5'. 



AA126592_at 



Ih. sapiens partial cDNA sequence; clone c-0xh11. 



RC F02397_s_at 



zs27d03.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
llMAGE:686405 3' 



RC_AA252765_at 



Izc36a04.s1 Soares senescent fibroblasts NbHSF Homo sapi- 
ens cDNA clone 324366 3' 



RC_W46846_at 



zo27a05.s1 Stratagene colon (#937204) Homo sapiens cDNA 

clone 588080 3'. 

Ivf73f10.s.1 Homo sapiens cDNA clone 27969 3' 



RC_AA135185_at 



RC R40702_at 



Iyv36d12.s1 Homo sapiens cDNA clone 244823 3'. 



zc06a02.s1 Soares parathyroid tumor NbHPA Homo sapiens 
cDNA clone 321482 3'. 



zr85c04.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 



I682470 3'. 



RC N52565_at 
RC_W32506_s_at 



RC_AA255539_at 



zx38a10.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 788730 3\ 



RC_AA449951_at 



cchn2404.seq.F Fetal heart, Lambda ZAP Express Homo 
(sapiens cDNA 5' 



AA091278_at 



zs05g08.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE-.684350 3" 



RC_AA236037_at 



H2053.seq.F Fetal heart, Lambda ZAP Express Homo sapi- 
ens cDNA 5'. 



AA091412_s_at 



zf12b09.r1 Soares fetal heart NbHH19W Homo sapiens 

IcDNA clone 376697 5'. . _ — 

FST97743 Cerebellum II Homo sapiens cDtsIA 5' end. 



AA046865_at 



AA324825 at 



zx79d09.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 809969 3V 



RC_AA454840_s_at 



|zh49a02.s1 Soares fetal liver spleen 1NFLSS1 Homo sapi- 
cDNA clone 415370 3'. 



RC_W80354_at 



zt65c03.s1 Soares testis NHT Homo sapiens cDNA clone 
727204 3". : 



RC_AA402484_at 



WO 02/02804 



28 



PCTYDK01/00463 



loniu Human retina cdina ranaomiy pnmea suDiiorary nomo 
sapiens cDNA. 


V v^lOOOO — at 


zsi / nu/ .si inoi Ubnr budi nomo sapiens cuina clone 
IMAGE:685501 3'. 


Dp AA9R94ft^ at i 


zwoycu i.si ooares total tetus i\D2Hro yw nomo sapiens 
cuinm cione / i 10 o. 




yx54c04.s1 Homo sapiens cDNA clone 265542 3\ 


RC N21380 at 


zn77a0o.si otratagene N 12 neuronal precursor 9o/2oU Ho- 
mo sapiens cDNA clone 564176 3\ 


KU_AA1 2 i oOU_S__at 


Homo sapiens zinc finger homeddomain protein (ATBF1-A) 
mKivM, compiexe cos. 


Lo2oo2_S_at 


Human fetal-lung cDNA 5'-end sequence. 


D31313 s at 


ym4t>Dub.r 1 Homo sapiens cuna clone olU4o o similar to 

rrtntoine A It i mnof ftiwo olomorvf" 

coniairio /aiu lepdiiive oiement,. 


Hi o/ io__at 


Z.lVJOyUc?.o I OOdlco I eld I I local I INUriri 1 57w V nUlTIU odpiCllo 

cDNA clone 375904 3'. 


RP AAn^7ft98 at 




RH Rfi7QQfi at 


ze92g08.s1 Soares fetal heart NbHH19W Homo sapiens 
cuina clons ooo^fy^r o . 


RC_AA026417_at 


H. sapiens partial cDNA sequence; clone c-33a10. 


RC F11115 at 


yT2ieu/.si Homo sapiens cuna done 127524 o . 


RC R08871 at 


zr12e05.s1 Stratagene hNT neuron (#937233) Homo sapiens 
CDNA clone 64o60o 3 . 


RC_AA224324_at 


zt50c01.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 72b7b0 3 . 


RC_AA399226_at 


yizoTuy.n nomo sapiens cuinia cione i4U2y/ o similar to 
contains Aiu repetitive element;. 


Dccnon «t 
Kbo»i:U_at 


zx81a05.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
cione oiui2o o . 


RQ_AA464240_s_at 


zv08g07.r1 Soares NhHMPu S1 Homo sapiens cDNA clone 
753084 5\ 


AA436536_at 


yz34f07.s1 Homo sapiens cDNA clone 284965 3 . 


RC_N71875_at 


zk10b03.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone.470093 3 1 similar to PIR:H45193 H45193 zinc . 
linger protein ^iMroo ,. 


RC_AA029288_at 


y!63h11.r1 Homo sapiens cDNA clone 162981 5' similar to 

or'.oOINO Y tAo I UcUoooU 1 KANoUKIr 1 IUNAL AO 1 IVA- 

TOR ;. 


H27242_at 


Human cytochrome P450 PCN3 gene, complete cds 


J04813 s at 


aao2nuc5.si NGI CGAP GCB1 Homo sapiens cDNA clone 
IMAGE:815007 3'. 


RC_AA465093_at 


zs9lc0o.sl NCI CGAP GCB1 Homo sapiens cDNA clone 
IMAGE:704840 3'. 


RC_AA282791 _at . 


zx83f04.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 810367 3 f similar to ah*M^81RR OVARIAN f^RANIll O- 
SA CELL 13.0 KD PROTEIN HGR74 (HUMAN);. 


RC_AA4641 80^.at 


zo03d03.s1 Stratagene colon (#937204) Homo sapiens. cDNA 
clone 566597 3\ 


RC_AA149987_at 


zr82h09.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
682241 3 f , 


RC_AA256680_at 


zl50c12>1 Soares pregnant uterus NbHPU Homo sapiens 


AA147510_s_at 
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yi80c10.r1 Homo sapiens cDNA clone 145554 5'. F 


*78119_at J 


H. sapiens partial cDNA sequence, clone c-uacuo. 


?C Z38407 S at ' 


zs58f12.s1 NCLCGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:701711 3. 


^C_AA287107_s_at 


zs57e07.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:701604 3 . 


RC_AA287042_at 


ab35g04.r1 Stratagene HeLa cell s3 937216 Homo sapiens J 
cDNA clone 842838 5 . 


\A489299_at j 


aa63f03.M NCI_CGAPJ3CB1 Homo sapiens cDNA clone > 
IMAGE:825629 5\ 


\A504744_at | 


zu47g07.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 741180 3'. 


RC_AA402622_at 


zw55e10.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 773994 3'. 


RC_AA436628_at 


Zt02a10.s1 NCI CGAPJ3CB1 Homo sapiens cDNA clone 
IMAGE:711930 3\ 


RC_AA282138_at 


zk75a04.r1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 488622 5'. 


AAHA^fl7n sat 


zv94b04.r1 Soares NhHMPu S1 Homo sapiens cDNA clone 
767407 5'. 


A AAA RHQR of 


zr65f06.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
668291 3 similar to SW:SP08_YtAST P41 ooo 1 KAINo- 
CRIPTIONAL REGULATOR SP08. [1] ;. 


Dp A A0A07QQ of 

■\0_AA£*fZ / yy_ax 


af 1 2f04.s1 Soares testis NHT Homo sapiens cuima cione 
1031455 3'. 


Dp AAfinQ9in at I 


zo13e11.s1 Stratagene colon (#937^U4) nomo sapiens cui\/\ 
clone 586796 3'. 


op AA1^469 at I 


yh25b1 1 .r1 Homo sapiens cuima clone i ou / o . 


R22139 at I 


EST176117 Colon carcinoma (Caco-2) cell line II Homo sapi- 
ens cDNA 5* end. 


AA305116_at 


zk05c12.s1 Soares pregnant uterus NDnru nomo sapiens 
cDNA clone 469654 3'. 


op, AA027954 at i 


zk29e1 1 .r1 Soares pregnant uterus NdHPU Homo sapiens 
cDNA clone 471980 5'. 




ze92d07.s1 Soares fetal heart NDHH19W nomo sapiens 
cDNA Clone 366445 3 . 


Dp AAn9R^97 at \ 


Human fetal brain cDNA 3'-end GEN-079C04. 


RC_D59981_s_at | 


zs47c07.s1 NCI CGAP GCB1 Homo sapiens cuima clone 
IMAGB700620 3'. 


Dp AA9ftA14^ at ! 


zb08f12.r1 Soares fetal lung NbHLlQW Homo sapiens cuina 
0^6 301487 5'. 


WlfiRftfi at 

V V 1 vOOU Ol 1 


yw28c1 1 .r1 Homo sapiens cDNA clone 253556 5\ 


H89575_s_at 


zs07g11.s1 NCI^CGAP^GCBI Homo sapiens cDNA clone 
IMAGE*684548 3\ 


pp AA9mnn^ at 


zs84h09.s1 NCI CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:704225 3'. 


RC_AA279408_at 


zt07g10.s1 NCI CGAP GCB1 Homo sapiens cDNA clone 
IMAGE:712482 3' similar to TR.G808826 G808826 HY- 
POTHETICAL 25.7 KD PROTEIN. ;. 


RC_AA281760_at | 


Human mRNA for KIAA0383 gene, partial cds. 


AB002381_at 
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zx89d08.r1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 810927 5' similar to TR:G608025 G608025 ANKYRIN 


AA459542_s_at 


zl07b12.s1 Soares pregnant uterus NbHPU Homo sapiens 
cuima Clone 481615 3 . 


RC_AA115559_at 


ye36a05.r1 Homo sapiens cDNA clone 1 19792 5' 


T94506 at 


Human fetal brain cDNA 5'-end GEN-404F02 


D55869 s at 


Homo sapiens (clone p250-19) cleavage stimulation factor 
50kDa subunit, complete cds 


L02547_at 


Human syntaxin 7 mRNA, complete cds 


U77942 at 


zw76e03.r1 Soares testis NHT Homo sapiens cDNA clone 
782140 5'. 


AA431505_at 


zr38c08.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
665678 3'. 


RC_AA194045_at 


ze78f05.s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 365121 3'. 


RC_AA025104_at 


zr65e09.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
668296 3'. 


RC_AA242822_at 


zs50TO4.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:700927 3'. 


RC_AA287388_at 


hfe0045.seq.F Human fetal heart, Lambda ZAP Express Ho- 
mo sapiens cDNA 5'. 


AA247679_at 


ab41e08.s1 Stratagene HeLa cell s3 937216 Homo sapiens 
cDNA clone 843398 3'. 


RC_AA489383_at 


zu81a08.s1 Soares testis NHT Homo sapiens cDNA clone 
744374 3*. 


RC_AA621188_at 


ab35a01.s1 Stratagene HeLa cell s3 937216 Homo sapiens 
cDNA clone 842760 3'. 


RC_AA486182_at 


zv64h10.s1 Soares total fetus Nb2HF8 Qw Hnmn eanionc 

cDNA clone 758467 3". 


RC_AA393876_s_at 


zi06h12.s1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 430055 3 . 


RC_AA034189_at 


ze79b09.s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 365177 3'. 


RC_AA024866_at 


zx05h06.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 785627 3'. 

yz/'oauz.rl Homo sapiens cDNA clone 289165 5' 


RC_AA450373_at 


SStS 7,81 NC, -CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:705133 3'. 


M78483 at 
RC_AA281245_at 


zc45b12,r1 Soares senescent fibroblasts NbHSF Homo sapi- 1 
ens cDNA clone 325247 5' similar to SW:WDNM RAT 
P14730 WDNM1 PROTEIN. [21 PIR:S07807 ■ ~ 


W52431_at 


z w84f 0 1 . s1 Soares total fetu^ Nh9HFft Q\a* uinm^ "ZZ^ZZZ 

cDNA clone 783673 3'. 


RC_AA446597_at 


S2.VI 11 - 81 Soares NhHMPu S1 Homo sapiens cDNA clone 
682149 3'. 

H.sapiensgeneforcytokeratin20 " " 


=*C_AA256?96_at 


Zt20g02.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 713714 3' similar to TR:E1 24071 E124071 NAD+- 
SOCITRATE DEHYDROGENASE : 


X73501 at 
=?C_AA287131_at 
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In a preferred embodiment genes from the first gene group is preferably 
individually from genes comprising a sequence as identified below by EST 



RC N23319_at 
RC R43812_at 
RC_W37778_f_at 

< 


/Y7fl»io s1 Homo saoiens cDNA clone 267882 3 . 
/q21 a08.s1 Homo sapiens cDNA clone o-awt) 3 . 
^ C 13b12.s1 Soares parathyroid tumor NbHPA Homo sapiens 
2DNA clone 322175 3' similar to contains LTR2.t3 LTR2 repetiti- 
ve element';. 


RC_AA001045_at : 


ze47b04.s1 Soares retina N2b4HR Homo sapiens cuna clone 

PO^UpO O . . ■ : ■ , • 


RC_AA086005_at 


zl84c04.s1 Stratagene colon (#937204) Homo sapiens cuna 
clone 511302 3'. . _ : — 


RC_AA191524_at 


zp88f04.s1 Stratagene HeLa cell s3 93/2it> Homo sapiens 
cDNA clone 627295 3'. ______ 


RC_AA219653_at 


zr05e02.s1 Stratagene NT2 neuronal precursor 93/_ju nomo 
nanionf i-nNA Hone 650618 3'. 


RC_AA252765_at 


zs27d03.s1 NCI_CGAP_GCB1 Homo sapiens cuna clone 
IMAGE:686405 3'. . \ _— -— 


RC AA293300_s 
at 


zt28d03.s1 Soares ovary tumor NbHOT Homo sapiens cuima 
clone 714437 3'. . -— 


RC_AA405832_at 


Z u57g11.s1 Soares ovary tumor NbHOT Homo sapiens i cutja 
clone 742148 3' similar to TR.G780241 G780241 AU-BINDING 
PROTEI N/ENOYL-COA HYDRATASE. :. 


X73501_at 
AA046768_at 


H.sapiens gene for cytokeratin 20 _ 

Zk72d02.r1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 488355 5*. — 


AA314457_at 
AA324825_at 


EST1 86294 Colon carcinoma (HCC) cell line II Homo sapiens 

cDNA 5' end. ; : 

EST27743 Cerebellum 11 Homo sapiens cDNA a end. 



5 

In another embodiment a gene from the first gene group is selected individually 
genes comprising a sequence as identified below by EST 



10 



Human mRNAfor KIAA0372 gene, complete cds. 

Homo sapiens purinergic receptor P2Y5 mRNA, com- 
plete cds. — — — 


AB002370 at 
AF000546_at 

H43922 at 


vo70c03.r1 Homo sapiens cDNA clone 1832bti t> . 
yp17b05.r1 Homo sapiens cDIMA clone 187665 5' simi- 
lar to contains Alu repetitive element;. _ 


H44269_at 
H88706 s at 


vw23e08.r1 Homo sapiens cDNA clone 253uy4 5 . 
Homo sapiens epoxide hydrolase (EPHX) gene, com- 

plete cds — '. - ; 

vw36d01 .r1 Homo sapiens cDNA clone 2fa43Ub 5 . 


L25880_s_at 
N81162 at 


H. sapiens partial cDNA sequence; clone c-3ec07. 

EST00018 HE6W Homo sapiens cDNA clone 
HE6WCR108 3'. . 


RC F 10381 s at 
RC_H54558_at 
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yr20g08.s1 Homer sapiens cDNA clone 205886 3' similar 
to SP:FTDH_RAT P28037 FORMYLTETRAHYDROFO- 
LATE DcnYUKUbcNAob 


RC_H58692_s_at 


yXiCouUo.si nomo sapiens cuna clone Zooubi o . 


KU_Jn2UU4 /_at 


yv28e04.s1 Homo sapiens cDNA clone 244062 3'. 


RCJM38810_at 


yg51h01.s1 Homo sapiens cDNA clone 36305 3 . 


RC R46497 at 


yj76a08.s1 Homo sapiens cDNA clone 154646 3\ 


RC_R55001_at 


EST10130 Homo sapiens cDNA 3' end similar to None.- 


RC_T29986_s_at 


EST12901 Homo sapiens cDNA 3' end similar to None. 


RC_T30214_at 


ya01c07.s2 Homo sapiens cDNA clone 60204 3'. 


RC T40438 at 


zc37f06.s1 Soares senescent fibroblasts NbHSF Homo 
sapiens cDNA clone 324515 3'. 


RC_W51910_at 


zd71f09.s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 346121 3\ 


RC_W73949_at 


zh55a02.s1 Soares fetal liver spleen 1NFLS S1 Homo 
sapiens cDNA clone 415946 3\ 


RC_W86375_s_at 


H. sapiens partial cDNA sequence; clone c-05e04. 


RC Z38289 at 


H. sapiens partial cDNA sequence; clone c-0qb04. 


RC Z38807 s at 


H. sapiens partial cDNA sequence; clone c-1ed10. 


RC 239599 at 


ze74h03.s1 Soares fetal heart NbHH19W Homo sapi- 
ens cDNA clone 364757 3' similar to contains OFR.tl 
OFR repetitive element ;. 


RC_AA025351_at 


z!01f04.s1 Soares pregnant uterus NbHPU Homo sapi- 
ens cDNA clone 491071 3\ 


RC_AA136474_at 


zk99b02.s1 Soares pregnant uterus NbHPU Homo sa- 
piens cDNA clone 490923 3\ 


RC_AA136611_at 


zr48f07.s1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 666661 3'. 


RC_AA233375_at 


zt36c05.s1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 724424 3'. 


RC_AA235621_s_at 


zr72g02.s1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 668978 3\ 


RC_AA253331_at 


zv64a10.s1 Soares total fetus Nb2HF8 9w Homo sapi- 
ens cDNA clone 758394 3'. 


RC_AA393793_at 


zv04a05.s1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 752624 3\ 


RC_AA419547_at 


zu27d1 1 .s1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 739221 3\ 


RC_AA421100_at 


zw87f06.s1 Soares total fetus Nb2HF8 9w Homo sapi- 
ens cDNA clone 783971 3*. 


RC_AA443277_at 


zw84c05.s1 Soares total fetus Nb2HF8 9w Homo sapi- 
ens cDNA clone 783656 3'. 


RC_AA446570_at 


zw93c01.s1 Soares total fetus Nb2HF8 9w Homo sapi- 
ens cDNA clone 784512 3\ 


RC_AA447123_at 


zx06g09.s1 Soares total fetus Nb2HF8 9w Homo sapi- 
ens cDNA. clone 785728 3\ 


RC_AA449343_at 


aa03a08.s1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 812150 3\ 


RC_AA456016_at 


zv21f04.s1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 754303 3\ 


RC_AA479299_at 


zv17d09.s1 Soares NhHMPu S1 Homo sapiens cDNA 


RC AA479350 at 
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clone 753905 3' similar to contains element TAR1 TAR1 
repetitive element ;. 




Human leukemogenic homolog protein (MEIS1) mRNA, 
complete cds 


U85707_at 


Human multispanning membrane protein mRNA, com- 
plete cds. /gb=U94831 /ntype=RNA 


U94831_at 


38c8 Human retina cDNA randomly primed sublibrary 
Homo sapiens cDNA. 


W27827_at 


zd85a12.r1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 347422 5\ 


W81301 at 


H.sapiens mRNA for putative progesterone binding 
protein 


Y12711_at 


zm15c08.r1 Stratagene pancreas (#937208) Homo sa- 
piens cDNA clone 525710 5\ 


AA074407_at 


yy1646.seq.F Fetal heart, Lambda ZAP Express Homo 
sapiens cDNA 5\ 


AA091017_at 


l7134.seq.F Fetal heart, Lambda ZAP Express Homo 
sapiens cDNA 5\ 


AA104023_at 


zo95d05.r1 Stratagene ovarian cancer (#937219) Homo 
sapiens cDNA clone 594633 5 ! . 


AA171913_at 


zr32h05.r1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 665145 5\ 


AA195678_at 


zr55e05.r1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 667328 5\ 


AA227678_at 


csg0306.seq.F Human fetal heart, Lambda ZAP Ex- 
press Homo sapiens cDNA 5'. 


AA247204_at 


zv18b05.r1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 753969 5'. 


AA479995_at 



In one preferred embodiment a gene from the first gene group is selected individu- 
ally from genes comprising a sequence as identified below by EST 



AF000546_at 


Homo sapiens purinergic receptor P2Y5 mRNA, complete cds. 


L25880 s at 


Homo sapiens epoxide hydrolase (EPHX) gene, complete cds 


RC N20047 at 


yx28d06.s1 Homo sapiens cDNA clone 263051 3'. 


RC_W51910_at 


zc37f06.s1 Soares senescent fibroblasts NbHSF Homo sapiens 
cDNA clone 324515 3'. 


RC_W86375_s_at 


zh55a02.s1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 415946 3'. . 


RC_Z38289_at 


H. sapiens partial cDNA sequence; clone c-05e04. 


RC Z38807 s at 


H. sapiens partial cDNA sequence; clone c-0qb04. 


RC_AA393793_at 


zv64a10.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 758394 3'. 


RC_AA446570_at 


zw84c05.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 783656 3". 


RC_AA456016_at 


aa03a08.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
812150 3'. 


RC_AA479350_at 


zv17d09.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
753905 3' similar to contains element TAR1 TAR1 repetitive 
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element ;. 



In yet another embodiment a gene from the first gene group is selected individually 
from genes comprising a sequence as identified below by EST 

5 



y!26e06.s1 Homo sapiens cDNA clone 159394 3\ 


RC_H14633_at 


yz^4au^.si Homo sapiens cDNA clone 2oo77i 3 . 


RC_N62506 at 


za74g10.s1 Homo sapiens cDNA clone 298338 3\ 


RC_N70481_at 


za57b06.s1 Homo sapiens cDNA clone 296627 3\ 


RC_N73988_at 


ya88g06.s1 Homo sapiens cDNA clone 68794 3\ 


RC_T53404_at 


H. sapiens partial cDNA sequence; clone c-01a09. 


RC_Z38149 at 


H. sapiens partial cDNA sequence; clone c-0rb11. 


RC_Z38849_at 


zc03h03.s1 Soares parathyroid tumor NbHPA Homo sapiens 
cDNA clone 321269 3\ 


RC_AA037409_at 


zn18b04.s1 Stratagene neuroepithelium NT2RAMI 937234 
Homo sapiens cDNA clone 547759 3\ 


RC_AA084318_at 


zk94d04.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 490471 3\ 


RC_AA126419_af 


zm24d04.s1 Stratagene pancreas (#937208) Homo sapiens 
cDNA clone 526567 3\ 


RC_AA128407_at 


zp02e08.s1 Stratagene ovarian cancer (#937219) Homo sa- 
piens cDNA clone 595238 3'. 


RC_AA173430_at 


zt58d03.s1 Soares testis NHT Homo sapiens cDNA clone 
726533 3', 


RC_AA398104_at 


zt50e07.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 725796 3\ 


RC_AA399414_at 


zw72f05.s1 Soares testis NHT Homo sapiens cDNA clone 
781761 3. 


RC__AA431479_at 


zv08e05.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
753056 3\ 


RC_AA43647l_at 


zx05e10.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 785610 3' similar to contains AIu repetitive ele- 
ment;. . 


RC_AA449455_at 


zx88d07.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 810829 3'. 


RC_AA458899_at j 


zx98g09.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
811840 3'. 


RC_AA463630_s_at 


aa54d11.s1 NCI_CGAPJ3CB1 Homo sapiens cDNA clone 
IMAGE:824757 3\ 


RC_AA489009_at 


zc1 1f08.r1 Soares parathyroid tumor NbHPA Homo sapiens 
cDNA clone 322023 5\ 


W37319_at 



In a preferred embodiment a gene from the first gene group is selected individually 
from genes comprising a sequence as identified below by EST 

10 



N75611_s at 


yw37b04.M Homo sapiens cDNA clone 254383 5'. 


RC_H20769_at 


yn64a06.s1- Homo sapiens cDNA clone 173170 3'. 
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RC R54822 at 


yg87f06.s1 Homo sapiens cDNA clone 40364 3'. 


RC AA058357 s 
_at 


zl67e01 .s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 509688 3' similar to TR:G 189087 G1 89087 NONSPECIFIC 
CROSSREACTING ANTIGEN. ;. 


RC_AA086487_at 


zn53a05.s1 Stratagene muscle 937209 Homo sapiens cDNA 
clone 561872 3" similar to contains Alu repetitive element;. 


RC_AA456289_at. 


aa13e06.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
813154 3'. 


RC_AA609539_at 


af14g1 1 .s1 Soares testis NHT Homo sapiens cDNA clone 
1031684 3'. 



In another embodiment a gene from the first gene group is selected individually from 
genes comprising a sequence as identified below by EST 



N24990_s_at 


yx16e10.r1 Homo sapiens cDNA clone 261930 5'. 


R11267_at 


yf41e08.r1 Homo sapiens cDNA clone 129446 5' similar to 
SP:A46661 A46661 LEUKOTRIENE B4 OMEGA- 
HYDROXYLASE, P-450LTB OM EGA=C YTOCH ROM E P-450 
SUPERFAMILY MEMBER - ;. 


RC_H52937_at 


yq76e12.s1 Homo sapiens cDNA clone 201742 3' similar to 
gb:J02982 GLYCOPHORIN B PRECURSOR (HUMAN);. 


RC_H69547_at 


yr89e02.s1 Homo sapiens cDNA clone 212474 3'. 


RC_H70047_at 


yu73c12.s1 Homo sapiens cDNA clone 239446. 3'. 


RC_N24879_at 


yx99c11.s1 Homo sapiens cDNA clone 269876 3'. 


RC_N66312_at 


yz38a06.s1 Homo sapiens cDNA clone 285298 3'. 


RC_R22189_at 


yh26a02.s1 Homo sapiens cDNA clone 130826 3'. 


RC_R45582_at 


yg44f05.s1 Homo sapiens cDNA clone 35270 3'. 


RC_R53457_at 


yg83e10.s1 Homo sapiens cDNA clone 39835 3". 


RC_R70903_at 


yi49g10.s1 Homo sapiens cDNA clone 142626 3'. 


RC_AA054321_s 
_at 


zl68c01 .s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 509760 3'. 


RC r _AA099820_at 


zk87c05.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 489800 3'. 


RC_AA127238_at 


z!17g05.s1 Soares pregnant uterus NbHPU Homo sapiens cDNA 
clone 502232 3'. 


RC_AA147224_at 


zo64h02.s1 Stratagene pancreas (#937208) Homo sapiens 
cDNA clone 591699 3'. 


RC_AA192765_at 


zq12e02.s1 Stratagene muscle 937209 Homo sapiens cDNA 
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clone 629498 3'. 


RC AA195718 at 


zr33d07 s1 Soares NhHMPu S1 Homo saoiens cDNA clone' 
665197 3'. 


RC AA232114 s 

_at 


zr28b08 s1 Strataaene NT2 neuronal Drecursor 937230 Homo 
sapiens cDNA clone 664695 3' similar to gb:L05779 SOLUBLE 
EPOXIDE HYDROLASE (HUMAN);. 


RC AA281770 at 


zt07h12 s1 NCI CGAP GCB1 Homo saoiens cDNA clone 
IMAGE.712487 3'. 


RC AA430209 at 


TwfiQpO^ ^1 Snarp^ tntal fotu^ Nh9HF8 Qw Homn ^ani^n^ nDNA 

CWwwCUv/iO 1 vJUQICO LVJtCII ICIUO 1 >l VJ C~ 1 II \J wVV 1 IUI 1 \\J OajJICI IO vL/INri 

clone 774364 3' similar to TR:G1 199667.G1 199667 PROTEIN 
KINASE C-BINDING PROTEIN ENIGMA ■ 


RC_AA452410_at 


zx31f03.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 788093 3 1 


RC_AA485115_at 


aa39g12.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE.-815686 3'. 


AA099391 s at 


cDNA clone 489646 5\ 


AA131127_at 


zo16a05.r1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 587024 5' similar to SW:CATX_BOVIN P05689 CATHEP- 
SIN ;. 


AA173505_at 


zp02c06.r1 Stratagene ovarian cancer (#937219) Homo sapiens 
cDNA clone 595210 5' similar to SW-QRI2 YEAST P43124 HY- 
POTHETICAL 46.1 KD PROTEIN IN PH02-POL3 INTERGENIC 
REGION HI • 


AA291786_s_at 


2t39b07.r1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 724693 5'. 


AA402971_s_at 


zu53f10.r1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 741739 5'. 


In yet another embodiment a gene from the first gene group is selected individually 
from genes comprising a sequence as identified below by EST 


D84239_at 


Human mRNA for IgG Fc binding protein, complete cds 


RC_N54841_at 


yv73b09.s1 Soares fetal liver spleen 1 NFLS Homo sapiens 
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rPlMA rlnnia OAR^A^ *V 
CUlNrV OlUFlcJ tHOv/to O . 


RC_T53389_s_at 


ya88f04.s1 Homo sapiens cDNA clone 68767 3\ 


RC_T98227_at 


yeoUQ IZ.S I riorno sapiciio UUMNr\ oiunc i i &£-*j*j %j . 


RC_AA215379_at 


zr97c07.s1 NCLCGAPJ3CB1 Homo sapiens cDNA clone 
MACjt.ooooZo o . 


RC_AA256485_at 


zr81e12.s1 Scares NhHMPu S1 Homo sapiens cDNA clone 


RC_AA290679_at 


2t19f03.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone /i*3oyf o similar to i rA,cwooj wiutw nr^u ,. 


RC_AA425309_at 


zw46c01.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 

_.| _ _~ _ 770HOQ Ol 

clone 773088 0 . 


RC_AA429655_at 


zw71d04.s1 Soares testis NHT Homo sapiens cDNA clone . 
781639 3. 


RC_AA456981_at 


aa90h11.s1 Stratagene fetal retina 937202 Homo sapiens cDNA 
clone 838629 3' similar to contains Alu repetitive element;. 


RC_AA461174_at 


zx70c04.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 796806 3\ 


W61377_at 


zd27g09.r1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 341920 5'. 



Second gene group 

Genes that are up-regulated (or gained de novo) during the malignant progression 
of bladder cancer from normal tissue through Ta, T1, T2, T3 and T4 is also within 
5 the scope of the invention. These genes are potential oncogenes and may be those 
. genes that create or enhance the malignant growth of the cells. The expression level 
of these genes may serve as predictive markers for the disease course and treat- 
ment response, as a high level may signal an aggressive disease course, and they 
may serve as targets for therapy, as blocking these genes by e.g. anti-sense ther- 
. 10 apy, or by biochemical means could inhibit, or slow the tumor growth. Such up- 
regulated (or gained de novo) genes, oncogenes, may be classified according to the 
present invention as genes belonging to second genes group. 

With respect to bladder tumors genes belonging to the second gene group at least 
15 one, such as at least two, for example at least three, such as at least four, such as 
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at least five, such as more than six genes are being expressed and are preferably 
selected individually from genes comprising a sequence as identified below by -EST 



RC_AA116036_at 


zm79a11.s1 Stratagene neuroepithelium (#937231) Homo sapi- 
ens cDN A clone 531836 3'. 


RC_AA101562_at 


zn76c1 1.s1 Stratagene NT2 neuronal precursor 937230 Homo 
sapiens cDNA clone 5641 1 6 3' similar to contains Alu repetitive 
element;. 


RC_H20269_at 


yn53b04.s1 Homo sapiens cDNA clone 172111 3*. 


RC_Z40715_at 


H. sapiens partial cDNA sequence; clone c-2ea12. 



5 or a sequence as described below 



AA402119_at 


zu55d04,r1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 741895 5' similar to TR:G397579 G397579 LL5 MRNA, ;, 


RC_AA102581_at 


zh42d02,s1 Stratagene endothelial cell 937223 Homo sapiens 
cDNA clone 550083 3', 


RC_H14089_at 


ym62c07,s1 Homo sapiens cDNA clone 163500 3', 


RC_R46079_f_at 


yg49c02,s1 Homo sapiens cDNA clone 361 33 3', 


RC_R67918_at 


yi25g01,s1 Homo sapiens cDNA clone 140304 3', 


RC_W15360_at 


zc17d10,s1 Soares parathyroid tumor NbHPA Homo sapiens 
cDNA clone 322579 3' similar to PIRS39983 S39983 eps8 pro- 
tein - mouse 


AA082171_at 


zn42g07,r1 Stratagene endothelial cell 937223 Homo sapiens 
cDNA clone 550140 5', 


AA425593_at 


zw48f02,r1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 773307 5', 


F15201_at 


H, sapiens partial cDNA sequence, 


H15219_at 


ym30f02,r1 Homo sapiens cDNA clone 49693 5\ 


R60368_at 


yh04b02,r1 Homo sapiens cDNA clone 42052 5', 


R86859_at. 


ym86a02,r1 Homo sapiens cDNA clone 165770 5', 


RC_AA045342_at 


zk59g0l,s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 487152 3\ 


RC_AA171985_at 


zo98g05,s1 Stratagene ovarian cancer (#937219) Homo sapiens 



WO 02/02804 



PCT/DK01/00463 



39 





sDNA clone 594968 3', 


T63174_s_at ] 

1 


/c04e08,r1 Homo sapiens cDNA clone 79718 5' similar to con- 
tains Alu repetitive element;, 


U90268_at 


Human Kritl mRNA, complete cds, 


X14787_at 


Human mRNA for thrombospondin 


RC_AA1 96991 _s 
_at 


zq10a10,s1 Stratagene miiscle 937209 Homo sapiens cDNA 
clone 629274 3' similar to TR:G 1049074 G 1049074 VASOP- 
RESSIN-ACTIVATED CALCIUM-MOBILIZING PROTEIN, ;, 


RC_F02470_at 


H, sapiens partial cDNA sequence; clone c-10c01, 


RC_F08899_at 


H, sapiens partial cDNA sequence; clone c-2uc10, 


RC_H15259_at 


ym30c10,s1 Homo sapiens cDNA clone 49795 3', 


RC_H52133_at 


yo44d04,s1 Homo sapiens cDNA clone 180775 3', 


RC_R17059_at 


yf45a1 0,s2 Homo sapiens cDNA clone 1 29786 3', 


RC_R45292_at 


yg46b01 ,s1 Homo sapiens cDNA clone 35626 3', 


or a sequence as described below 


C01360_at 


HUMGS0008341 , Human Gene Signature, 3'-directed cDNA . 
sequence, 


D80002_at 


Human mRNA for KIAA0180 gene, partial cds 


RC_AA149586_at 


zl39e03,s1 Soares pregnant uterus NbHPU Homo sapiens cDNA 
clone 504316 3', 


RC_H68772_at 


yr83f01 ,s1 Homo sapiens cDNA clone 21 1 897 3', 


RC_N30806_at 


yw65f02,s1 Homo sapiens cDNA clone 2571 15 3', 


RC_N63143_at 


yz37c12,s1 Homo sapiens cDNA clone 285238 3', 


RC_R33146_at 


yh81f02,s1 Homo sapiens cDNA clone 136155 3' similar to con- 
tains Alu repetitive element;, 


RC_R46206_at 


yj53d08,s1 Homo sapiens cDNA clone 152463 3', 


RC_R49731_s_at 


yg71e10,s1 Homo sapiens cDNA clone 38554 3', 


AA043223_at 


zk55g12,r1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 486790 5', 


AB002346_at 


Human mRNA for KIAA0348 gene, complete cds, 


D81608_at 


Human fetal brain cDNA 5'-end GEN-177B09, 


M83670_s_at 


Human carbonic anhydrase IV mRNA, complete cds 
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/v^QrMf) r1 Homo saoiens cDNA clone 266035 5'. 


RC_AA149044_at : 


d45d09,s1 Soares pregnant uterus NbHPU Homo sapiens cDNA 

Hnnp 504881 3' 


RC_AA258130_at 


zs35f03,s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 

IMA^F-687197 3* 


RC_AA281743_r_ 

31 


zt06h05,s1 NCI_CGAPJ3CB1 Homo sapiens cDNA clone 

1 IWI A f^F •719^77 3' 


RC_AA406338_at 


zv10f06,s1 Soares NhHMPu S1 Homo sapiens cDNA clone 

1 OO^J 1 o , 


RC_AA424524_at 


zv90g02,s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
/Or uyu o , 


RC_AA435840_at 


zt80b08,s1 Soares testis NHT Homo sapiens cDNA done 

/ ^.OOO 1 o , 


RC_AA027823_at 


zk05c04,s1 Soares pregnant uterus NbHPU Homo sapiens 

rHNIA Hone 46Q638 3' 


RC_AA084138_at 


zn17a03,s1 Stratagene neuroepithelium NT2RAMI 937234 Ho- 

mn QanienQ rDNA clone 547660 3 1 


DP AAl^^Ofi ot 


^o^ftenft q1 Stratanene colon f#937204^ Homo saoiens cDNA 
clone 588230 3' 


dp AA148Q9^ at 


7l97a11 <?1 Soares oreanant uterus NbHPU Homo saoiens cDNA 
clone 503204 3', 


RC_H98653_at 


yx12h06,s1 Homo sapiens cDNA clone 261563 3\ 


rxO InOUU i /^al 


\AAiftini1 q1 Hnmn caniprtQ rHWA Hone 258692 3 1 


rxO rV+U I DO dl 


\/f7Oa0Q el Wnmn Qanien^ cDNA clone 27448 3' 


RC_T90374_at 


yd43e03,s1 Homo sapiens cDNA clone 1 1 1004 3' similar to 
SP:POL2_MOUSE P11369 RETROVIRUS-RELATED POL PO- 
LYPROTEIN ;, 


RC_Z38182_at 


H, sapiens partial cDNA sequence; clone c-02a08, 


or a sequence as described below 


RC_AA054726_at 


Zk68e06,s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 488002 3', 


RC_AA206042_at 


2q77f02,s1 Stratagene hNT neuron (#937233) Homo sapiens 
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;DNA clone 647643 3' similar to contains element MSR1 repeti- 

IV6 Si6meilt 


RC_R98735_at 1 


/r31g12,s1 Homo sapiens cDNA clone 206950 3', 1 


AA1 1 5572_s_at * 

i 


L.1UDQ 1 1,1 1 O0ar©S pregnant ULclUo i\unru numu oapio io oumo 

done 491 445 5' similar to TR:G895845 G895845 PUTATIVE 

J D4 ULUr PKU I fclN, „ 


AA430979_at 


DMV/Y7QO l/P'lo 1 omKHo 7an PynrPQQ rHNA 1 ihrprv Homo S3- 

piens cDNA 5\ 


A A>IQQOQ7 

AA4oy / _ al 


ah^fiofVl r1 Q(ratan<an£a Hoi P£*ll ^ 937216 HomO SaDienS 
nDNA Hnnp 849910 5 f 

UL/lNrA L*l Ul its 0*t^w IU w , 


D82226_s_at 


similar to TAT-binding protein-2, 


II A(\ A f\C\ a 

n494ay_s_at 


\ir%oc\r\'ic\ ri Qnaroc fetal (i\/or Qnl^pn 1NFI S Homo saoiens 
cDNA clone 274386 5', 


AHA AG A A n X 

M11o44_at 


1. ivvimm ^>1V-m i rr~\ \ n nana iT**mt*^lot© /Ti Q 

luman preaiDumin gene, complete uia, 


RC_AA026388_at 


ze92c03,s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 0D040D o , 


RC_AA044601_at 


zk55d05,s1 Soares pregnant uterus NbHPU Homo sapiens 
cuiNA cione 400/ ^y 0 , 


RC_AA182030_at 


zp57a03,s1 Stratagene endothelial cell 937223 Homo sapiens 
cuima cione oz*t<£Oo o , 


RC_AA233451_at 


zr30b02,s1 Stratagene NT2 neuronal precursor 937230 Homo 
sapiens cDNA clone 664875 3\ 


RC_AA236493_at 


■»r7C/»'in Qn^rac MhMMPi i Hnmn Qani^n^ rDNA clone 
669234 3', 


RC_AA401 Uyo_j_ 

at 


■»ii*^nnn*i Qoartfac nx/an/ tumnr NhHOT Homo saoiens cDNA 
clone 741456 3' similar to contains Alu repetitive ele- 
monf-rAntainc tal^mpnt THR reoetitive element ' 


RC_AA441818_at 


zw62f01 ,s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
cione f i HD«+y o , 


RC AA478109 at 


zt89d04,s1 Soares testis NHT Homo sapiens cDNA clone 
729511 3\ 


RC_AA481430_at 


zv06g11,s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
752900 3\ 


RC_AA488878_at 


aa55f02,s1 NCI_CGAPJ3CB1 Homo sapiens cDNA clone 
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IMAGE 824859 3' 


RC_AA599032_at 


ae41h03,s1 Gessler Wilms tumor Homo sapiens cDNA clone 
898421 3\ 


S73288_at 


small proline-rich protein SPRK [human, odontogenic kerato- 
cysts, mRNA Partial, 317 nt], 


U87459 at 


Human autoimmunogenic cancer/testis antigen NY-ESO-1 
mRNA, complete cds 


U88047_at 


Human DNA binding protein homolog (DRX) mRNA, partial cds 


RC_AA063574_at 


ze25f03,s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 360029 3' similar to gb:X52104 P68 PROTEIN (HUMAN);, 


RC_AA132524_at 


zo20c04,s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 587430 3' similar to contains Alu repetitive element;, 


RC_F09317_at 


H, sapiens partial cDNA sequence; clone c-2zh11, 


RC_H12863_at 


yj14b12,s1 Homo sapiens cDNA clone 148703 3\ 


RC_N33927_s_at 


yv25e09,s1 Homo sapiens cDNA clone 243784 3', 


RC_R08189_at 


yf18f03,s1 Homo sapiens cDNA clone 127229 3\ 


RC_R39191_s_at 


yc89c12,s1 Homo sapiens cDNA clone 23345 3', 


RC_T82323_at 


AS322 Homo sapiens cDNA clone AS322 3', 


RC_T90746_at 


yd41f10,s1 Homo sapiens cDNA clone 1 10827 3\ 


RC_Z39338_at 


H, sapiens partial cDNA sequence; clone c-17f11, 


or a sequence as described below 


AA011479_at 


zi01b10,r1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 429499 5\ 


AA314779_at 


EST1 86601 Colon carcinoma (HCC) cell line II Homo sapiens 
cDNA 5' end, 


RC_AA084640_at 


zn20d05,s1 Stratagene neuroepithelial NT2RAMI 937234 Ho- 
mo sapiens cDNA clone 547977 3', 


RC_AA121534_at 


zk89d1 1,s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 490005 3* similar to gb:X79535 TUBULIN BETA-2 
CHAIN (HUMAN);, 


RC_AA131047_s 
_at 


zo16f05,s1 Stratagene colon (#937204) Homo sapiens cDNA . 
clone 587073 3'; 
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RC_AA461549_at ; 


zx62b09,s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
done 796025 3' 


RC_AA491465_at ; 


ab04a05,s1 Stratagene fetal retina 937202 Homo sapiens cDNA 
~Ione 839792 3 f 


RC_AA496936_at . 


ae32d03,s1 Gessler Wilms tumor Homo sapiens cDNA clone 


RC_AA598689_at 


ae49a08,s1 Stratagene lung carcinoma 937218 Homo sapiens 

pRNA Hone 950198 3' 


W26392_at 


30g3 Human retina cDNA randomly primed sublibrary Homo 
saoiens cDNA 


RC_AA004887_at 


zh90g01,s1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 428592 3', 


DP AA1 at 


•ynOAnO/? q1 ^tratanpnp rnlnn f#Q37204) Homo saoiens cDNA 

IsiUI IC? JO / OJO O | 


Dp AA1 97^11 
at 


to^OpOQ ^1 Strataaene neuroeDithelium (#937231) Homo sapi- 
ens cDNA clone 645064 3 1 similar to qb'M24283 INTERCELLU- 
LAR ADHESION MOLECULE-1 PRECURSOR (HUMAN);, 


RC H80622 at 


yu77b06jSl Homo sapiens cDNA clone 239795 3', 


RC N64436 at 


za33a09 s1 Homo sapiens cDNA clone 294328 3\ 


RC NI67583 at 


vz42c02 s1 Homo saoiens cDNA clone 285698 3\ 


RC_R38678_at 


yc89d05,s1 Homo sapiens cDNA clone 23443 3\ 




va91d08 s1 Homo saoiens cDNA clone 40992 3', 


RC RR9292 at 


vh16a10 s1 Homo saoiens cDNA clone 37689 3\ 


RC_T24099_at 


seq2287 Homo sapiens cDNA clone Cot250Ft-b4HB3MA-8 3*, 




zl07b03 r1 Soares Dreanant uterus NbHPU Homo sapiens cDNA 
clone 491597 5 1 , 


AA174185 at 


PTH207 HTCDL1 Homo sapiens cDNA 573 f , 


AA452353_i_at 


zx15d05,r1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 786537 5 1 


AB002316_at 


Human mRNA for KIAA0318 gene, partial cds, 


H86858_at 


ys72d05,r1 Homo sapiens cDNA clone 220329 5\ 


M93119_s_at 


Human zinc-finger DNA-binding motifs (IA-1) mRNA, complete . 
cds 


R72037_at 


yj86c09,r1 Homo sapiens cDNA clone 155632 5', 
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RC_AA004274_at ; 


zh.97f02.s1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 429243 3' similar to contains element MER22 repe- 
titive element;, 


RC_AA004415_at 


zh89b04,s1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 428431 3', 


RC_AA007160_at 


13cDNA30A-3,seq Soares infant brain 1NIB Homo sapiens 
cDNA clone HY18-3 3*. 


RC_AA053660_at 


zl74e07,s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 510372 3' similar to contains Alu repetitive element;, 


RC_AA252603_at 


zs14a11,s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
MAGE:685148 3', 


RC_AA411944_at 


zu03h01 ,s1 Soares testis NHT Homo sapiens cDNA clone 
730801 3', 


RC__AA412700_at 


zu12g03,s1 Soares testis NHT Homo sapiens cDNA clone 
731668 3\ 


RC_AA430032_at 


zw65f05,s1 Soares testis NHT Homo sapiens cDNA clone 
781089 3', 


RC_AA430368_at 


zw20f06,s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 769859 3', 


RC_AA434113_at 


zw24b1 1 ,s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 770205 3' similar to contains element TAR1 repetitive ele- 
ment ;, 


RC_AA441791_at 


zw62c02,s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 774626 3', ( " 


RC_AA449419_at 


zx05b03,s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 785549 3', 


RC_AA449914_at 


zx37g02,s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 788690 3', 


RC_D59847_at 


Human fetal brain cDNA 3'-end GEN-070G07, 


T95813_f_at 


ye45f10,r1 Homo sapiens cDNA clone 120715 5' similar to 
gb:V00493_ma1 HEMOGLOBIN ALPHA CHAIN (HUMAN);, 


W80846_at 


zd83f05,r1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 347265 5' similar to SW:SYB2_XENLA P47193 SYNAP- 
TOBREVIN 2 ;, 
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RC AA031360 S 2 

_at ( 


:k16f07,s1 Soares pFegnant uterus NbHPU Homo sapiens cDNA 
; one 470725 3', 


RC AA063624 at : 

< 
( 


je87h05,s1 Soares fetal heart NPHH19W Homo sapiens cDNA 
; one 366009:3' similar to TR:G300372 G300372 CELL 
3ROWTH REGULATING NUCLEOLAR PROTEIN, ;, 


RCAA076238_at ; 

< 


zm19e04,s1 Stratagene pancreas (#937208) Homo sapiens 
sDNA clone 526110 3' similar to contains Alu repetitive element;, 


RC_AA076350_at ; 


zm91a02,s1 Stratagene ovarian cancer (#937219) Homo sapi- 
ens cDNA clone 545258 3', 


RC_AA101983_at 


zk87c02,s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 489794 3', 


RC_AA151245_at 


zl40f12,s1 Soares pregnant uterus NbHPU Homo sapiens cDNA 
clone 504431 3', 


RC_AA164252_f_ 
at 


zq46f06,s1 Stratagene hNT neuron (#937233) Homo sapiens 
cDNA clone 632771 3', 


RC AA1 67006 at 


zo86b08,s1 Stratagene ovarian cancer (#937219) Homo sapiens 
cDNA clone 593751 3', 


RC AA206225 at 


zq56g08,s1 Stratagene neuroepithelium (#937231) Homo sapi- 
ens cDNA clone 645662 3', 


RC_D62834_at 


Human aorta cDNA 3'-end GEN-330D04, 


RC_D80981_at 


Human fetal brain cDNA 3'-end GEN-121 E12, 


RC_H16772_at 


ym34g02,s1 Homo sapiens cDNA clone 50227 3', 


RC_N62522_at 


yz74f08,s1 Homo sapiens cDNA clone 288807 3', 


RC N68222 at 


yz56e12,s1 Homo sapiens cDNA clone 287086 3', 


RC_T10316_s_at 


seq1014 Homo sapiens cDNA clone b4HB3MA-COT8-HAP- 
R266 3', 


RC W37382 at 


zc12c07,s1 Soares parathyroid tumor NbHPA Homo sapiens 
cDNA clone 322092 3', 


RC_W60582_at 


zd25e10,s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 341706 3' similar to gb:M38188 OVARIAN GRANULOSA 
CELL 1 3,0 KD PROTEIN HGR74 (HUMAN);, 


RC_W84768_at 


zh53d03,s1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 415781 3' similar to contains L1,b1 L1 repetitive 
element;, 
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GIL 


7n9*3h1 1 ^1 Stratanpnp neurapnithpiium f#Q379'31\ Hnmn sani- 
ens cDNA clone 610341 3' 


W*594^1 at 


7n4^h1P r1 Snares ^©np?irent fibroblasts NbHSiF Hnmn ^aniens 
cDNA clone 325247 5' similar to SW WDNM RAT P14730 

UL/I M/\ vlUI IW WfaWfaT I w wll 1 1 II«I lv W V V.» V 1— /I Ml VI 1 xi> 1 1 1 "T i \J\J 

WDNM1 PROTEIN T21 PIRS07807 * 

V V fa* 1 1IVI 1 1 1 V 1 U lllj L J ' WW f j j 


RC_AA019641_at 


ze62g03,s1 Scares retina N2b4HR Homo sapiens cDNA clone 
363604 3 1 similar to contains element L1 reoetitive element * 


RC_H13696_at 


yj09e04,s1 Homo sapiens cDNA clone 148254 3', 


RC N22404 at 


vw37h03 s1 Homo saoiens cDNA clone 254453 3* 

jfVVwi llwW|W 1 1 lwl 1 IW wapiwl |Q vU/lirV wlwl Iw faW 1 1 ww w , 


RC R07501 at 


ve97f06 s1 Homo saoiens cDNA clone 125699 3 1 

Ywwf IwWjW 1 1 IUI 1 IW wCiyivllQ VWIMll Wlwl Iw 1 faWWWW W j 


C14412 s at 


Human fptal brain cDNA 5* -end GFN-055A0Q 

i iuiiigiii iwlcii ui an i wL/nri w wi iu i— i w w w#\w w , 


RC AA236455 s 

1 \W? /lfVfaWW*TWW w 

_at 


7r75nf)P s1 Snares NhHMPu !>1 Hnmn sanipns pDNIA Honia 

C\ I wVjv<«|0 1 wVCIIwg I Ml II (IvirU w 1 1 lwl 1 IW OGIwlwl 1 0 wUi V/ \ wlwl Iw 

669266 3\ 


RC_AA417030_at 


zu04e07,s1 Soares testis NHT Homo sapiens cDNA clone 
730884 3\ 


RC_F10945_at 


H, sapiens partial cDNA sequence; clone c-3rnb07, 


RC_N29319_at 


yw84a11,s1 Homo sapiens cDNA clone 258908 3\ 


RC_N68038_f_at 


yz53a12,s1 Homo sapiens cDNA clone 286750 3\ 


or a sequence as described below 


RC_AA417030_at 


zu04e07,s1 Soares testis NHT Homo sapiens cDNA clone 
730884 3\ 


RC_AA608545_at 


ae53d05,s1 Stratagene lung carcinoma 937218 Homo sapiens 
cDNA clone 950601 3\ 


RC_H09261_at 


yl98c12,s1 Homo sapiens cDNA clone 46410 3* similar to con- 
tains Alu repetitive element;contains MSR1 repetitive element ;, 


RC_N68871_at 


za23h07,s1 Homo sapiens cDNA clone 293437 3' similar to 
contains Alu repetitive element;, 


AA129196_at 


zn29d08,r1 Stratagene neuroepithelium NT2RAM I 937234 Homo 
sapiens cDNA clone 548847 5' similar to SW:NU1M_MQUSE 
P03888 NADH-UBIQUINONE OXIDOREDUCTASE CHAIN 1 ;, 



WO 02/02804 



47 



PCT7DK01/00463 



RC_AA6Z0 OOo_S 

_at 


aeoogi^si otraxagene lung carcinurna 570/ ^ 10 nuiuu ac^iono 
cuimm. cione 570 1 0 , 


RC_F10779_at . 


H, sapiens partial cDNA sequence; clone c-3jg08, 


RC_F10945_at 


H, sapiens partial cDNA sequence; clone c-3mb07, 


RC^.H65650_at 


yr72d10,s1 Homo sapiens cDNA clone 210835 3', 


RC_N68038_f_at 


yz53a12,s1 Homo sapiens cDNA clone 286750 3', 


or a sequence as described below 


RC_AA417030_at 


zu04e07,s1 Soares testis NHT Homo sapiens cDNA clone 
730884 3\ 


RC_AA608545_at 


ae53d05,s1 Stratagene lung carcinoma 937218 Homo sapiens 
cDNA clone 950601 3', 


RC_F10945_at 


H, sapiens partial cDNA sequence; clone c-3mb07, 


RC_N68038_f_at 


yz53a12,s1 Homo sapiens cDNA clone 286750 3', 



5 In one embodiment the genes belonging to the second gene group are preferably 
selected individually from genes comprising sequences as identified below by EST 



AB000221_at 


Homo sapiens mRNA for CC chemokine, complete cds. 


RC_D60296_at 


Human fetal brain cDNA 3'-end GEN-097D06. 


RC_D60813_at 


Human fetal brain cDNA 3'-end GEN-132E11. 


RC_R49708_s_at 


Yg71a1 1 .s1 Homo sapiens cDNA clone 38542 3'. 


RC_Z38182_at 


H. sapiens partial cDNA sequence; clone c-02a08. 


RC_AA456821_at 


Aa38e07.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:815556 3". 


RC_AA608545_at 


ae53d05.s1 Stratagene lung carcinoma 937218 Homo sapiens 
cDNA clone 950601 3'. 


RC_AA620553_s 
_at 


ae58g12.s1 Stratagene lung carcinoma 937218 Homo sapiens 
cDNA clone 951142 3'. 


AA095119_at 


cp3087.seq.F Fetal heart, Lambda ZAP Express Homo sapiens 
cDNA 5'. 



10 



In another embodiment genes from the second gene group are selected individually 
from genes comprising sequences as identified below by EST 
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M63180_at 


Human threonyl-tRNA synthetase mRNA, complete cds 


N89563_s_at 


HFBEST-40 Human fetal brain QBoqin2 Homo sapiens cDNA. 


RC D80198 at 


Human fetal brain cDNA 3'-end GEN-045C1 1 . 


RC_F01986_f_at 


H. sapiens partial cDNA sequence; clone c-Okf 1 1 . 


RC_H18997_at 


yn51g07.s1 Homo sapiens cDNA clone 171996 3'. 


RC_AA101562_at 


zn76c11.s1 Stratagene NT2 neuronal precursor 937230 Homo 
sapiens cDNA clone 5641 16 3' similar to contains Alu repetitive 
element;. 


In yet another embodiment genes from the second gene group are selected indi- 
vidually from genes comprising sequences as identified below by EST. 


RC_H20269_at 


yn53b04.s1 Homo sapiens cDNA clone 1721 1 1 3\ 


RC_Z40715_at 


H. sapiens partial cDNA sequence; clone c-2ea12. 


RC_AA116036_at 


zm79a11.s1 Stratagene neuroepithelium (#937231) Homo sapi- 
ens cDNA clone 531836 3'. 


RC_AA133250_at 


zn92a08.s1 Stratagene lung carcinoma 937218 Homo sapiens 
cDNA clone 565622 3\ 


In a further embodiment genes from the second gene group are selected individually 
from genes comprising sequences as identified below by EST. 


RC_R00083_at 


ye73c08.s1 Homo sapiens cDNA clone 123374 3\ 


RC_R71391_at 


yj80e01.s1 Homo sapiens cDNA clone 155064 3'. 


RC_T23991_at 


seq2147 Homo sapiens cDNA clone NHB3MK-9 3'. 


RC_T79196_at • 


yd70f06.s1 Homo sapiens cDNA clone 1 13603 3' similar to con- 
tains Alu repetitive element;. 


RC_AA130596_at 


zo26a09.s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 587992 3\ 


RC_AA459310_r_ 
at 


zx89d06.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 810923 3'. 


RC_AA490965_at 


aa48f12.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:824207 3'. 
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1 IOOA/17 M i 

U88047_at 


Human DNA binding protein homolog (DRX) mRNA, partial cds 


X56807_at 


Human DSC2 mRNA for desmocollins type 2a and 2b 


AA011479_at 


zi01b10.r1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 429499 5\ 


AA296821^at 


EST1 12387. Aorta endothelial cells Homo sapiens cDNA 5' end. 


In a preferred embodiment genes from the second gene group are selected indi- 
vidually from genes comprising sequences as identified below by EST. 


RC_AA054726_at 


zk68e06,s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 488002 3\ 


RC_AA206042_at 


zq77f02,s1 Stratagene hNT neuron (#937233) Homo sapiens 
cDNA clone 647643 3' similar to contains element MSR1 repeti- 
tive element ;, 


RC_R98735_at 


yr31g12,$1 Homo sapiens cDNA clone 206950 3\ 


AA115572_s_at 


zl05d11,r1 Soares pregnant uterus NbHPU Homo sapiens cDNA 
clone 491445 5 r similar to TR:G895845 G895845 PUTATIVE 
P64 CLCP PROTEIN, ;, 


AA430979_at 


PMY0789 KGIa Lambda Zap Express cDNA Library Homo sa- 
piens cDNA 5', 


AA4892o7_at 


ab36e04,r1 Stratagene HeLa cell s3 937216 Homo sapiens 
cDNA clone 842910 5\ 


D82226_s_at 


similar to TAT-binding protein-2, 


H49499_s_at 


yq20g10,r1 Soares fetal liver spleen 1NFLS Homo sapiens 
cDNA clone 274386 5\ 


M11844_at 


Human prealbumin gene, complete cds, 


RC_AA026388_at 


ze92c03,s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 366436 3", 


RC_AA044q01_;at 


zk55d05,s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 486729 3\ 


RC_AA182030_at 


zp57a03,s1. Stratagene endothelial cell 937223 Homo sapiens 
cDNA clone 624268 3', 


RC_AA233451_at 


zr30b02,s1 Stratagene NT2 neuronal precursor 937230 Homo 
sapiens cDNA clone 664875 3\ 
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RC_AA236493_at 


zr75c10,s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
669234 3', 


RC_AA401098_f_ 
at 


zu50g01,s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 741456 3' similar to contains Alu repetitive ele- 
ment;contains element THR repetitive element ;, 


RG_AA441818_at 


zw62fQ1,s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 774649 3', 


RC_AA478109_at 


Zt89d04,s1 Soares testis NHT Homo sapiens cDNA clone 
729511 3\ 


RC_AA481430_at 


zv06g11,s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
752900 3\ 


RC_AA488878_at 


aa55f02,s1 NCLCGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:824859 3\ 


RC_AA599032_at 


ae41h03,s1 Gessler Wilms tumor Homo sapiens cDNA clone 
898421 3\ 


S73288_at 


small proline-rich protein SPRK [human, odontogenic kerato- 
cysts, mRNA Partial, 317 nt], 


U87459_at 


Human autoimmunogenic cancer/testis antigen NY-ESO-1 
mRNA, complete cds 


U88047_at 


Human DNA binding protein homolog (DRX) mRNA, partial cds 


RC_AA063574_at 


ze25f03,s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 360029 3* similar to gb:X52104 P68 PROTEIN (HUMAN);, 


RC_AA132524_at 


zo20c04,s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 587430 3 1 similar to contains Alu repetitive element;,. 


RC_F09317_at 


H, sapiens partial cDNA sequence; clone c-2zh1 1, 


RC_H12863_at 


yj14b12,s1 Homo sapiens cDNA clone 148703 3\ 


RC_N33927_s_at 


yv25e09,s1 Homo sapiens cDNA clone 243784 3', 


RC_R08189_at 


yf18f03,s1 Homo sapiens cDNA clone 127229 3\ 


RC_R39191_s_at 


yc89c12,s1 Homo sapiens cDNA clone 23345 3',' 


RC_T82323_at 


AS322 Homo sapiens cDNA clone AS322 3\ 


RC_T90746_at 


yd41f10,s1 Homo sapiens cDNA clone 110827 3\ 


RC_Z39338_at 


H, sapiens partial cDNA sequence; clone o17f11, 






AA011479_at 


zi01b10,r1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
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cDNA clone 42Q4QQ 

wl^l «n vlUI IC *T^w*Tww w j 


AA314779_at 


EST1 86601 Colon carcinoma (HCC) cell line II Homo sapiens 
cDNA 5' end, 


RC AA084fi4H at 


zn^uauOjS i otratagene neuroepitneiium NT2RAMI 937234 Ho- 
mo sapiens cDNA clone 547977 3', 


RC AA121534 at 


^.rvoyu 11,51 ooares pregnam uterus iMDnrU Homo sapiens 
cDNA clone 490005 3* similar to gb:X79535 TUBULIN BETA-2 
CHAIN (HUMANV 


RC_AA131047_s 
_at 


zo16f05,s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 587073 3' 


RC_AA461549_at 


zx62b09,s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 79fi0? e » V 


RC_AA491465_at 


ab04a05,s1 Stratagene fetal retina 937202 Homo sapiens cDNA 

wlwl IC? OOw/ v?^. o , 


RC_AA496936_at 


ae32d03,s1 Gessler Wilms tumor Homo sapiens cDNA clone 

Uw/ f www W , 


RC_AA598689_at 


ae49a08,s1 Stratagene lung carcinoma 937218 Homo sapiens 

rHMA rlonA cmniQR *V 

v-»l— ' 1 \/ \ ylXJi IC 57v)w 1 570 O j 


W26392_at 


30g3 Human retina cDNA randomly primed sublibrary Homo 

ocapici io uuiNn, 


RC_AA004887_at 


zh90g0i,s1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 428592 3', 


RC AA135153 at 


^u^tyu£,a i oudidyciie wuion \jf&of ^xm) nomo sapiens CUNA 
clone 587858 3' 


RC AA1 97311 s 
_at 


i uiialayciic I Icul UfcJUlU iclium yrr&O l £0 I) rlOmO Sapi- 
ens cDNA Cllonp fi4*SHfi4 3 r Qimilar to rth*M949M IMTPD^Ci I I I 

-AR ADHESION MOLECULE-1 PRECURSOR fl-IIJMANIV 


RC_H80622_at 


Vu77b06 s1 Homo saniens cDNA Hon** 9^Q7qj^ 


RCJM64436_at 


za33a09 s1 Homo saoiens cDNA Hnno 9Q4^9ft *V 

*-Mwwfc4wwjW I I Iwjllw oapiCI IO vU/INA wlwl IC /-- ?v*-r > J f tJ \J ? 


RC_N67583_at 


yz42c02,s1 Homo sapiens cDNA clone 285698 3', 


RC_R38678_at 


yc89d05,s1 Homo sapiens cDNA clone 23443 3', 


RCJR56066_s_at 


yg91d08,s1 Homo sapiens cDNA clone 40992 3', 


RC_R59292_at 


yh16a10,s1 Homo sapiens cDNA clone 37689 3', 


RC_T24099_at 


seq2287 Homo sapiens cDNA clone Cot250R-b4HB3MA-8 3', 
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•yinVhn*^ ri 5^r»arAQ nrwinant i iton ic MhMPI 1 Wnmn QaniPn*^ f*DNA 1 

wlwM IC *Tw* IvJ/ w^ j 


AA^^-ifi^ at 

1 / *t 1 OvJ dl 


PTH207 HTCDL1 Homo saDiens cDNA 573" 

ill t£~ w f III vUL I I lUI I iu oapici lO vL/l N/ \ w" i\J , 


AA452353j_at 


zx15d05,r1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
rlone 786537 5 1 


ADUU^O IP dl 


llUlI fall lllrVIMrA IVJI rvirATAL/O I vJ yt?llC, [Jell Lid 1 uuo, 


H86858_at 


ys72d05,r1 Homo sapiens cDNA clone 220329 5\ 


M93119_s_at 


Human zinc-finger DNA-binding motifs (IA-1) mRNA, complete 

wLiO 


R72037_at 


yj86c09 t r1 Homo sapiens cDNA clone 155632 5\ 




^Liit? / i oudico icidi liver spietsn iiMr lo o i norrivj sdpieno 
cDNA clone 429243 3' similar to contains element MER22 repe- 

iiuvt; ciciiiciiL ,| 


RC_AA004415_at 


zh89b04,s1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 

UL-/IV/A L/iUflc £ v^LO £ fO 1 O , 


RC_AA007160_at 


13cDNA30A-3,seq Soares infant brain 1NIB Homo sapiens 

pHMA HnnA WVift 1 *V 

CL/iM/A cione n t i o-o o , 


RC_AA053660_at 


zl74e07,s1 Stratagene colon (#937204) Homo sapiens cDNA 
cione o luo/ ^ o similar to contains /mu repetitive element,, 


RC_AA252603_at 


zs14a11,s1 NCLCGAP_GCB1 Homo sapiens cDNA clone 

IIVI/AvsCOOO l*fO O , 


RC_AA411944_at 


zu03h01,s1 Soares testis NHT Homo sapiens cDNA clone 
7**nani 


RC_AA412700_at 


zu12g03,s1 Soares testis NHT Homo sapiens cDNA clone 

7^1 Rfift *V 

/ O I WOO o , 


RC_AA430032_at 


zw65f05,s1 Soares testis NHT Homo sapiens cDNA clone 
781089 3', 


RC AA430368 at 


^w^uiLfo,s i ooares ovary tumor i\iDri<w/ I nomo sapiens Cl/InA 
clone 769859 3\ 


RC_AA434113_at 


zw24b1 1 .s1 Soares ovarv tumor NbHOT Homo saniens cDNA 
clone 770205 3' similar to contains element TAR1 repetitive ele- 
ment;, 


RC_AA441791_at 


zw62c02,s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 774626 3', 
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RC_AA449419_at ; 


zx05b03,s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 785549 3', 


RC_AA449914_at , 


zx37g02,s1 Soares total fetus i\iD2nro 9w nomo sapiens cijina 
clone 788690 3\ 


RC_D59847_at 


Human fetal brain cDNA 3'-end GEN-070G07, 


T95813_f_at 


ye45f10,r1 Homo sapiens cDNA clone 120715 5' similar to 
gb:V00493_rna1 HEMOGLOBIN ALPHA CHAIN (HUMAN);, 


W80846_at 


zd83f05,r1 Soares fetal heart NbHH19W Homo sapiens cDNA . 
clone 347265 5' similar to SW:SYB2_XENLA P47193 SYNAP- 
TOBREVIN 2 


RC_AA031360_s 
_at 


zk16f07,s1 Soares pregnant uterus NbHPU Homo sapiens cDNA 
clone 470725 3', 


RC_AA063624_at 


ze87h05,s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 366009 3' similar to TR:G300372 G300372 CELL 

^■■h. wmm%x a***.*, m tttmt^m a mmmm tmm a*-*, m ■ I A ft ■ ^*ft ft.ll I a*-\. ft fl A I^S ^™ I ft 1 

GROWTH REGULATING NUCLEOLAR PROTEIN, ;, 


RC_AA076238_at 


zm19e04,s1 Stratagene pancreas (#937208) Homo sapiens 
cDNA clone 526110 3' similar to contains Alu repetitive element;, 


RC_AA076350_at 


zm91a02,s1 Stratagene ovarian cancer (#937219) Homo sapi- 

_ |-> t | a | _ _ _ f— i COCO 0 1 

ens cDNA clone 545258 3 , 


RC_AA101983_at 


zk87c02,s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 489794 3 , 


RC_AA151245_at 


z!40f12,s1 Soares pregnant uterus NbHPU Homo sapiens cDNA 

■ t— A A A f \ 1 

clone 504431 3', 


RC_AA164252_f_ 
at 


zq46f06,s1 Stratagene hNT neuron (#937233) Homo sapiens 
cDNA clone 632771 3', 


RC_AA167006_at 


zo86b08,s1 Stratagene ovarian cancer (#937219) Homo sapiens 
cDNA clone 593751 3 f 


RC_AA206225_at 


zq56g08,s1 Stratagene neuroepitneiium (ffyo/zoi) nomo sapi- 
ens cDNA clone o4oooz o , 


r\u» UDZoo h- at 


Human anr+a rHMA ^'-f^nH f^FN-T^ODnd 

riurnan aorta olmn/a o~c?iiu ocivuowuun, 


RC_D80981_at 


Human fetal brain cDNA 3'-end GEN-121E12, 


RC_H16772_at 


ym34g02,s1 Homo sapiens cDNA clone 50227 3', 


RC_N62522_at 


yz74f08,s1 Homo sapiens cDNA clone 288807 3', 


RC_N68222_at 


yz56e12,s1 Homo sapiens cDNA clone 287086 3\ 
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RC_T10316_s_at 


seq1014 Homo sapiens cDNA clone b4HB3MA-COT8-HAP- 
R266 3\ 


r\0 wo / ooz__ai 


zc izcur ,s I ooares paraxnyroia lumor iMunrn nuiuu acipiciio 
cDNA clone. 322092 3", 


RC_W60582_at 


zd25e10,s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone oh i ( Uo o similar xo gD.tVfooioo v^vaki/mm okainul^om 
CELL 13,0 KD PROTEIN HGR74 (HUMAN);, 


RC_W84768_at 


zh53d03,s1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 415781 3* similar to contains L1,b1 L1 repetitive 
element 


In a preferred embodiment genes from the second gene group are selected indi- 
vidually from genes comprising sequences as identified below by EST. 


AA011479_at 


zi01b10,r1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 429499 5\ 


AA314779_at 


EST1 86601 Colon carcinoma (HCC) cell line II Homo sapiens 
cDNA 5' end, 


RC_AA084640_at 


zn20d05,s1 Stratagene neuroepithelium NT2RAMI 937234 Ho- 
mo sapiens cDNA clone 547977 3', 


RC_AA121534_at 


zk89d11,s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 490005 3' similar to gb:X79535 TUBULIN BETA-2 
CHAIN (HUMAN);, 


RC_AA131047_s 
_at 


zo16f05,s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 587073 3\ ' 


RC_AA461549_at 


zx62b09,s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 796025 3\ 


RC_AA491465_at 


ab04a05,s1 Stratagene fetal retina 937202 Homo sapiens cDNA 
clone 839792 3\ 


RC_AA496936_at 


ae32d03,s1 Gessler Wilms tumor Homo sapiens cDNA clone 
897509 3', ' 


RC_AA598689__at 


ae49a08,s1 Stratagene lung carcinoma 937218 Homo sapiens 
cDNA clone 950198 3\ 


W26392_at 


30g3 Human retina cDNA randomly primed sublibrary Homo 
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sapiens cuina, 


RC_AA004887_at 


zh90g01,s1 Scares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 428592 3\ 


DP AAI^IW 


zoz4guz,si otratagene colon (#y 37204; Homo sapiens cDNA 

nUnn CQ7QCQ O' 

cione oo/ooo o , 


Dp e 
Kv^nM 1 y ( O 1 1 _S 

at 


zqoueuy,si otratagene neuroepitneiium (#yo/2oi) Homo sapi- 

anc rHMA Hono. f^Af\C\f\A *V cimilar to nh-MOAOft'} IMTCDPCI 1 1 1 

ens cuina cione oh-olio** o similar to gD.ivi^^zoo nn i tKv^tLLU- 
I ar AnHPQioM yni foi ii p 1 drppi ipqpp /hi imamv 

L/Ar\ AUnCOlvJlN IVI ULCbULC- I rrxCUUrvOUK ^nUIVIAIN),, 




yu/ / duo,s i nomo sapiens cuina cione /oy/yo o , 


Dp Mft/M.Qfi at 


zaooauy,s 1 nomo sapiens cuina cione zy4o^o o , 


Dp Mft7f;p'5 at 


yz4zcuz,si nomo sapiens cuina cione ^oooya o 4 


RC_R38678_at 


yc89d05,s1 Homo sapiens cDNA clone 23443 3\ 




ygy iauo,si nomo sapiens cuna cione 4uyy^ o , 


Dp Rc;Q9QO at 


yn ioaiu,s i nomo sapiens cuina cione o/ooy o , 


RC_T24099_at 


seq2287 Homo sapiens cDNA clone Cot250Ft-b4HB3MA-8 3', 


AA1 ouoo4_at 


ziu/DUo,n boares pregnant uterus NbHPU Homo sapiens cDNA 

r u nQ /I CH CQ7 c» 

cione 4y ioy/ o , 


A A A 7 A i ft A of 

aa 1 / 41 oo^at 


k i n^u/ n i uuli Homo sapiens CUINA 5 /o , 


AA452353_i_at 


zx15d05,r1 Scares total fetus Nb2HF8 9w Homo sapiens cDNA 
cione / oooo/ o, 


AQnn9^1R at 
nDUUZO I dl 


LIi irv»or» mDMA €r\r l/l A nana r\^r+J<nl s*r4c* 

numan mr\iNA Tor i\iaauo io gene, partial cas, 


H86858_at 


ys72d05,r1 Homo sapiens cDNA clone 220329 5\ 


M93119_s_at 


Human zinc-finger DNA-binding motifs (IA-1) mRNA, complete 
cds 


R72037_at 


yj86c09,r1 Homo sapiens cDNA clone 155632 5\ 


RC_AA004274_at 


zh97f02,s1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA done 429243 3' similar to contains element MER22 repe- 
trove element ,, 


RC_AA004415_at 


zh89b04,s1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 428431 3* 


RC_AA007160_at 


13cDNA30A-3,seq Soares infant brain 1NIB Homo sapiens 
cDNA clone HY18-3 3 1 , 


RC_AA053660_at 


zl74e07,s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 510372 3 1 similar to contains Alu repetitive element;, 
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RC_AA252603_at 


zs14a1 1,s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
MAGE:685148 3', 


RC_AA411944_at 


zu03h01 ,s1 Soares testis NHT Homo sapiens cDNA clone 
730801 3', 


RC_AA412700_at 


zu1 2g03,s1 Soares testis NHT Homosapiens cDNA clone 
731668 3', 


RC_AA430032_at 


zw65f05,s1 Soares testis NHT Homo sapiens cDNA clone 
781089 3', 


RC_AA430368_at 


zw20f06,s1 Soares ovary tumor IMbHOT Homo sapiens cDNA 
clone 769859 3', 


RC_AA434113_at 


zw24b1 1 ,s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 770205 3' similar to contains element TAR1 repetitive ele- 
ment ;, 


RC_AA441791_at 


zw62c02,s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 774626 3', 


RC_AA449419_at 


zx05b03,s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 785549 3', 


RC_AA449914_at 


zx37g02,s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 788690 3', 


RC_D59847_at 


Human fetal brain cDNA 3'-end GEN-070G07, 


T95813_f_at 


ye45f10,M Homo sapiens cDNA clone 120715 5' similar to 
gb:V00493_rna1 HEMOGLOBIN ALPHA CHAIN (HUMAN);, 


W80846_at 


zd83f05,r1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 347265 5' similar to SW:SYB2_XENLA P47193 SYNAP- 
TOBREVIN 2 „ 


RCAA031360_s 
_at 


Zk16f07,s1 Soares pregnant uterus NbHPU Homo sapiens cDNA 
clone 470725 3', 


RC_AA063624_at 


ze87h05,s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 366009 3' similar to TR:G300372 G300372 CELL 
GROWTH REGULATING NUCLEOLAR PROTEIN, ;, 


RC_AA076238_at 


zm19e04,s1 Stratagene pancreas (#937208) Homo sapiens 
cDNA clone 5261 10 3' similar to contains Alu repetitive element;, 


RC_AA076350_at 


zm91a02,s1 Stratagene ovarian cancer (#937219) Homo sapi- 
ens cDNA clone 545258 3', 
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RC_AA101983_at 


zk87c02,s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 489794 3", 


RC_AA151245_at 


z!40f12,s1 Soares pregnant uterus NbHPU Homo sapiens cDNA 
clone 504431 3\ 


RC_AA164252_f_ 
at 


zq46f06,s1 Stratagene hNT neuron (#937233) Homo sapiens 
cDNA clone 632771 3 1 , 


RC_AA1 67006_at 


zo86b08,s1 Stratagene ovarian cancer (#937219) Homo sapiens 
cDNA clone 593751 3\ 


RC_AA206225_at 


zq56g08,s1 Stratagene neuroepithelium (#937231) Homo sapi- 
ens cDNA clone 645662 3', 


RC_D62834_at 


Human aorta cDNA 3'-end GEN-330D04, 


RC_D80981_at 


Human fetal brain cDNA 3'-end GEN-1 21 E1 2, 


RC_H16772_at 


ym34g02,s1 Homo sapiens cDNA clone 50227 3\ 


RC_N62522_at 


yz74f08,s1 Homo sapiens cDNA clone 288807 3\ 


RC_N68222_at 


yz56e12,s1 Homo sapiens cDNA clone 287086 3\ 


RC_T10316_s_at 


seq1014 Homo sapiens cDNA clone b4HB3MA-COT8-HAP- 
Ft266 3\ 


RC W37382 at 


zc12c07,s1 Soares parathyroid tumor NbHPA Homo sapiens 
cDNA clone 322092 3\ 


RC_W60582_at 


zd25e10,s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 341706 3' similar to gb:M38188 OVARIAN GRANULOSA 
CELL 13,0 KD PROTEIN HGR74 (HUMAN);, 


RCJ/V84768_at 


zh53d03,s1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 415781 3' similar to contains L1,b1 L1 repetitive 
element;, 


In a preferred embodiment genes from the second gene group are selected indi- 
vidually from genes comprising sequences as identified below by EST. 


AA203639_at 


zx58c10.M Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 446706 5' similar to contains Alu repetitive element;. 


M11844_at 


Human prealbumin gene, complete cds. 


RC_AA206042_at 


zq77f02.s1 Stratagene hNT neuron (#937233) Homo sapiens 
cDNA clone 647643 3' similar to contains element MSR1 repeti- 
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ive element ;. 


RC_N51097_at 5 


/z03e04.s1 Homo sapiens cDNA clone 281 982 3'. 


RC_H05527_at 

4 


/I70f08.s1 Soares infant brain 1NIB Homo sapiens cDNA clone 
43327 3'. 


AA115572_s_at ; 


d05ch 1.M Soares pregnant uterus NbHPU Homo sapiens cDNA 
clone 491445 5" similar to TR:G895845 G895845 PUTATIVE 
P64 CLCP PROTEIN. 


RC_H12863_at 


yj14b12.s1 Homo sapiens cDNA clone 148703 3'. 


AA489287_at 


ab36e04.r1 Stratagene HeLa cell s3 937216 Homo sapiens 
cDNA clone 842910 5*. 


RC_T96383_at 


ye49h07.s1 Homo sapiens cDNA clone 121117 3'. 


RC_H56453_at 


yq98g12.s1 Homo sapiens cDNA clone 203878 3'. 


RC_AA152194_at 


zl03h01.s1 Soares pregnant uterus NbHPU Homo sapiens cDNA 
clone 491281 3'. 


RC_Z38520_at 


H. sapiens partial cDNA sequence; clone c-0ed05. 


RC_R38944_at 


yd06g09.s1 Homo sapiens cDNA clone 25061 3' similar to con- 
tains Alu repetitive element;. 


RC_AA133926_at 


zo16e11.s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 587084 3'. 


RC_N69908_f_at 


za68f06.s1 Homo sapiens cDNA clone 297731 3' similar to 
gb:X59244 ZINC FINGER PROTEIN 43 (HUMAN);. 


RC_AA151945_at 


zo02c02.s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 566498 3' similar to contains Alu repetitive element;! 


883308^ 


SOX5=Sry-related HMG box gene {alternatively spliced} [human, 
testis, mRNA, 1473 nt] 


RC_AA406570_at 


zv11b06.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
753299 3'. 


RC_AA058314_at 


zl67g04.s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 509718 3" similar to contains Alu repetitive ele- 
ment;contains element PTR5 repetitive element ;. 


RC_R98735_at 


yr31g12.s1 Homo sapiens cDNA clone 206950 3'. 

: : 



In a preferred embodiment genes from the second gene group are selected indi- 
vidually from genes comprising sequences as identified below by EST. 
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RC_AA054726_at 


zk68e06,s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 488002 3', 


RC_AA206042_at 


zq77f02,s1 Stratagene hNT neuron (#937233) Homo sapiens 
cDNA clone 647643 3' similar to contains element MSR1 repeti- 
tive element ;, 


RC_R98735_at 


yr31g12,s1 Homo sapiens cDNA clone 206950 3', 


AA115572_s_at 


zl05d11,r1 Soares pregnant uterus NbHPU Homo sapiens cDNA 
clone 491445 5' similar to TR:G895845 G895845 PUTATIVE 
P64 CLCP PROTEIN, ;, 


AA430979_at 


PMY0789 KG1a Lambda Zap Express cDNA Library Homo sa- 
piens cDNA 5', 


AA489287_at 


ab36e04,r1 Stratagene HeLa cell s3 937216 Homo sapiens 
cDNA clone 842910 5\ 


D82226_s_at 


similar to TAT-binding protein-2, 


H49499_s_at 


yq20g10,r1 Soares fetal liver spleen 1NFLS Homo sapiens 
cDNA clone 274386 5', 


M11844_at 


Human prealbumin gene, complete cds, 


RC_AA026388_at 


ze92c03,s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 366436 3', 1 


RC_AA044601_at 


zk55d05,s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 486729 3', 


RC_AA182030_at 


zp57a03,s1 Stratagene endothelial cell 937223 Homo sapiens 
cDNA clone 624268 3', 


RC_AA23345l_at 


zr30b02,s1 Stratagene NT2 neuronal precursor 937230 Homo 
sapiens cDNA clone 664875 3', 


RC_AA236493_at 


zr75c10,s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
669234 3', 


RC_AA401098_f_ 
at 


zu50g01,s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 741456 3' similar to contains Alu repetitive ele- 
ment;contains element THR repetitive element ;, 


RC_AA441818_at 


zw62f01 ,s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 774649 3', 


RC_AA478109_at 


Zt89d04,s1 Soares testis NHT Homo sapiens cDNA clone 
729511 3', 
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RC_AA481430_at 


zv06g11,s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
/ Oil yuu «j , 


RC_AA488878_at 


aa55f02,s1 NCI_CGAPJ3CB1 Homo sapiens cDNA clone 


RC_AA599032_at 


ae41 h03,s1 Gessler Wilms tumor Homo sapiens cDNA clone 


o / o^oo^at 


smaii pronne-ncn protein orKi\ inuman, odontogenic Kerato- 
cysts, mRNA Partial, 317 nt], 


uo/ ^fOv^ai 


numan auioimrnunogenic cancer/iesiis aniigen in Y-tovv- 1 
mRNA, complete cds 


1 I8PA47 of 

uoou*f/ at 


numan lhma Dinamg protein nomoiog (uka^ itiKinia, partial cos 


r\0_A\AUDOO I H at 


zezoTUOjS i ooares Tetai nean rMDnrnyvv nomo sapiens cuima 
ciuric oouu^y o oiriiiioi iu yu.A.oz iv/^r roo r r\vj i iziin ^nvjiviAiNj,, 


RH AA 1*39^94 at 
r\w - t\r\ I O^O^H- aL 


^o^uuu^,s i oiraiagene coion ^ffyo/^u^fj nomo sapiens clmna 

olnn^ ^ft74*^n *V ctmilor tA f^Antoinc Alii iY^n£*titi\/o olotYiAnt* 
uuiic JOf *tuu w old Midi IV CUIIldKlo rAlU ItJjJtHIUVt? ddlKSill,, 


r\w rv/gj i / at 


M conionc partial oHMA com lonpo* /^lAna /^_9ttK*I'1 




yj i*fU 1^,9 i noiiiu oopienb cljina cione i*fo/uo o , 




yvzucuy,b i nuiiiu ocipiciio cuina cione ^.ho/ oh o , 


RC R081iB9 at 


vf18f03 s1 Homo saoipn^ rDNA Hnnp 19799Q *V 


RC_R39191_s_at 


yc89d 2,s1 Homo sapiens cDNA clone 23345 3\ 


RC_T82323_at 


AS322 Homo sapiens cDNA clone AS322 3', 


RC_T90746_at 


yd4lf10,s1 Homo sapiens cDNA clone 1 10827 3\ 


RC_Z39338_at 


H, sapiens partial cDNA sequence; clone c-17f1 1, 



In one embodiment genes from the second gene group are selected individually 
from genes comprising sequences as identified below by EST. 



D80002_at 


Human mRNA for KIAA0180 gene, partial, cds 


D82418_at 


similar to none. 


N28843_at 


yx59d10.r1 Homo sapiens cDNA clone 266035 5\ 


RC_F02541_at 


H. sapiens partial cDNA.sequence; clone c-1 2c1 1 . . 


RCjSI30806_.at 


yw65f02.s1 Homo sapiens cDNA clone 2571 15 3\ 


RC_R33146_at 


yh81f02.s1 Homo sapiens cDNA clone 136155 3' similar to 
contains Alu repetitive element;. 
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RC_R40166_at j 


/f70a09.s1 Homo sapiens cDNA clone 27448 3'. 


KO_Ko5yyo_at ; 


^l^oguy.s I nomo sapieno ol-mutv uiumc; i *+vj i ^.o <* . 


RC_AA027823_at ; 

< 


zk05c04.s1 Soares pregnant uterus NbHPU Homo sapiens 
cuna cione 4oyDoo o . 


RC_AAQ84138_at : 


zn17a03.s1 Stratagene neuroepithelium NT2RAMI 937234 Ho- 
mo Sapiens clmnm cione oh/oou o . 


RC_AA223902_at 


zr13a10.s1 Stratagene hNT neuron (#937233) Homo sapiens 
cuNn cione OhOOOO O . 


RC_AA424524_at 


zv90g02.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
/D/ uyu o . 


RC_AA505136_at 


aa65d11.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:825813 3\ 


AA043223_at 


zk55g12.r1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 486790 5". 


In a preferred embodiment genes from the second gene group are selected indi- 
vidually from genes comprising sequences as identified below by EST. 


C01360_at 


HUMGS0008341, Human Gene Signature, 3'-directed cDNA 
sequence, 


D80002_at 


Human mRNA for KIAA0180 gene, partial cds 


RC_AA149586_at 


2l39e03,s1 Soares pregnant uterus NbHPU Homo sapiens cDNA 
clone 504316 3', 


RC_H68772_at 


yr83f01,s1 Homo sapiens cDNA clone 211897 3', 


RC_N30806_at 


yw65f02,s1 Homo sapiens cDNA clone 2571 15 3', 


RC_N63143_at 


yz37c12,s1 Homo sapiens cDNA clone 285238 3", 


RC_R33146_at 


yh81f02,s1 Homo sapiens cDNA clone 136155 3' similar to con- 
tains Alu repetitive element;, 


RC_R46206_at 


yj53d08,s1 Homo sapiens cDNA clone 152463 3', 


RC_R49731_s_at 


yg71e10,s1 Homo sapiens cDNA clone 38554 3', 


AA043223_at 


Zk55g12,r1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 486790 5', . 


AB002346_at 


Human mRNA for KIAA0348 gene, complete cds, 


D81608_at 


Human fetal brain cDNA 5'-end GEN-177B09, 
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M83670_s_at 


Human carbonic anhydrase IV mRNA, complete cds 


N28843_at 


yx59d10,r1 Homo sapiens cDNA clone 266035 5\ 


RC_AA149044_at 


zl45d09,s1 Soares pregnant uterus NbHPU Homo sapiens cDNA 
clone 504881 3\ 


RC_AA258130_at 


zs35f03,s1 NCLCGAP^GCBI Homo sapiens cDNA clone 
IMAGE:687197 3\ 


RC_AA281743_r_ 
at 


zt06h05,s1 NCLCGAPJ3CB1 Homo sapiens cDNA clone 
IMAGE:712377 3' t 


RC_AA406338_at 


zv10f06,s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
753251 3\ 


RC_AA424524_at 


zv90g02,s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
767090 3\ 


RC_AA435840_at 


Zt80b08,s1 Soares testis NHT Homo sapiens cDNA clone 
728631 3\ 


RC_AA027823_at 


zk05c04,s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 469638 3\ 


RC_AA084138_at 


zn17a03,s1 Stratagene neuroepithelium NT2RAMI 937234 Ho- 
mo sapiens cDNA clone 547660 3\ 


RC_AA135406_at 


zo28e08,s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 588230 3\ 


RC_AA148923_at 


Zl27g11,s1 Soares pregnant uterus NbHPU Homo sapiens cDNA 
clone 503204 3\ 


RC_H98653_at 


yx12h06,s1 Homo sapiens cDNA clone 261563 3\ 


RC_N30077_at 


yw81g1 1 ,s1 Homo sapiens cDNA clone 258692 3\ 


RC_R40166_at 


yf70a09,s1 Homo sapiens cDNA clone 27448 3\ 


RC_T90374_at 


yd43e03,s1 Homo sapiens cDNA clone 111 004 3' similar to 
SP:POL2JVIOUSE P11369 RETROVIRUS-RELATED POL PO- 
LYPROTEIN 


RC_Z38182_at 


H, sapiens partial cDNA sequence; clone c-02a08, 


In another embodiment genes from the second gene group are selected individually 
from genes comprising sequences as identified below by EST. 


RC_F03192_at 


H. sapiens partial cDNA sequence; clone c-1pb12. 
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RC_W81552_at 


zd87g10.s1 Scares fetal heart NbHH19W Homo sapiens cDNA 
clone 347682 3'. 


RC_F02470_at 


H. sapiens partial cDNA sequence; clone c-10c01. 


RC_W44927_at 

■ 


zc20b06.s1 Soares senescent fibroblasts NbHSF Homo sapiens 
cDNA clone 322835 3' similar to PIR:S44218 S44218 testin - 
mouse [1] ;. 


RC_R45292_at 


yg46b01.s1 Homo sapiens cDNA clone 35626 3'. 


RC_H62159_at 


yr47b09.s1 Homo sapiens cDNA clone 208409 3' similar to con- 
tains Alu repetitive element;contains MER15 repetitive element ;. 


RC_R17059_at 


yf45a10.s2 Homo sapiens cDNA clone 129786 3\ 


RC_H15259_at 


ym30c10.s1 Homo sapiens* cDNA clone 49795 3\ 


W26376_at 


29a6 Human retina cDNA randomly primed sublibrary Homo 
sapiens cDNA. 


Y09616 at 


H. sapiens mRNA for putative carboxylesterase 


AA425593_at 


zw48f02.r1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 773307 5\ 


RCAA279980_at 


zt08e05.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:712544 3\ 


RCJ-l14089_at 


ym62c07.s1 Homo sapiens cDNA clone 163500 3'. 


RCJR46079_f_at 


yg49c02.s1 Homo sapiens cDNA clone 36133 3\ 


RCJ/V15360_at 


zc17d10.s1 Soares parathyroid tumor NbHPA Homo sapiens 
cDNA clone 322579 3' similar to PIR:S39983 S39983 eps8 pro- 
tein - mouse 

III III V* | 


X52773_at 


Human mRNA for retinoic acid receptor-like protein 


RC AA053886 s 
_at 


ze75b05.s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 364785 3' similar to TR:G451330 G451 330 STEROL RE- 
GULATORY ELEMENT BINDING PROTEIN-2. ;. 


RC AA1 43493 at 


zo31a10.s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 588474 3\ 


RCZ98492_at 


Homo sapiens mRNA; expressed sequence tag; clone 
DKFZphsnu1.Jb13, 3' read. 


F15201_at 


H. sapiens partial cDNA sequence. 


RC_R61883_at 


yh10f08.s1 Homo sapiens cDNA clone 42872 3\ 


W26505_at 


30e12 Human retina cDNA randomly primed sublibrary Homo 
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sapiens cDNA. 


rxO nAUOJO / Q dl 


clone 561916 3'. 


A A0 18804 at 
nnw 1 OOU4 dl 


7D^^rH7 r*l QnarAc rot i no M2H4HR Hrvmn canionc r»OMA nlnno 
£.cuui/U/ .1 i oudicb icmid iN^urtnrs. nuiiiu odfji.triio ul^in/a uilhic 

362892 5 1 similar to SW-RB14 RAT P35287 RAS-RFLATED 

PROTEIN RAB-14 m * 


U22963_at 


Human class 1 histocompatibility antigen-like protein mRNA, 
com Diet© cds 


RC_R09230_at 


yf26d08.s1 Homo sapiens cDNA clone 127983 3\ 


RC R67Q18 at 


vi2^nni q1 Hnmn ^ani^n^ rDNA rlnnp 14H304 3 1 


AA40211Q at 


~7\ i c ^H04 r1 Rnar*»Q nv/arv tumor NhHDT Hnmn canipnQ f*nMA 

clone 741895 5' similar to TR:G397579 G397579 LL5 MRNA. ;. 


nnUOi I / at 


^n^fzgu/.ri otraiagene enuuineiiai ceil yo/^^o nomo sapiens 
cDNA clone 550140 5'. 


R7Q7cn at 
v\ 1 s3 ( OU ql 


yioyuuy.r i nomo sapiens cuimm cione i*fo*r i / o . 


RC_AA431773_at 


zw80d04.s1 Soares testis NHT Homo sapiens cDNA clone 

782^0^ 3' 


RC_AA280670_at 


zs97a07.s1 NCLCGAP_GCB1 Homo sapiens cDNA clone 


AA30371 1_at 


EST16378 Aorta endothelial cells, TNF alpha-treated Homo sa- 

nip^nQ pDMA pnrl 

fJid 19 ^1— ' 1 Hr \ \J CI IU. 


AA400361_at 


zu64g03.r1 Soares testis NHT Homo sapiens cDNA clone 
742804 5'. 


AFnfl71 11 at 


nuiiiu bdfjitMib iviL^iviii-Hivc poo-uinuing protein ^iviuivlaj rnrxiNM, 
complete cds. 


AA'in4^R4 at 
nnjuuu^ d i 


aa^Qc02 r1 NJCtl Of5AP r^f^RI Wnmn canionc ^DMA Hnno 
dduauuz.l 1 INul^uOMr^oUD I nOlTiO oapicilo CUIN/A ClOue 

IMAGE:825218 5' similar to contains element MIR repetitive 
element :. 


N88108_at 


K1565F Fetal heart, Lambda ZAP Express Homo sapiens cDNA 
clone K1 565 5' similar to EST(YD54C09.R1 ). 


RC_AA447769_at 


aa20e01.s1 Soares NhHMPu.SI Homo sapiens cDNA clone 
813816 3'. 



In yet another preferred embodiment genes from the second gene group are se- 
lected individually from genes comprising sequences as identified below by EST. 
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AA402119 at : 

( 


zu55d04,r1 Soares ovary tumor NbHOT Homo sapiens cDNA 
done 741895 5' "similar to TR:G397579 G397579 LL5 MRNA, ;, 


RC_AA102581_at ; 

< 


zn42d02,s1 Stratagene endothelial cell 937223 Homo sapiens . 
sDNA clone 550083 3", 


op H140RQ at 1 


i/m62c07 s1 Homo saDiens cDNA clone 1 63500 3', 


RC_R46079JL.at 


/g49c02,s1 Homo sapiens cDNA clone 36133 3', 




i/i9*Mi01 ^1 Hnmo saDiens cDNA clone 140304 3'. 


RCJ/V15360_at 


zc17d10,s1 Soares parathyroid tumor NbHPA Homo sapiens 
cDNA clone 322579 3' similar to PIR:S39983 S39983 eps8 pro- 
ein - mouse * 


AA0R9171 at 


zn42g07,r1 Stratagene endothelial cell 937223 Homo sapiens 
cDNA clone 550140 5\ 


AA425593 at 


zw48f02,r1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 773307 5\ 


r i o^u i_cu 


-I «ianipn<* nartial cDNA seauence 


H15219_at 


ym30f02,r1 Homo sapiens cDNA clone 49693 5\ 


r\DUODO jM di 


vh04b02 r1 Homo saoiens cDNA clone 42052 5', 


R86859_at 


ym86a02,r1 Homo sapiens cDNA clone 165770 5', 


Dp AAn4*^49 at 


7k^Qa0l <*1 Soares oreanant uterus NbHPU Homo sapiens 
cDNA clone 487152 3'. 


or AA171985 at 


zo98g05,s1 Stratagene ovarian cancer (#937219) Homo sapiens 
cDNA clone 594968 3\ 


T63174_s_at 


yc04e08,r1 Homo sapiens cDNA clone 79718 5' similar to con- 
tains Alu reoetitive element;. 


UQ0968 at 


Human Kritl mRNA, complete cds, 


X 14787 at 


Human mRNA for thrombospondin 


RC AA 196991 S 
_at 


zq10a10,s1 Stratagene muscle 937209 Homo sapiens cDNA 
clone 629274 3' similar to TR:G1 049074 G1 049074 VASOP- 
RESSIN-ACTIVATED CALCIUM-MOBILIZING PROTEIN, ;, 


RCJ=02470_at 


H, sapiens partial cDNA sequence; clone c-10c01, 


RC_F08899_at 


H t sapiens partial cDNA sequence; clone c-2uc10, 


RC_H15259_at . 


ym30c10,s1 Homo sapiens cDNA clone 49795 3\ 


RC_H52133_at 


yo44d04,s1 Homo sapiens cDNA clone 180775 3\ 
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RC_R17059_at 


yf45a10,s2 Homo sapiens cDNA clone 129786 3', 


RC_R45292_at 


yg46b01 ,s1 Homo sapiens cDNA clone 35626 3', 



The genes from the second gene group discussed above are preferably genes be- 
ing expressed in all stages of the biological condition, such as all stages of a bladder 
tumor, to be used for determining the biological condition. 

Particularly, the genes from the second gene group are selected individually from 
genes comprising sequences as identified below by EST, and which are associated 
with muscle invasive tumors. 



RC_R00083_at 


ye73c08.s1 Homo sapiens cDNA clone 123374 3'. 


RC_R71391^at 


yj80e01 .s1 Homo sapiens cDNA clone 155064 3'. 


RC_T23991_at 


seq2147 Homo sapiens cDNA clone NHB3MK-9 3'. 


RC_T79196_at 


yd70f06.s1 Homo sapiens cDMA clone 1 13603 3' similar to contains 
Alu repetitive element;. 


RC_AA1 30596 
_at 


zo26a09.s1 Stratagene colon (#937204) Homo sapiens cDNA clone 
587992 3'. 


RC_AA459310 
_r_at 


zx89d06.s1 Soares ovary tumor NbHOT Homo sapiens cDNA clone 
810923 3'. 


RC_AA490965 
_at 


aa48f12.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:824207 3'. 


U88047_at 


Human DNA binding protein homolog (DRX) mRNA, partial cds 


X56807_at 


Human DSC2 mRNA for desmocollins type 2a and 2b 


AA011479_at 


zi01b10.r1 Soares fetal liver spleen 1NFLS S1 Homo sapiens cDNA 
clone 429499 5'. 


AA296821_at 


EST1 12387 Aorta endothelial cells Homo sapiens cDNA 5' end. 



10 



Further, the genes from the second gene group are selected individually from genes 
comprising sequences as identified below by EST, and which are associated with 
solid tumors only. . 



RC AA026418 at 



ze92h0l.s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 366481 3'. 
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RCJD59847_at 


Human fetal brain cDNA 3'-end GEN-070G07. 


RH T240QQ at 


<?p>a2287 Hnmo <?aniens rDIMA clone Cot250Ft-b4HB3MA-8 3' 


RH R^QPQP at 


\/h1fia10 <?1 Homo Qanien<3 cDNA clone 37689 3' 

yl 1 1 WCt 1 w«0 1 1 1 vl 1 l\J OQUIwl 19 wL>l wlUI IV w / WWW w < 


RH W60589 at 


yriP'Spin <?1 Snares fetal heart NbHHIQW Homo saoiens cDNA 
clone 341706 3' similar to gb:M38188 OVARIAN GRANULOSA 
CELL 13.0 KD PROTEIN HGR74 (HUMAN);. 


M63262_at 


Human 5-lipoxygenase activating protein (FLAP) gene 


RC_R38678_at 


yc89d05.s1 Homo sapiens cDNA clone 23443 3'. 


W60268 at 


7c\9Qa01 r1 Roarer fetal heart NbHH19W Homo saoiens cDNA 

mC\A W W W 1 .1 1 KJyJd 1 WO 1 WLC4I 1 ICQI I I lwl II 1 1 WW ¥ 1 Ivl 1 1 W OOpivl 1 0 W IW 1 tI/ \ 

Hone 342096 5' 


AA465016_jrt 


zx80d02.r1 Soares ovary tumor NbHOT Homo sapiens cDNA 
Hone 810051 5' similar to TR G1 020091 G1020091 NEUROP- 
SiN. ;contains element LTR3 repetitive element ;. 


RC. T7Q842 at 


vr!83fn4 <*1 Homo <5anien<? oDNIA clone 1 14847 3' 

yLH_>Wlw*T.O ■ 1 IVJI llv OQ|Jlwl IO wL/Mri wlul IC 1 1 "-TW~ 1 w . 


RP AA?nfi99*5 at 


7n^6nn8 q1 £Stratanene neuroenithelium f#Q37231^ Homo <sani- 

c~\J\ JUyUU.D 1 Oil CUCXyCI IC I ICUI ww|mHLI Iwlll-ll 1 1 ^TTW W I Cm\J I J 1 lwl 1 Iw Ou^l 

ens cDNA clone 645662 3\ 


RC_AA449914_at 


zx37g02.s1 Soares total fetus Nb2HF8 9w Homo sapiens 

cDNA clone 788690 3 1 

UwlNn Islwl Iw f Uwwww w , 


RC_F10211_at 


H. sapiens partial cDNA sequence; clone c-3bh08. 


or AA4RniflQ r a 
t 


T\/41flV* q1 f^oare^ ovarv tumor NhHOT Homo ^aniens cDNA 

<c. V*t 1 iuj.o 1 wwcii CO uvai y iui 1 1 ui imui t\s i i i wi 1 1 w oapiui 10 v^L/mr\ 

clone 756225 3' similar to TR.G498729 G498729 ZINC FIN- 
GER PROTEIN ;. 


RC AA053102 s a 

r\w /V\w ww i uc o q 
t 


7l72a06 s1 Strataaene colon (#937204^ Homo saniens cDNA 

Ami 1 ^C*\J\J . O 1 Oil olCi^wi Iw WW 1 W 1 1 ^TrWW 1 J 1 1 WI I 1 W OC4WIWIIW VL/| w\ 

clone 510130 3'. 


RP AA434113 at 


7w24h1 1 ^1 Soared ov/arv tumor NbHOT Homo saoiens cDNA 

^VV^-."kJ 1 1 .O 1 vJwGIl W O WVCll y Lvil 1 lwl 1 lwl 1 W/ I | 1 WI 1 IV/ OC4|*/lW] Iw W IW 1 HI \ 

Hone 77020*5 3 1 similar to contains element TAR1 reoetitive 

Vlvl IW If W&aWW W Oil 1 >d 1 Iv WW 1 IIC4II Iw WlWI 1 IWl IL 1 1 \\ XI 1 WWW 11 W V W 

element * 

W1W1 1 IWl Ih | » 


RC AA441791 at 


zw62c02 s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 774626 3\ 


RC_N67583_at 


yz42c02.s1 Homo sapiens cDNA clone 285698 3'. 


RC_T96077_at 


ye47b12,s1 Homo sapiens cDNA clone 120863 3'. 


AB002316_at 


Human mRNA for KIAA0318 gene, partial cds. 


RC_W96222_at 


ze10g07.s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 358620 3 1 . 
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M16591_s_at 


Human hemopoietic cell protein-tyrosine kinase (HCK) gene, 
complete cds, clone Iambda-a2/1 a 


RC_N59808_at 


yz76b12.s1 Homo sapiens cDNA clone 288959 3'. 


RC_F10040_at 


H. sapiens partial cDNA sequencer clone c-39g09. 


RC_AA461549_at 


zx62b09.s1 Soares total fetus Nb2HF8 9w Homo sapiens ! 
cDNA clone 796025 3'. 


RC_W68683_at 


zd35d04.s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 342631 3'. 


RC_AA084640_at 


zn20d05.s1 Stratagene neuroepithelium NT2RAMI 937234 
Homo sapiens cDNA clone 547977 3'. 


C01169_at 


HUMGS0007858, Human Gene Signature, 3'-directed cDNA 
sequence. 


RC_AA491465_at 


ab04a05.s1 Stratagene fetal retina 937202 Homo sapiens 
cDNA clone 839792 3'. 


RC_W67564_s_at 


Zd41c07.s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 343212 3'. 


J03019_s_at 


Human beta-1 -adrenergic receptor mRNA, complete cds. 


RC_H80622_at 


yu77b06.s1 Homo sapiens cDNA clone 239795 3'. 


RC_N34686_at 


yy15h06.s1 Homo sapiens cDNA clone 271355 3'. 


RC_R56066_s_at 


yg91d08.s1 Homo sapiens cDNA clone 40992 3'. 


RC_T34611_at 


EST71577 Homo sapiens cDNA 3' end similar to None. 


RC_AA031373_s_a 
t 


zk15e12.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 470638 3'. 


X52056_at 


Human mRNA for spi-1 proto-oncogene 


N77564_at 


yz89g12.r1 Homo sapiens cDNA clone 290278 5'. 


C01765_at 


HUMGS0003713, Human Gene Signature, 3'-directed cDNA 
sequence. 


RC_AA496936_at 


ae32d03.s1 Gessler Wilms tumor Homo sapiens cDNA clone 
897509 3*. 


RC_AA027103_at 


zk04e03.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 469564 3'. 


RC_R44131_at 


yg32c1 1 .s1 Homo sapiens cDNA clone 34089 3'. 


RC_N67227_at 


yz48f04.s1 Homo sapiens cDNA clone 286303 3'.. 


RC_T96677_at 


ye52f03.s1 Homo sapiens cDNA clone 121373 3'. 
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RC_AA1 34965 j_at ; 


zo23g05.s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 587768 3'. 


RC_T86600_at 


yd87d10.s1 Homo sapiens cDNA clone 115219 3'. 


RC_AA054087_at 


zf51f03.s1 Soares retina N2b4HR Homo sapiens cDNA clone 
380477 3'. 


AA444374 at 


zv76b10.r1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
5'. 


RC H72357 at 


ys04f01 .s1 Homo sapiens cDNA clone 213817 3' similar to 
gb:J04970 CARBOXYPEPTI DASE M PRECURSOR (HU- 
MAN);contains Alu repetitive element;. 


RC_AA017045_at 


ze37d1 1.s1 Soares retina N2b4HR Homo sapiens cDNA clone 
361173 3'. 


AA010324_at 


zi09c03.r1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 430276 5'. 


RC_AA234743_at 


zs38b09.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
687449 3". 


RC_AA055892_at 


zf20d06.s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 377483 3'. 


RC_AA446650_at 


zw89g02.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 784178 3'. 


H91747_s_at 


ys80e03.r1 Homo sapiens cDNA clone 221 1 1 6 5'. 


AA401510_s_at 


zu63c08.r1 Soares testis NHT Homo sapiens cDNA clone 
742670 5'. 


RC_W61239_at 


Zd31d10.s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 342259 3". 



In another embodiment the genes from the second gene group are selected indi- 
vidually from genes comprising sequences as identified below by EST, and which 
are associated with mixed tumors comprising both solid and papilloma elements of 
5 invasive type. 



AA203639_at 



zx58c10.r1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 446706 5' similar to contains Alu repetitive ele- 
ment;. 
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Ivl 1 1 0*t*t__ dl 


Hi iman nrealbumin aene complete cds. 

IUIIIG11I Ul waiUUI 1 III 1 ywiivj wvinfivkw wm'w* 


RC_AA206042_at . 


zq77f02.s1 Stratagene hNT neuron (#937233) Homo sapiens 
cDNA clone 647843 3' similar to contains element MSR1 repe^ 
titive element ;. 


RC r _N51097_at 


yz03e04.sl Homo sapiens cDNA clone 281982 3\ 




\/l70fnft ^1 53narp<? infant brain 1 NIB Homo saoiens cDNA clone 

y | / Ul UO.O 1 OUal CO 11 II CII 11 Ml CI J 1 1 1 1 ^1 1 fcJ 1 IWIIIw Iw ' ' « » wiwi iw 

43327 3' • 


AA115572_s^at 


Zl05d11.r1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 491445 5' similar to TR G895845 G895845 PUTA- 
TIVE P64 CLCP PROTEIN. ;. 


RC H 12863 at 


vi14b12 s1 Homo saoiens cDNA clone 148703 3'. 


AA489287_at 


ab36e04.r1 Stratagene HeLa cell s3 937216 Homo sapiens 
rHNA clone 842910 5 1 


RC TQfi3fl3 at 


vp4Qhf)7 ^1 Hnmn ^aniens cDNA clone 1211 17 3 1 

7C"wl IW 1 . 0 1 1 1 Ul 1 1 w OGUIwI IO UL>I M/ \ vlwl Iw 1 III* w • 


RC_H56453_at 


yq98g12.s1 Homo sapiens cDNA clone 203878 3\ 


RC AA1R21Q4 at 
r\u /A/A I w*^. 1 v3*t at 


•rin3hni q1 f^narp^ niwinant uterus NbHPU Homo saoiens. 
cDNA clone 491281 3'. 


RC 738520 at 


H ^aniens nartial cDNA seauence* clone c-0ed05 


RC_R38944_at 


yd06g09.s1 Homo sapiens cDNA clone 25061 3' similar to 
contains Alu rpnptiti\/p slement' 

wUl IICIII IO / vl v_i I wUwLIUVw wlwlllwlll|i 


RC_AA133926_at 


zo16e1 1.s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 587084 3' 

wlUI Iw wVJ / \J\J m T w . 


RC_N69908_f_at 


za68f06.s1 Homo sapiens cDNA clone 297731 3' similar to 
obX59244 ZINC FINGER PROTEIN 43 flHUMANV 


RC_AA151945_at 


zo02c02.s1 Stratagene colon (#937204) Homo sapiens cDNA 
clnnp ^Rfi4Q8 3' similar to contains Alu reoetitive element" 

wlwl Iw w w w^t w W w oil i nidi lAj wwi uaii io rviu i wpwiiuvw wiwi iiwiil,* 


S83308_at 


SOX5=Sry-related HMG box gene {alternatively spliced} [hu- 
man, testis, mRNA, 1473 nt] 




7\/1 1 HOfi q1 QnarpQ NlhHMPn Homo sanipns rHNA Hnnp 
753299 3\ 


RC_AA058314_at 


Zl67g04.s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 50971 8 3' similar to contains Alu repetitive ele- 
ment;confains element PTR5 repetitive element ;. 


RC_R98735_at 


yr31g12.s1 Homo sapiens cDNA clone 206950 3\ . 
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More particularly the genes from the second gene group are selected individually 
from genes comprising sequences as identified below by EST, and which are asso- 
ciated with T1 tumors (mucosa invasive tumor) 



D80002_at 


-luman mKiNAior i\im/\u iou gene, pdiudi oua 


D82418_at i 


similar to none. 


N28843_at ; 


^xoydio.n Homo sapiens cufma cione zdduoj z> . j 


RC_F02541_ 
at 


H. sapiens partial cDNA sequence; clone c-12c11. 


RC_N30806_ 
at 


yw65f02.s1 Homo sapiens cDNA clone 2571 1 5 3\ 


RC_R33146_ 
at 


yh81f02.s1 Homo sapiens cDNA clone 136155 3' similar to contains 
Alu repetitive element,. 


RC_R40166_ 
at 


yf70a09.s1 Homo sapiens cDNA clone 27448 3'. 


RC_R65998_ 
at 


yi23g09.s1 Homo sapiens cDNA clone 140128 3\ 


RC_AA02782 
3_at 


zk05c04.s1 Soares pregnant uterus NbHPU Homo sapiens cDNA 
clone 469638 3 . 


RC_AA08413 
ft at 


zn17a03.s1 Stratagene neuroepithelium NT2RAMI 937234 Homo 
saoiens cDNA clone 547660 3\ 


RC_AA22390 
2_at 


zr13a10.s1 Stratagene hNT neuron (#937233) Homo sapiens cDNA 
clone 648666 3'. 


RC_AA42452 
.4_at 


zv90g02.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 767090 
3'. 


RC_AA50513 
6_at 


aa65d11.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:825813 3\ 


AA043223_at 


Zk55g12.r1 Soares pregnant uterus NbHPU Homo sapiens cDNA 
clone 486790 5'. 



* Everr more particularly the genes from the second gene group are selected individu- 
ally from genes comprising sequences as identified below by EST, and which are 
associated with superficial Ta tumors. 
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RC_F03192_at 


H. sapiens partial cDNA sequence; clone c-1pb12. 


RC_W81552_at 


zd87g10.s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
cione oh/doz o. 


Dp f^nOA7n at 


n. sapiens partial cDNA sequence, cione c-10c01. 


RC_W44927_at 


zc20b06.s1 Soares senescent fibroblasts NbHSF Homo sapiens 
ouima cione ozi^ooo o similar ro riK.o44^ To o442 18 testin - 

mm iqa T1 1 • 
1 1 iuuoc L ' J i * 


RC R45292 at 


Vn4Rhni c A Unmo conianc r»P\M A n| nna OKfiOC o» 

yy*tuuu i .a |. nomo sapiens cljpja cione ooo^o o . 


RC_H62159_at 


yr47b09.s1 Homo sapiens cDNA clone 208409 3' similar to con- 
idins miu repetitive eiemeni,contains ivitKio repetitive element 


RC R 17059 at 


yi*foa iu.s/c nomo sapiens cuima cione i*:y7ob 3 . 


RC_H15259_at 


ym30c10.s1 Homo sapiens cDNA clone 49795 3\ 


VV^vJOi U dl 


^yao Human retina cDNA randomly primed sublibrary Homo 
sapiens cDNA. 


YOQfilfi at 


n.sapiens mKNA for putative carboxylesterase 


AAAO^^O^ at 


zw4oTUz.ri Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
cione f fooUf o. 


RC_AA279980_at 


Zt08e05.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE.712544 3'. 


RC H 14080 at 


ymo^cuv.s i nomo sapiens cDNA clone 163500 3 . 


RC R4R07Q f at 
r\ w > rxtou / I ell 


yg^ycuz.si i-iomo sapiens cDNA clone 36133 3 . 


RC_W15360__at 


zc17d10.s1 Soares parathyroid tumor NbHPA Homo sapiens 
cDNA clone 322579 3 1 similar to PIR:S39983 S39983 eps8 pro- 
iein - mouse ,. 


X52773_at 


Human mRNA for retinoic acid receptor-like protein 




7o7CKni\ e« *( f\ a fnX n f C — . _ _c »|l I fi i j Aa mitt ... 

zeroDUo.si soares fetal heart NbHH19W Homo sapiens cDNA 
clone 364785 3' similar to TR:G451330 G451330 STEROL RE- 
oulaiuky tzLbMbNI BINDING PROTEIN-2. ;. 


RC AA14*34Q^ at 


zooiaiu.si c>tratagene colon (#937204). Homo sapiens cDNA 
clone 588474 3 1 . 


RC_Z98492_jrt 


Homo sapiens mRNA; expressed sequence tag; clone - 
DKFZphsnu1_1b13, 3' read. 


F15201_at 


H. sapiens partial cDNA sequence. 


RC_R61883_at 


yh10f08.s1 Homo sapiens cDNA clone 42872 3\ 
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W26505_at : 

5 


J0e12 Human retina cDNA randomly primed sublibrary Homo j 
sapiens cDNA. J 


RC_AA085676_at ; 

< 


m53e03.s1 Stratagene muscle 937209 Homo sapiens cDNA I 
;lone 561916 3'. | 


AA018804_at ; 


re55c07.r1 Soares retina N2b4HR Homo sapiens cDNA clone I 
362892 5 similar to SW:RB14_KAT Poozo/ KAb-KtLA i tu 

r>r%/*\TI*' IM r~> A n A A \A"\ • 1 

PROTEIN RAB-14. [1] 


U22963_at 


Human class I histocompatibility antigen-like protein mRNA, 
complete cds. j 


RC_R09230_at 


yf26d08.s1 Homo sapiens cDNA clone 127983 3'. J 


RC_R67918_at 


yi25g01 .s1 Homo sapiens cDNA clone 140-304 d . 


AA402119_at 


zu55d04.r1 Soares ovary, tumor NbHO r Homo sapiens cuima | 
clone 741 895 5' similar to TR:G397579 G397579 LL5 MRNA. ;. j 


AA082171_at 


zn42g07.r1 Stratagene endothelial cell 937223 Homo sapiens 
cDNA clone 550140 5'. | 


R79750_at 


yi89d09.r1 Homo sapiens cDNA clone 146417 5 . 


RC_AA431773_at 


zw80d04.s1 Soares testis NHT Homo sapiens cDNA clone j 
782503 3\ J 


RC_AA280670_at 


zs97a07.s1 NC1_CGAP_GCB1 Homo sapiens cDNA clone j 
IMAGE:7 11540 3\ I 


AA303711_at 


EST16378 Aorta endothelial cells, TNF alpha-treated Homo sa- 
piens cDNA 5 end. 


AA400361_at 


zu64g03.r1 Soares testis NHT Homo sapiens cDNA clone j 
742804 5'. 


AF007111_at 


Homo sapiens MDM2-like p53-binding protein (MUMa) mKiNA, j 
complete cds. 


AA504384_at 


aa59c02.r1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:82521 8 5' similar to contains element MIR repetitive 


N88108_at 


K1565F Fetal heart, Lambda ZAP Express Homo sapiens cDNA 
clone K1565 5' similar to EST(YD54C09.R1 ). 


RC_AA447769_at 


aa20e01.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
813816 3'. 
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More particularly the genes from the second gene group are selected individually 
from genes comprising sequences as identified below by EST, and which are asso- 
ciated with T1 tumors (mucosa invasive tumor). - 



uouuu^ ax 


numan mrciNA Tor iniaau ioU gene, partial cds 


D82418_at 


similar to none. 


in^ooh-o ai 


yxoya iu.m nomo sapiens cuinA clone zooOoo o . 


RC_F02541_ 


H. sapiens partial cDNA sequence; clone c-12c11. 


RC_N30806_ 

ail 


yw65f02.s1 Homo sapiens cDNA clone 257115 3'. 


RC_R33146_ 

at 
ax 


yh81f02.s1 Homo sapiens cDNA clone 136155 3* similar to contains 
aiu repetitive element;. 


RC_R40166_ 

at 

at 


yf70a09.s1 Homo sapiens cDNA clone 27448 3*. 


RC_R65998_ 

at 

at 


yi23g09.s1 Homo sapiens cDNA clone 140128 3\ 


RC_AA02782 


zk05c04.s1 Soares pregnant uterus IMbHPU Homo sapiens cDNA 
clone 4byboo 3 . 


RC_AA08413 
8_at 


zn17a03.s1 Stratagene neuroepithelium NT2RAMI 937234 Homo 
saoiens cDNA clone 547660 3* 


RC_AA22390 
2_at 


zr13a10.s1 Stratagene hNT neuron (#937233) Homo sapiens cDNA 
clone 648666 3\ 


RC_AA42452 
4_at 


zv90g02.s1 Soares NhHMPu SI Homo sapiens cDNA clone 767090 
3\ 


RC_AA50513 
6_at 


aa65d11.s1 NCLCGAPJ3CB1 Homo sapiens cDNA clone 
IMAGE:825813 3\ 


AA043223_at 


zk55g12.r1 Soares pregnant uterus NbHPU Homo sapiens cDNA 
clone 486790 5'. 



Number of genes 

As discussed above, it is possible to use a single' gene approach determining the 
expression of one of the genes only, in order to determine the biological condition of 
the tissue. It is however preferred that expression from at least one gene from the 
first group, such as at least two, for example at least three, such as at least four, 
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such as at least five, such as more than six genes are determined as well as ex- 
pression from at least one gene from the second group, such as at least two, for 
example at least three, such as at least four, such as at least five, such as more 
than six genes are determined to obtain a more statistically significant result, that is 
5 more independent of the expression level of the individual gene. 

In one embodiment expression from more genes from both groups are determined, 
such as determination of expression from at least two genes from either of the gene 
groups, such as determination of expression from at least three genes from either of 
10 the gene groups, such as determination of expression from at least four genes from 
either of the gene groups, such as determination of expression from at least five 
genes from either of the gene groups, such as determination of expression from at 
least six genes from either of the gene groups, such as determination of expression 
from at least seven genes from either of the gene groups. 

15 

A pattern of characteristic expression of one gene can be useful in characterizing a 
cell type source or a stage of disease. However, more genes may be usefully 
analyzed. Useful patterns include expression of at least one, two, three, five, ten, 
fifteen, twenty, twenty-five, fifty, seventy-five, one hundred or several hundred 
20 informative genes. 



Expression level 

Using the results provided in the accompanying figures, a gene is indicated as being 
expressed if an intensity value of greater than or equal to 20 or scored as P=present 

25 by the software is shown. Conversely, an intensity value of less than 20 or scored as 
A=absent indicates that the gene is not expressed above background levels. 
Comparison of an expression pattern to another may score a change from 
expressed to non-expressed, or the reverse. Alternatively, changes in intensity of 
expression may be scored, either increases or decreases. Any significant change 

30 can be used. Typical changes which are more than 2-fold are suitable. Changes 
which are greater than 5-fold are highly suitable. 

The present invention in particular relates to methods using genes wherein the ratio 
of the expression level in normal tissue to biological condition tissue for suppressor 
35 genes or vice versa of the expression level in biological condition tissue to normal 
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tissue for condition genes is as high as possible, such as at least a two-fold change 
in expression, such as at least a three-fold change, for example at least a four fold 
change, such as at least a five fold change, for example at least a six fold change, 
such as at least a ten fold change, for example at least a fifteen fold change, such 
5 as at least a twenty fold change. 

Stages and grades 

Stage of a bladder tumor indicates how deep the tumor has penetrated. Superficial 
tumors are termed Ta, T1, T2, T3 and T4 are used to describe increasing degrees of 

1 0 penetration into the muscle. The grade of a bladder tumor is expressed on a scale of 
l-IV (1-4) according to Bergkvist, A.; Ijungquist, A.; Moberger, B."Classification of 
bladder tumours basedf on the cellular pattern. Preliminary report of a clinical- 
pathological study of 300 cases with a minimum follow-up of eight years", Acta Chir 
Scand., 1965, 130(4):371-8). The grade reflects the cytological appearance of the 

15 cells. Grade I cells are almost normal. Grade II cells are slightly deviant. Grade ill 
cells are clearly abnormal. And Grade IV cells are highly abnormal. A special form of 
bladder malignancy is carcinoma-in-situ or dyplasia-in-situ in which the altered cells 
are located in-situ. 

20 It is important to classify the stage of a cancer disease, as superficial tumors may 
require a less intensive treatment than invasive tumors. According to the invention 
the expression level of genes may be used to identify genes whose expression can 
be used to identify a certain stage of the disease. These "Classifiers" are divided 
into those which can be used to identify Ta, T2, T3, and T4 stages. In one aspect of 

25 the invention measuring the transcript level of one or more of these genes may lead 
to a classifier that can add supplementary information to the information obtained 
from the pathological T2 classification. For example gene expression levels that 
signify a T2 will be unfavourable to detect in a Ta tumor, as they may signal that the 
Ta tumor has the potential to become a T2 tumor. The opposite is probably also 

30 true, that an expression level that signify Ta will be favorable to have in a T2 tumor. 
In that way independent information may be obtained from T2-T4 pathological clas- 
sification and a classification based.on gene expression levels is made. 

The method of determining the stage of a tumor may be combined with determina- 
35 tion of the biological condition or may be an independent method as such. The dif- 
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ference in expression level of a gene from one stage to the expression level of the 
gene in another group is preferably at least two-fold, such as at least three-fold. 

Thus, the invention relates to a method of determining the stage of a bladder tumor, 
5 wherein the stage is selected from bladder cancer stages Ta, T1 ; 12, 13 and 14 
comprising assaying at least the expression of Ta stage gene from a Ta stage gene 
group, at least one expression of T1 stage gene from a T1 stage gene group, at 
least the expression of 12 stage gene from a 12 stage gene group, at least the ex- 
pression of T3 stage gene from a T3 stage gene group, at least the expression of T4 
10 stage gene from a T4 stage gene group wherein at least one gene from each gene 
group is expressed in a significantly different amount in that stage than in one of the 
other stages. 

Preferably, the genes selected may be a gene from each gene group being ex- 
15 pressed in a significantly higher amount in that stage than in one of the other stages, 
such as: 

a Ta stage gene selected individually from any gene comprising a sequence as 
identified below as EST 

20 



RC_F03192_at 


H. sapiens partial cDNA sequence; clone c-1pb12. 


RC_W81552_at 


zd87g10.s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 347682 3\ 


RC_F02470_at 


H. sapiens partial cDNA sequence; clone c-10c0L 


RC_W44927_at 


zc20b06.s1 Soares senescent fibroblasts NbHSF Homo sapi- 
ens cDNA clone 322835 3' similar to PIR:S4421 8 S4421 8 
testin - mouse [1] ;. 


RC_R45292_at 


yg46b01 .s1 Homo sapiens cDNA clone 35626 3'. 


RC_H62159_at 


yr47b09.s1 Homo sapiens cDNA clone 208409 3' similar to 
contains Alu repetitive element;contains MER15 repetitive 
element ;. 


RC_R17059_at 


yf45a10.s2 Homo sapiens cDNA clone 129786 3\ 


RC_H15259_at 


ym30c10.s1 Homo sapiens cDNA clone 49795 3\ 


W26376_at 




29a6 Human retina cDNA randomly primed sublibrary Homo 
sapiens cDNA. 
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Y09616_at 


H.sapiens mRNA for putative carboxylesterase 


AA425593_at 


zw48f02.r1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 773307 5 . 


RC_AA279980_at 


zt08e05.s1 NCLCGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:712544 3'. 


KC_H 1 4089_at 


ym62c07.s1 Homo sapiens cDNA clone 163500 3'. 


RC_R46079_f__at 


yg49c02.s1 Homo sapiens cDNA clone 36133 3\ 


RC_W15360_at 


zc17d10.s1 Soares parathyroid tumor NbHPA Homo sapiens 
cDNA clone 322579 3' similar to PlR:S39983 S39983 eps8 
protein - mouse ;. 


X52773_at 


Human mRNA for retinoic acid receptor-like protein 


RC_AA053886_s_at 


ze75b05.s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 364785 3' similar to TR:G451330 G451330 STE- 
ROL REGULATORY ELEMENT BINDING PROTEIN-2. ;. 


RC T AA143493_at 


zo31a10.s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 588474 3\ 


RC_Z98492_at 


Homo sapiens mRNA; expressed sequence tag; clone 
DKFZphsnu1_1b13, 3* read. 


F15201_at 


H. sapiens partial cDNA sequence. 


RC_R61 883_at 


yh10f08.s1 Homo sapiens cDNA clone 42872 3\ 


W26505_at 


30e12 Human retina cDNA randomly primed sublibrary Homo 
sapiens cDNA. 


A A ^> ^™ a**V/\ ■ 

RC_AA085676_at 


zn53e03.s1 Stratagene muscle 937209 Homo sapiens cDNA 
clone 561916 3\ 


AA018804_at 


ze55c07.r1 Soares retina N2b4HR Homo sapiens cDNA clone 
362892 5' similar to SW:RB14_RAT P35287 RAS-RELATED 
PROTEIN RAB-14. [1] ;. 


U22963_at 


Human class I histocompatibility antigen-like protein mRNA, 
complete cds. 


RC R09230 at 


yi^Duuo.s i norno sapiens cuima ciope iz/ yoo 3 . 


RC_R67918_at 


yi25g01.s1 Homo sapiens cDNA clone 140304 3'. 


AA402119_at 


zu55d04.r1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 741895 5' similar to TR:G397579 G397579 LL5 MRNA. 

i* 
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AA082171_at 


zn42g07.r1 Stratagene endothelial cell 937223 Homo sapiens 
cDNA clone 550140 5'. 


R79750_at 


yi89d09.r1 Homo sapiens cDNA clone 146417 5'. 


RC_AA431773_at 


zw80d04.s1 Soares testis NHT Homo sapiens cDNA clone 
782503 3'. 


RC_AA280670_at 


zs97a07.s1 NCI_CGAPJ3CB1 Homo sapiens cDNA clone 
IMAGE.711540 3'. 


AA303711_at 


EST16378 Aorta endothelial cells, TNF alpha-treated Homo 
sapiens cDNA 5' end. 


AA400361_at 


zu64g03.r1 Soares testis NHT Homo sapiens cDNA clone 
742804 5'. 


AF007111_at 


Homo sapiens MDM2-like p53-binding protein (MDMX) 
mRNA, complete cds. 


AA504384_at 


aa59c02.r1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:825218 5' similar to contains element MIR repetitive 
element ;. 


N88108_at 


K1565F Fetal heart, Lambda ZAP Express Homo sapiens 
cDNA clone K1565 5' similar to EST(YD54C09.R1 ). 


RC_AA447769_at 


aa20e01.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
813816 3'. 



or a sequence as identified below 



UniGene number 


Homologous to 


AA402119_at 


Zu55d04,r1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 741895 5' similar to TRG397579 G397579 LL5 MRNA, ;, 


RC_AA102581_at 


Zn42d02,s1 Stratagene endothelial cell 937223 Homo sapiens 
cDNA clone 550083 3', 


RC_H14089_at 


Ym62c07,s1 Homo sapiens cDNA clone 163500 3', 


RCJ*46079_f_at 


Yg49c02,s1 Homo sapiens cDNA clone 36133 3', 


RC_R67918_at 


Yi25g01 ,s1 Homo sapiens cDNA clone 140304 3', 


RC_W15360_at 


Zc17d10,s1 Soares parathyroid tumor NbHPA Homo sapiens 
cDNA clone 322579 3' similar to PIR:S39983 S39983 eps8 pro- 
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tein - mouse ;, 


AA08217l_at 


2042907/1 Stratagene endothelial cell 937223 Homo sapiens 
CUNA clone 550140 5 , 


AA4zooyo_at 


Zw4ot02,r1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA . 
clone / / ooU/ o , 


F15201_at 


H, sapiens partial cDNA sequence, 


H1o219_at 


Ym30f02,r1 Homo sapiens cDNA clone 49693 5 , 


R60368_at 


Yh04b02,r1 Homo sapiens cDNA clone 42052 5\ 


Kooooy — at 


Ym86a02,r1 Homo sapiens cDNA clone 165770 5 , 


RC_AA045342_at 


Zk59g01,s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 4871 52 3 , 


KO^AAI 71 985_at 


Zo98g05,s1 Stratagene ovarian cancer (#937219) Homo sapiens 
cDNA clone 594968 3 \ 


T63174_s_at 


Yc04e08,r1 Homo sapiens cDNA clone 79718 5' similar to con- 
tains AIu repetitive element;, 


U90268_at 


Human Kritl mRNA, complete cds, 


X14787_at 


Human mRNA for thrombospondin 


KU__AA1 9o991_S 
_at 


Zq10a10,s1 Stratagene muscle 937209 Homo sapiens cDNA 
clone 629274 3 similar to TR:G1049074 G1 049074 VASOP- 
RtSSIN-ACTIVATED CALCIUM--MOBILIZING PROTEIN, ;, 


KLr_r UZ4 / vj__at 


H, sapiens partial cDNA sequence; clone c-10c01, 


rco_ruooyy__at 


H, sapiens partial cDNA sequence; clone c-2uc10, 


RC_H15259_at 


Ym30c10,s1 Homo sapiens cDNA clone 49795 3\ . 


RC_H52133_at 


Yo44d04,s1 Homo sapiens cDNA clone 180775 3 1 ; 


RC_R17059_at 


Yf45a10,s2 Homo sapiens cDNA clone 129786 3\ 


RC_R45292_at 


Yg46b01,s1 Homo sapiens cDNA clone 35626 3\ 


More preferably, a T1 stage gene is selected individually from any gene comprising 
a sequence as identified below 


D80002_at 


Human mRNA for KIAA01 80 gene, partial pds 


D82418_at 


similar to none. 


N28843_at 


yx59d10.r1 Homo sapiens cDNA clone 266035 5\ 


RC_F02541_at . 


H. sapiens partial cDNA sequence; clone c-12c11. 
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RC_N30806_at 


yw65f02.s1 Homo sapiens cDNA clone 2571 lo o . 


RC_R33146_at 


yh81f02.s1 Homo sapiens cDNA clone 136155 3' similar to 
contains Alu repetitive element;. 


RC_R40166_at 


yf70a09.s1 Homo sapiens cDNA clone 27448 3', 


RC_R65998_at 


yi23g09.s1 Homo sapiens cDNA clone 1401 5 . 


RC_AA027823_at 


zk05c04.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 469638 3 . 


RC_AA084138_at 


zn17a03.s1 Stratagene neuroepithelium NT2RAMI 937234 Ho- 
mo sapiens cDNA clone 547660 3 . 


RC_AA223902_at 


zr13a10.s1 Stratagene hNT neuron (#937233) Homo sapiens 
cDNA clone 648666 3 . 


RC_AA424524_at 


zv90g02.s1 Soares NhHMPu S1 Homo sapiens cDNA clone , 
/Of uyu o . 


RC_AA505136_at 


aa65d1 1 .s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE.825813 3'. 


AA043223_at 


zk55g12.r1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 486790 5'. 



or a sequence as identified below 



UniGene number 


Homologous to 


C01360_at 


HUMGS0008341 , Human Gene Signature, 3'-directed cDNA se- 
quence, 


D80002_at. 


Human mRNA for K1AA0180 gene, partial cds 


RC_AA149586_at 


ZI39e03,s1 Soares pregnant uterus NbHPU Homo sapiens cDNA 
clone 504316 3', 


RC_H68772_at 


Yr83f01,s1 Homo sapiens cDNA clone 211897 3', 


RC_N30806_at 


Yw65f02,s1 Homo sapiens cDNA clone 2571 1 5 3", 


RC_N63143_at 


Yz37c12,s1 Homo sapiens cDNA clone 285238 3', 


RC_R33146_at 


Yh81f02,s1 Homo sapiens cDNA clone 136155 3' similar to con- 
tains Alu repetitive element;, 


RC_R46206_at 


Yj53d08,s1 Homo sapiens cDNA clone 152463 3', 


RC_R49731_s_at 


Yg71e10,s1 Homo sapiens cDNA clone 38554 3', 
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AA043223 at 


7kS^n12 M SnarPQ nrpnnant uterus NhHPlI Hnmn Qanipn^ pDNA 
clone 486790 5 r 


AB002346_at 


Human mRNA for KIAA0348 gene, complete cds, 


DRIfiOR at 


Human ffafal hrain rnMA ^'-pnH f^FNI-177RnQ 


M83670_s_at 


Human carboniG anhydrase IV mRNA, complete cds 




i Aoyu iu,r i noiiio sapiens cl/inm. ciune ^oduoo o , 


RC_AA149044_at 


ZI45d09,s1 Soares pregnant uterus NbHPU Homo sapiens cDNA 

rlnno ^ClARM *V 

U1UI It3 OU'tOO I o , 


RC_AA258130_at 


Zs35f03,s1 NCI_CGAPJ3CB1 Homo sapiens cDNA clone 

llVlnOC.OOf iy/ o, 


RC_AA281743_r_ 
at 

CI I 


Zt06h05,s1 NCLCGAPJ3CB1 Homo sapiens cDNA clone 


RC_AA406338_at 


Zv10f06,s1 Soares NhHMPu S1 Homo sapiens cDNA clone 


RC_AA424524_at 


Zv90g02,s1 Soares NhHMPu S1 Homo sapiens cDNA clone 


RC_AA435840_at 


Zt80b08,s1 Soares testis NHT Homo sapiens cDNA clone 728631 


RC_AA027823_at 


Zk05c04,s1 Soares pregnant uterus NbHPU Homo sapiens cDNA 
cione *toyooo o , 


RC_AA084138_at 


Zn17a03,s1 Stratagene neuroepithelium NT2RAMI 937234 Homo 

oafjiei io uL/l\n OIUi Ifc? O^t i DOU *3 , 


RC AA 135406 at 


£.o^oeuo,5 1 oiraxagene coion {jf^o / zuh) nomo sapiens cuinA 
clone *588P^O *V 


RC AA1 48923 at 


^.i^/y i i,o i ooares pregnant uterus iMDnru nomo sapiens CUNA 
clone 503204 3', 


RC_H98653_at 


Yx12h06,s1 Homo sapiens cDNA clone 261563 3', 


RC N30077 at 


two ig i i,5 1 nomo sapiens cuima clone ^oooyz o , 


RC_R40166_at 


Yf70a09,s1 Homo sapiens cDNA clone 27448 3 l 


RC_T90374_at 


Yd43e03,s1 Homo sapiens cDNA clone 111004 3' similar to 
SP:POL2_MOUSE P1 1369 RETROVIRUS-RELATED POL PO- 
LYPROTEIN ;, ' 


RC_Z38182_at 


H, sapiens partial cDNA sequence; clone c-02a08, 
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In yet another preferred embodiment a T2-T4 stage gene is selected individually 
from any gene comprising a sequence as identified below 



RC_R00083_at 


^e73c08.s1 Homo sapiens cDNA clone 123374 3*. 




,/iftn^ni «s1 Hnmn «saniens cDNA clone 155064 3'. 

flOwCU I.O 1 1 I \J 1 1 1 {J OQUIwl Iw WL«» 1 »l v wiwi iw ■ w www r w • 


RC_T23991_at ! 


seq2147 Homo sapiens cDNA clone NHB3MK-9 3'. 


Df* T7Q1Qft at i 


i/H7nfnR q1 Hnmn aniens cDNA clone 113603 3 1 similar to 

f\J f \J | \J\J, O 1 1 1 wl 1 Iw wdplvl Iw • X#» WlWI IW 11 WWW W W WM»»ltWI 

f*r»ntairic Alii ron^trH\/P plpmpnt* 

^Ul llOll Iw /*\IU iWpwLlllVC CICIIICIIl,. 


KL»_nnl OUOyO_ai 


rn9ftanQ c1 ^tratanpnp colon (#937204^ Homo sapiens CDNA 

clone 587992 3'. 


RU_AA4oyo1 u_r_ 
at 


7vPQHnP ei Qnaroc n\/an/ tiimnr NhHOT Homo saoiens cDNA 

zinnia ft 1 009^ *V 

clone o i Uv7^o o . 


RC_AA490965_at 


aa48f12.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:824207 3'. 


U88047_at 


Human DNA binding protein homolog (DRX) mRNA, partial cds 


X56807_at 


Human DSC2 mRNA for desmocollins type 2a and 2b 


AA011479_at 


zi01b10.r1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 429499 5'. 


AA296821_at 


EST1 12387 Aorta endothelial cells Homo sapiens cDNA 5' end. 


or a sequence as identified below 


RC_AA054726_at 


Zk68e06,s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 488002 3', 


RC_AA206042_at 


Zq77f02,s1 Stratagene hNT neuron (#937233) Homo sapiens 
cDNA clone 647643 3' similar to contains element MSR1 repeti- 
tive element ;, 


RC_R98735_at 


Yr31g12,s1 Homo sapiens cDNA clone 206950 3\ 


AA115572_s_at 


ZI05d11,r1 Soares pregnant uterus NbHPU Homo sapiens cDNA 
clone 491445 5* similar to TR.G895845 G895845 PUTATIVE 
P64 CLCP PROTEIN, ;, 


AA430979_at 


PMY0789 KG1a Lambda Zap Express cDNA Library Homo sa- 
piens cDNA 5', 


AA489287_at 


ab36e04,r1 Stratagene HeLa cell s3 937216 Homo sapiens 
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cl/Inm cione o^t^y iu o , 


D82226_s_at 


similar to TAT-binding protein-2, 


L4AQA QQ o of 


yq^ug iu,r i ooares Teiai liver spieen iixirLo riorno sapiens 
cDNA clone 274386 5', 


ivn io44 — ai 


numan prealbumin gene, complete cos, 


RC_AA026388_at 


ze92c03,s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone ooo4oo 3 , 


RC_AA044601_at 


zk55d05,s1 Soares pregnant uterus NbHPU Homo sapiens 

CDIMA Clone 4oo729 3 , 


RC_AA182030_at 


zp57a03,s1 Stratagene endothelial cell 937223 Homo sapiens 
cLiiNiA cione 0^:4^00 o , 


RC_AA233451_at 


zr30b02,s1 Stratagene NT2 neuronal precursor 937230 Homo 
sapiens cDNA clone 664875 3\ 


RC_AA236493_at 


zr75c10,s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
669234 3\ 


RC_AA401 098_f_ 
at 


zu50g01 f s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 741456 3 1 similar to contains Alu repetitive ele- 
ment, contains element 1 hk repetitive element ;, 


RC_AA441818_at 


zw62f01,s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 

A u nA ~7~7 AG. AC\ Ol 

clone 774049 o , 


RC_AA478109_at 


zt89d04,s1 Soares testis NHT Homo sapiens cDNA clone 
729511 3, 


RC_AA481430_at 


zv06g11,s1 Soares NhHMPu S1 Homo sapiens cDNA clone 

752900 3 , 


RC_AA488878_at 


aa55f02,s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 

IIVIAot:.oZ4ooy o , 


RC_AA599032_at 


ae41h03,s1 Gessler Wilms tumor Homo sapiens cDNA clone 
oyoH-ii o , 




small proiine-ncn protein oPRrv [human, odontogenic kerato- 
cvsts mRNA Partial 317 nfl 


U87459_at 


Human autoimmunogenic cancer/testis antigen NY-ESO-1 
mRNA, complete cds 


U88047_at 


Human DNA binding protein homolog (DRX) mRNA, partial cds 


RC_AA063574_at 


ze25f03,s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
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clone 360029 3' similar to gb:X52104 P68 PROTEIN (HUMAN);, 


RC_AA132524_at 


zo20c04,s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 587430 3' similar to contains Alu repetitive element;, 


RC_F09317_at 


H, sapiens partial cDNA sequence; clone c-2zh11j 


RC_H12863_at 


yj14b12,s1 Homo sapiens cDNA clone 148703 3', 


RC_N33927_s_at 


yv25e09,s1 Homo sapiens cDNA clone 243784 3', 


RC_R08189_at 


yf 1 8f03,s1 Homo sapiens cDNA clone 1 27229 3\ 


RC_R39191_s_at 


yc89c12,s1 Homo sapiens cDNA clone 23345 3', 


RC_T82323_at 


AS322 Homo sapiens cDNA clone AS322 3', 


RC_T90746_at 


yd41f10,s1 Homo sapiens cDNA clone 1 10827 3', 


RC Z39338 at 


H, sapiens partial cDNA sequence; clone c-17f11, 


or preferably any gene comprising a sequence as identified below 


AA011479_at 


zi01b10,r1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 429499 5', 


AA314779_at 


EST1 86601 Colon carcinoma (HCC) cell line II Homo sapiens 
cDNA^end, 


RC_AA084640_at 


zn20d05,s1 Stratagene neuroepithelium NT2RAMI 937234 Ho- 
mo sapiens cDNA clone 547977 3', 


RC_AA121534_at 


zk89d1 1 ,s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 490005 3' similar to gb:X79535 TUBULIN BETA-2 
CHAIN (HUMAN);, 


RC_AA131047_s 
_at 


zo16f05,s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 587073 3', 


RC_AA461549_at 


zx62b09,s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 796025 3', 


RC_AA491465_at 


ab04a05,s1 Stratagene fetal retina 937202 Homo sapiens cDNA 
clone 839792 3', 


RC_AA496936_at 


ae32d03,s1 Gessler Wilms tumor Homo sapiens cDNA clone 
897509 3', 


RC_AA598689_at 


ae49a08,s1 Stratagene lung carcinoma 937218 Homo sapiens 
cDNA clone 950198 3', 


W26392_at 


30g3 Human retina cDNA randomly primed sublibrary Homo 
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sanipns cDNA 


RC_AA004887_at 


zh90g01,s1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 428592 3', 


RC AA135153 at 


TcOAnCO ^1 Stratanpnp colon {#937204^ Homo ^anipn^ cDNA 
clone 587858 3* 


RC AA1 97311 s 

1 W M 1/ \ 1 W f || w 

_at 


zri50e09 s1 Strataaene neuroeoithelium (#937231^ Homo sani- 

faUw WW W |U 1 V-/ I 1 WlOu Wl ' W 1 IWUI WW Witt ■ Wl 1 W 1 1 1 III WW 1 4-_ W III 1 VI 1 1 W W I 

ens cDNA clone 645064 3* similar to gb:M24283 INTERCELLU- 
LAR ADHESION MOLECULE-1 PRECURSOR (HUMAN);, 


RCJ-f80622_at 


yu77b06,s1 Homo sapiens cDNA clone 239795 3\ 


RCJsl64436_at 


za33a09,s1 Homo sapiens cDNA clone 294328 3 f , 


RC_N67583_at 


vz42c02 s1 Homo saoiens cDNA clone 285698 3 1 


RC_R38678_at 


yc89d05,s1 Homo sapiens cDNA clone 23443 3\ 


RC R56066 s at 


va91d08 ^1 Homo ^aoipns cDNA Hnnp 40QQ2 3' 

yy w 1 VJuUfO 1 1 lwi l 1 w OClJa/lwl IO wL/IXA wlwl Iw "TWww*-. w j 


RC R59292 at 

1 \v 1 \wwfawfc. OK 


v/h1fia10 ^1 Homo ^floipn^ cDWA Honp ^7fiftQ ^' 

y 1 1 I \ja 1 w, Oil 1 wl 1 1 w oajJici 10 UL/lNn vlUI Iw w f w<Jw w j 


RC_T24099_at 


seq2287 Homo sapiens cDNA clone Cot250Ft-b4HB3MA-8 3', 


AA1 50364 at 


4.iu/ uuj,i i ww cat wo yji cyi icii il ulciuo imui ir u i lwi i iu ocipiwi to uLyiNr\ 

clone 491597 5' 


AA174185 at 


PTH207 HTCDL1 Homo saoiens cDNA 573' 

1 I ■ 1 £—\-t 1 III n— / 1—' • — 1 1 1 Wl | |W OCIIJId Iw uL/l >!/ V w / w | 


AA452353_i_at 


zx15d05,rt Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 786537 5' 


AB002316 at 


Human mRNA for KIAA0318 aene oartial cds 

1 IMl 1 IMI 1 I 1 1 1 XI v# V I Wl 1 XI/ \f IWW 1 w, W 1 IV | 1 Ltd 1 VVIW | 


H86858_at 


ys72d05,r1 Homo sapiens cDNA clone 220329 5\ 


M93119_s_at 


Human zinc-finger DNA-binding motifs (IA-1) mRNA, complete 
cds 


R72037_at 


yj86c09,r1 Homo sapiens cDNA clone 155632 5\ 


RH AA004974 at 


fciiw / iu^Ijw i oudico icicii liver spieen iiMrLo o i numo sapiens 
cDNA clone 429243 3' similar to contains element MER22 repe- 
titive plempnt ■ 

LlLIVW wlWI I 1 W 1 IL || 


RC_AA004415_at 


zh89b04 t s1 Soares fetal liver spleen 1 NFLS S1 Homo sapiens 
cDNA clone 428431 3\ 


RC_AA007160_at 


13cDNA30A-3,seq Soares infant brain 1NIB Homo sapiens 
cDNA clone H Y1 8-3 3\ 


RC_AA053660_at 


zl74e07,s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 510372 3' similar to contains Alu repetitive element;, 
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RC_AA252603_at 


zs14a11,s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:685148 3', 


RC_AA411944_at 


zu03h01,s1 Soares testis NHT Homo sapiens cDNA clone 
730801 3', 


RC_AA412700_at 


zu12g03,s1 Soares testis NHT Homo sapiens cDNA clone 
731668 3', 


RC_AA430032_at 


zw65f05,s1 Soares testis NHT Homo sapiens cDNA clone 
781089 3', 


RC_AA430368_at 


zw20f06,s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 769859 3', 


RC_AA434113_at 


zw24b1 1 ,s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 770205 3' similar to contains element TAR1 repetitive ele- 
ment ;, , 


RC_AA441791_at 


zw62c02,s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 774626 3', 


RC_AA449419_at 


zx05b03,s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 785549 3", 


RC_AA449914_at 


zx37g02,s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 788690 3', 


RC_D59847_at 


Human fetal brain cDNA 3'-end GEN-070G07, 


T95813_f_at 


ye45f10,r1 Homo sapiens cDNA clone 120715 5" similar to 
gb:V00493_rna1 HEMOGLOBIN ALPHA CHAIN (HUMAN);, 


W80846_at 


zd83f05,r1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 347265 5' similar to SW:SYB2_XENLA P47193 SYNAP- 
TOBREVIN 2 ;, 


RC_AA031360_s 
_at 


zk16f07,s1 Soares pregnant uterus NbHPU Homo sapiens cDNA 
clone 470725 3\ 


RC_AA063624_at 


ze87h05,s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 366009 3' similar to TR:G300372 G300372 CELL 
GROWTH REGULATING NUCLEOLAR PROTEIN, ;, 


RC_AA076238_at 


zm19e04,s1 Stratagene pancreas (#937208) Homo sapiens 
cDNA clone 5261 10 3' similar to contains Alu repetitive element;, 


RC_AA076350_at 


zm91a02,s1 Stratagene ovarian cancer (#937219) Homo sapi- 
ens cDNA clone 545258 3\. 
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RC_AA101983_at 


zk87c02,s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 489794 3' 


RC_AA151245_at 


2l40f12,s1 Soares pregnant uterus NbHPU Homo sapiens cDNA 
clone 504431 3', 


RC_AA164252_f_ 
at 

CI k 


zq46f06,sT Stratagene hNT neuron (#937233) Homo sapiens 
cDNA clone 632771 3' 


RC AA1 67006 at 


zo86b08 s1 Strataaene ovarian cancer (#937219) Homo sapiens 
cDNA clone 593751 3\ 


RC AA206225 at 


zq56g08,s1 Stratagene neuroepithelium (#937231) Homo sapi- 
ens cDNA clone 645662 3\ 


RC_D62834_at 


Human aorta cDNA 3-end GEN-330D04, 


RCJ380981_at 


Human fetal brain cDNA 3'-end GEN-121E12, 


RC_H16772_at 


ym34g02,s1 Homo sapiens cDNA clone 50227 3\ 


RC_N62522_at 


yz74f08,s1 Homo sapiens cDNA clone 288807 3', 




\/5^fi<=»1? <51 Hnmn ^anipn^ rDNIA Hnnp 287086 3* 

y^wuc l &,w I i lui i iu oca ic^i 10 ul/i x/\ viui ic cu r w w w 7 


RC_T10316_s_at 


seq1014 Homo sapiens cDNA clone b4HB3MA-COT8-HAP- 
Ft266 3', 




'7nA0nCV7 q1 .Qnarpc narathwrniH ti imnr WhHPA Hnmn Qanif^riQ 
izuu/ ,o i Quai Co pal au ly i uiu iuimui nunrp i ivji i ikj dapici io 

cDNA clone 322092 3 1 , 


RC__W60582_at 


20125610,51 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 341706 3' similar to gb:M38188 OVARIAN GRANULOSA 
CELL 13,0 KD PROTEIN HGR74 (HUMAN);, 


RC_W84768_at 


zh53d03,s1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 415781 3* similar to contains L1,b1 LI repetitive 
element ;, 



or a sequence as identified below expressed in solid tumors 



RC_AA026418_at 


ze92h01.s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 366481 3'. 


RC_D59847_at 


Human fetal brain cDNA 3'-end GEN-070G07. 


RC_T24099_at 


seq2287 Homo sapiens cDNA clone Cot250Ft-b4HB3MA-8 3'. 


RC_R59292_at 


yh16a10.s1 Homo sapiens cDNA clone 37689 3'. 
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r\o VVOUOOZ 31 


7r40^ain o*1 Qnaroc fotoi hoorf MhHHIQAA/ Mrtmn canbnc rHKIA 
ZU^Oc IVJ.b I Oualcb IcLal licoll IMDrin ISVV nUinU SctpifcJllo UL^ INaA 

clone 341706 3' similar to gb:M38188 OVARIAN GRANULOSA 

PFI 1 1^0 KF> PROTFIN Hf5R74 /HI IMANV 

ulLL I O.U r\L/ rf\UI L_l I V nUf\(*r ^riUIVI/MN^,. 


M63262_at 


Human 5-lipoxygenase activating protein (FLAP) gene 


RC_R38678_at 


yc89d05.s1 Homo sapiens cDNA clone 23443 3'. 


wdu2do — at 


zcLdygu i.ri ooarestetai neart iNDnrnyvv nomo sapiens cuima 
cione o^f*iuyo o . 


AA465016_at 


zx80d02.r1 Soares ovary tumor NbHOT Homo sapiens cDNA 

Hnno ftinDR1 ^ Qimilar to TR fninPOOQI HIDPODQI NIFI JROP- 

OIUlIC O lUwJ I \J olllllICll LL/ 1 r\.\J I U^UUi/ 1 VJ 1 U^UUC/ I IM Lurxvr 

SIN. ;contains element LTR3 repetitive element ;. 


DP T7QRA9 <at 


yQooTu*t.b i nomo sapiens cl/inm uiuno i xhohi o . 




zqooguo.s i oiraiagene neuroepiinenum [tF&of i ) norno sapi- 
ens cDNA clone 645662 3'. 


RC_AA449914_at 


zx37g02.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone / oooyu o . 


RC_F10211_at 


H. sapiens partial cDNA sequence; clone c-3bh08. 


at 


ZV41TU5.S1 soares ovary tumor ndhu i nomo sapiens cuna 
clone 756225 3' similar to TR:G498729 G498729 ZINC FINGER 
PROTEIN ;. 


KvJ_AAUOo 1 U2_S 

_at 


zi/zauo.si otratagene colon (#yof£U4) nomo sapiens cuima 
clone 510130 3'. 


KU_AA4o z H lo_ at 


zw^^i-di i .si ooares ovary xumor iNDnu i nomo sapiens cuima 

r*lnr*»^ 7*7000^ Q' cimilor tr\ r^ntoinc olomont TADi ror\fttiti\/ft olo- 

mpnt • 
1 1 ICl H , . 


Dp AA44.17Q1 at 


clone 774626 3'. 


r\w iMQ / OOP cU 




RC_T96077_at 


ye47b12.s1 Homo sapiens cDNA clone 120863 3'. 


Atsuu^oi o__ai 


1— 1 1 i rv* <^ »-\ mDM A -f i-v r l/IA AAHQ nana r\ort!ol rrlc 

numan itikima Tor i\iaauo io gene, partial cos. 


DP WQfi?99 at 
r\y V v \3\J£-£L/L dl 


dLKS Ixjyu/ .o 1 OUdl Cd Ida! 1 leal l 1^1 k/l II 1 wvv I iyi I lu oajJICllO vL/l M/v 

clone 358620 3\ 


Ml6591_s_at 


Human hemopoietic cell protein-tyrosine kinase (HCK) gene, 
complete cds, clone Iambda-a2/1a ■ 


RC__N59808_at 


yz76b12.s1- Homo sapiens cDNA clone 288959 3\ 
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RC F10040 at 


H. sapiens partial cDNA sequence; clone C-39g09. 


RC_AA461549_at ; 


zx62b09.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 796025 3'. 


RC_W68683_at 


Zd35d04.s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 342631 3'. 


RC_AA084640_at 


zn20d05.s1 Stratagene neuroepithelium NT2RAMI 937234 Ho- 
mo sapiens cDNA clone 547977 3\ 


C01169_at 


HUMGS0007858, Human Gene Signature, ^-directed cDNA 
sequence. 


RC AA491465 at 


ab04a05.s1 Stratagene fetal retina 937202 Homo sapiens cDNA 
clone 839792 3'. 


RCJ/V67564_s_at 


zd41c07.s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 34321 2 3\ 


J03019_s_at 


Human beta-1 -adrenergic receptor mRNA, complete cds. 


RC_H80622_at 


yu77b06.s1 Homo sapiens cDNA clone 239795 3\ 


RC_N34686_at 


yy15h06.s1 Homo sapiens cDNA clone 271355 3\ 


RCJR56066_s_at 


yg91d08.s1 Homo sapiens cDNA clone 40992 3\ 


RC T34611 at 


EST71577 Homo sapiens cDNA 3' end similar to None. 


RC_AA031373_s 
_at 


zk15e12.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 470638 3\ 


X52056_at 


Human mRNA for spi-1 proto-oncogene 


N77564 at 

1 'i 1 I ww~T CI 


vz89a12 r1 Homo saoiens cDNA clone 290278 5\ 


C01765_at 


HUMGS0003713,i )man Gene Signature, 3'-directed cDNA 
sequence. 


RC_AA496936_at 


ae32d03.s1 Gessler Wilms tumor Homo sapiens cDNA clone 
897509 3'. 


RC_AA027103_at 


zk04e03.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 469564 3'. 


RC_R44131_^at 


yg32c1 1 .s1 Homo sapiens cDNA clone 34089 3\ 


RC_N67227_at 


yz48f04.s1 Homo sapiens cDNA clone 286303 3'. 


RC_T96677_at 


ye52f03.s1 Homo sapiens cDNA clone 121373 3 1 . 


RC_AA134965_L 
at 


zo23g05.s1 Stratagene colon (#937204) Homo sapiens cDNA . 
clone 587768 3'. 


RC_T8660D_at 


yd87d10.s1 Homo sapiens cDNA clone 1 15219 3'. 
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RC_AA054087_at 


zf51f03.s1 Soares retina N2b4HR Homo sapiens cDNA clone 
380477 3'. 


A AAAA^,7A at 


n/7fihl n r1 ^narp« total fptus Nb2HF8 9w Homo saDiens cDNA 

bVi UL/lvil 1 vvCll Cd lly Lett 1 uLUO i <■ **J£— I li k/vv i waj/iwi w ■ " » 

5'. 


Dp \A m 70'V\7 at 


\/Qfi4fni q1 Hnmn «ssinipn^ cDNA clone 213817 3 1 similar to 
gb:J04970 CARBOXYPEPTIDASE M PRECURSOR (HU- 
MANVmntainQ Alii rpnptitive element* 


RC_AA017045_at 


ze37d11.s1 Soares retina N2b4HR Homo sapiens cDNA clone 

OQ I 1 / o o . 


AA010324_at 


zi09c03.r1 Soares fetal liver spleen 11MFLS S1 Homo sapiens 


RC_AA234743_at 


zs38b09.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 

RR7AAQ *V 


r\b_nnU O O O s3 a L 


■7f9nHHR q*1 ^nflrp<5 fptal hpart ls!bHH19W Homo saDiens cDNA 
clone 377483 3\ 




•yiA/ROnno g1 Qnamc total fotiiQ Nh9HFR Q\A/ Homo ^aniens cDNA 
clone 784178 3'. 


UQi 7A7 c at 


x/QRO^n*^ M Hnmo ^anipn^ rDNA done 221116 5' 


AA401510_s_at 


zu63c08.r1 Soares testis NHT Homo sapiens cDNA clone 
742670 5'. 


RC_W61239_at 


zd31d10.s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 342259 3'. 


or a sequence as identified below expressed in mixed tumors 


AA203639_at 


zx58c10.r1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 446706 5' similar to contains Alu repetitive element;. 


M11844_at 


Human prealbumin gene, complete cds. 


RC_AA206042_at 


zq77f02.s1 Stratagene hNT neuron (#937233) Homo sapiens 
cDNA clone 647643 3' similar to contains element MSR1 repeti- 
tive element ;. 


RC_N51097_at 


yz03e04.s1 Homo sapiens cDNA clone 281982 3'. 


RC_H05527_at 


yl70f08.s1 Soares infant brain 1NIB Homo sapiens cDNA clone 
43327 3\ 
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AA115572_s_at 


zl05d11.r1 Soares pregnant uterus NbHPU Homo sapiens cDNA 
done 491445 5' similar to TR.G895845 G895845 PUTATIVE 
P64 CLCP PROTEIN. ;: 


RC_H12863_at 


yj14b12.s1 Homo sapiens cDNA clone 148703 3'. 


AA489287_at 


ab36e04.r1 Stratagene HeLa cell s3 93721 6 Homo sapiens 
cDNA clone 842910 5'. 


RC_T96383_at 


ye49h07.s1 Homo sapiens cDNA clone. 121 117 3'. 


RC_H56453_at 


yq98g12.s1 Homo sapiens cDNA clone 203878 3'. 


RC_AA152194_at 


zl03h01.s1 Soares pregnant uterus NbHPU Homo sapiens cDNA 
clone 491281 3'. 


RC_Z38520_at 


H. sapiens partial cDNA sequence; clone c-0ecl05. 


RC_R38944_at 


yd06g09.s1 Homo sapiens cDNA clone 25061 3' similar to con- 
tains Alu repetitive element;. 


RC_AA133926_at 


zo16e11.s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 587084 3'. 


RC_N69908_f_at 


za68f06.s1 Homo sapiens cDNA clone 297731 3' similar to 
gb:X59244 ZINC FINGER PROTEIN 43 (HUMAN);. 


RC_AA151945_at 


zo02c02.s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 566498 3' similar to contains Alu reDetitive element" 


S83308_at 


SOX5=Sry~related HMG box gene {alternatively spliced} [human, 
testis, mRNA, 1473 nt] 


RC_AA406570_at 


zv11b06 s1 Soares NhHMPu S1 Homo saoiens cDNA clone 
753299 3'. 


RC_AA058314_at 


zl67g04.s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 509718 3' similar to contains Alu repetitive ele- 
ment;contains element PTR5 repetitive element ;. 


RC_R98735_at 


yr31g12.s1 Homo sapiens cDNA clone 206950 3\ 



The genes selected may be a gene from each gene group being expressed, in a 
significantly lower amount in that stage than in one of the other stages. 



5 Expression patterns 

The objects of the invention are achieved by providing one or more of the 
embodiments described below. In one embodiment a method is provided for 
determining an expression pattern of a cell sample preferably independent of the 
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proportion of submucosal, muscle and connective tissue cells present. Expression is 
determined of one or more genes in a sample comprising cells, said genes being 
selected from the same genes as discussed above and shown in the tables. 

5. It is an object, of the present invention that characteristic patterns of expression of 
genes can be used to characterize different types of tissue. Thus, for example gene 
expression patterns can be used to characterize stages and grades of bladder 
tumors. Similarly, gene expression patterns can be used to distinguish cells having a 
bladder origin from other cells. Moreover, gene expression of cells which routinely 
10 . contaminate bladder tumor biopsies has been identified, and such gene expression 
can be removed or subtracted from patterns obtained from bladder biopsies. 
Further, the gene expression patterns of single-cell solutions of bladder tumor cells 
have been found to be substantially without interfering expression of contaminating 
muscle, submucosal, and connective tissue cells than biopsy samples. 

15 

The one or more genes exclude genes which are expressed in the submucosal, 
muscle, and connective tissue. A pattern of expression is formed for the sample 
which is independent of the proportion of submucosal, muscle, and connective 
tissue cells in the sample. 

20 

In another aspect of the invention a method of determining an expression pattern of 
a cell sample is provided. Expression is determined of one or more genes in a 
sample comprising cells. A first pattern of expression is thereby formed for the 
sample. Genes which are expressed in submucosal, muscle, and connective tissue 
25 cells are removed from the first pattern of expression, forming a second pattern of 
expression which is independent of the proportion of submucosal, muscle, and 
connective tissue cells in the sample. 

Another embodiment of the invention provides a method for determining an 
30 expression pattern of a bladder mucosa or bladder cancer cell. Expression is 
determined of one or more genes in a sample comprising bladder mucosa or 
bladder cancer cells; the expression determined forms a first pattern of expression. 
A second pattern of expression which was formed using the one or more genes and 
a sample comprising predominantly submucosal, muscle, and connective tissue 
35 cells, is subtracted from the first pattern of expression, forming a third pattern of 
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expression. The third pattern of expression reflects expression of the bladder 
mucosa or bladder cancer cells independent of the proportion of submucosal, 
muscle, and connective tissue cells present in the sample. 

5 Diagnosing 

In another embodiment of the invention a method is provided for detecting an * 
invasive tumor in a patient. A marker is detected in a sample of a body fluid. The 
body fluid is selected. from the group consisting of blood, plasma, serum, faeces, 
mucus, sputum, cerebrospinal fluid and/or urine. The marker is an mRNA or protein 
.10 expression product of a gene which is more prevalent in submucosal, muscle, and 
connective tissue than in the body fluid. An increased amount of the marker in the 
body fluid indicates a tumor which has become invasive in the patient. 

In another aspect of the invention a method is provided for diagnosing a bladder 
15 . cancer. A first pattern of expression is determined of one or more genes in a sample 
from bladder tissue suspected of being neoplastic. The first pattern of expression is 
compared to a second and third reference pattern of expression. The second pattern 
is of the one or more genes in normal bladder mucosa and the third pattern is of the 
one or more genes in bladder cancer. A first pattern of expression which is found to 
20 be more similar to the third pattern than the second indicates neoplasia of the 
bladder tissue sample. 

According to yet another aspect of the invention a method is provided for predicting 
the outcome, or prescribing a treatment of a bladder tumor. A first pattern of 

25 expression is determined of one or more genes in a bladder tumor sample. The first 
pattern is compared to one or more reference patterns of expression determined for 
bladder tumors at a grade between I and IV. The reference pattern which shares 
maximum similarity with the first pattern is identified. The outcome or treatment 
appropriate for the grade of tumor of the reference pattern with the maximum 

30 similarity is assigned to the bladder tumor sample. 

In another embodiment of the invention a method is provided for determining the 
grade of a bladder tumor. A first pattern of expression is determined of one or more 
genes in a bladder tumor sample. The first pattern is compared to one or more 
35 reference patterns of expression determined for bladder tumors at a grade between 
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I and IV. The grade of the reference pattern with the maximum similarity is assigned 
to the bladder tumor sample. 

Yet another embodiment of the invention provides a method to determine the stage 
5 of/a bjadder tumor as described above. A first pattern of expression is determined of 
one or more genes in a bladder tumor sample. The first pattern is compared to one 
or more reference patterns of expression determined for bladder tumors at different 
stages. The reference pattern which shares maximum similarity with the first pattern 
is identified.. The stage of the reference pattern with the maximum similarity is 
1 0 assigned to the bladder tumor sample. 

In still another embodiment .of the invention a method is provided for identifying a 
tissue sample as being from bladder. A first pattern of expression is determined for 
one or more genes in a tissue sample. The first pattern is compared to a second 
15 pattern of expression determined, obtained for normal mucosa cells. Similarities 
between the first and the second patterns suggest that the tissue sample is mucosa 
in its origin. This method being particularly useful when diagnosing metastasis 
possibly distant from its origin. 



20 Another aspect of the invention is a method to aid in diagnosing, predicting the 
outcome, or prescribing treatment of bladder cancer. A first pattern of expression is 
determined for one or more genes in a first bladder tissue sample. And a second 
pattern of expression is determined for the one or more genes in a second bladder 
tissue sample. The first bladder tissue sample is a normal bladder mucosa sample 

25 or an earlier stage or lover grade of bladder tumor than the second bladder tissue 
sample. The first pattern of expression is compared to the second pattern of 
expression to identify a first set of genes which are increased in the second bladder 
tissue sample relative to the first bladder tissue sample, and a second set of genes 
which are decreased in the second bladder tissue sample relative to the first bladder 

30 tissue sample. Those genes which are expressed in submucosal, muscle or 
connective tissue are removed from the first set of genes. Those genes which are 
not expressed in submucosal, muscle, or connective tissue are removed from the 
second set of genes. 
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Independence of submucosal, muscle and connective tissue 

Since a biopsy of the tissue often contains more tissue material such as connective 
tissue than the tissue to be examined, when the tissue to be examined is epithelial 
or mucosa, the invention also relates to methods, wherein the expression pattern of 
5 the tissue is independent of the amount of connective tissue in the sample. 

Biopsies contain epithelial cells that most often are the targets for the studies, and in 
addition many other cells that contaminate the epithelial cell fraction to a varying 
extent. The contaminants include histiocytes, endothelial cells, leukocytes, nerve cells, 

10 . muscle cells etc. Micro dissection is the method of choice for DISIA examination, but in 
the case of expression studies this procedure is difficult due to RNA degradation during 
the procedure. The epithelium may be gently removed and the expression in the 
remaining submucosa and underlying connective tissue (the bladder wall) monitored. 
Genes expressed at high or low levels in the bladder wall should be interrogated when 

1 5 performing expression monitoring of the mucosa and tumors. A similar approach could 
be used for studies of epithelia in other organs. 

In one embodiment of the invention normal mucosa lining the bladder lumen from 
bladders for cancer is scraped off. Then biopsies is taken from the denuded 
20 submucosa and connective tissue, reaching approximately 5 mm into the bladder wall, 
and immediately disintegrated in guanidinium isothiocyanate. Total RNA may be 
extracted, pooled, and poly(A) + mRNA may be prepared from the pool followed by 
conversion to double-stranded cDNA and in vitro transcription into cRNA containing 
biotin-labeled CTP and UTP. 

25 

. Genes that are expressed and genes that are not expressed in bladder wall can both 
interfere with the interpretation of the expression in a biopsy, and should be considered 
when interpreting expression intensities in tumor biopsies, as the bladder wall 
component of a biopsy varies in amount from biopsy to biopsy. 

30 

When having determined the pattern of genes expressed in bladder wall components 
said pattern may be subtracted from a pattern obtained from the sample resulting in a 
third pattern related to the mucosa (epithelial) cells. 
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In another aspect of the invention a method is provided for determining an 
expression pattern of a bladder tissue sample independent of the proportion of 
submucosal, muscle and connective tissue cells present A single-cell suspension of 
disaggregated bladder tumor cells is isolated from a bladder tissue sample 
5 comprising bladder tumor cells is isolated from a bladder tissue sample comprising 
bladder cells, submucosal cells, muscle cells, and connective tissue cells. A pattern 
of expression is thus formed for the sample which is independent of the proportion 
of submucosal, muscle, and connective tissue cells in the bladder tissue sample. 

10 Yet another method relates to the elimination of mRNA from bladder wall 
components before determining the pattern, e.g. by filtration and/or affinity 
chromatography to remove mRNA related to the bladder wall. 

Detection 

15 Working with human tumor material requires biopsies, and working with RNA 
requires freshly frozen or immediately processed biopsies, or chemical pretreatment 
of the biopsy. Apart from the cancer tissue, biopsies do inevitably contain many 
different cell types, such as cells present in the blood, connective and muscle tissue, 
endothelium etc. In the case of DNA studies, microdissection or laser capture are 

20 methods of choice, however the time-dependent degradation of RNA makes it 
difficult to perform manipulation of the tissue for more than a few minutes. 
Furthermore, studies of expressed sequences may be difficult on the few cells 
obtained via microdissection or laser capture, as these cells may have an 
expression pattern that deviates from the predominant pattern in a tumor due to 

25 large intratumoral heterogeneity. 

In the present context high density expression arrays may be used to evaluate the 
impact of bladder wall components in bladder tumor biopsies, and tested 
preparation of single cell solutions as a means of eliminating the contaminants. The 
30 results of these evaluations permit for the design of methods of evaluating bladder 
samples without the interfering background noise caused by ubiquitous 
contaminating submucosal, muscle, and connective tissue cells. The evaluating 
assays of the invention may be of any type. 
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While high density expression arrays can be used, other techniques are also 
contemplated. These include other techniques for assaying for specific mRNA 
species, including RT-PCR and Northern Blotting, as well as techniques for 
assaying for particular protein products, such as ELISA, Western blotting, and 
5 enzyme assays. Gene expression patterns according to the present invention are 
determined by measuring any gene product of a particular gene, including mRNA 
and protein. A pattern may be for one or more genes. 

RNA or protein can. be isolated and assayed from a test sample using any 
10 techniques known in the art. They can for example be isolated from a fresh or frozen 
biopsy, from formalin-fixed tissue, from body fluids, such as blood, plasma, serum, 
urine, or sputum. 

Detection of expression 

15 Expression of genes may in general be detected by either detecting mRNA from the 
cells and/or detecting expression products, such as peptides and proteins. 

mRNA detection 

The detection of mRNA of the invention may be a tool for determining the 

20 developmental stage of a cell type which may be definable by its pattern of 
expression of messenger RNA. For example, in particular stages of cells, high levels 
of ribosomal RNA are found whereas relatively low levels of other types of 
messenger RNAs may be found. Where a pattern is shown to be characteristic of a 
stage, said stage may be defined by that particular pattern of messenger RNA 

25 expression. The mRNA population is a good determinant of a developmental stage, 
and may . be correlated with other structural features of the cell. In this manner, cells 
at specific developmental stages will be characterized by the intracellular 
environment, as well as the extracellular environment. The present invention also 
allows the combination of definitions based in part upon antigens and in part upon 

30 mRNA expression. In one embodiment, the two may be combined in a single 
incubation step. A particular incubation condition may be found which is compatible 
with both hybridization recognition and non-hybridization recognition molecules. 
Thus, e.g. an incubation condition may be selected which allows both specificity of 
antibody binding and specificity of nucleic acid hybridization. This allows 

35 simultaneous performance of both types of interactions on a single matrix. Again, 
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where developmental mRNA patterns are correlated with structural features, or with 
probes which are able to hybridize to intracellular mRNA populations, a cell sorter 
may be used to sort specifically those cells, having desired mRNA population 
patterns. 

5 . 

It is within the general scope of the present invention to provide methods for the 
detection of mRNA. Such methods often involve sample extraction, PCR 
amplification, nucleic acid fragmentation and labeling, extension reactions, and 
transcription reactions. 

10 

Sample preparation 

The nucleic acid (either genomic DNA or mRNA) may be isolated from the sample 
according to any of a number of methods well known to those of skill in the art. One 
of skill will appreciate that where alterations in the copy number of a gene are to be 
15 detected genomic DNA is preferably isolated. Conversely, where expression levels 
of a gene or genes are to be detected, preferably RNA (mRNA) is isolated. 

Methods of isolating total mRNA are well known to those of skill in the art. In one 
embodiment, the total nucleic acid is isolated from a given sample using, for 

20 example, an acid guanidinium-phenol-chloroform extraction method and polyA.sup. 
and mRNA is isolated by oligo dT column chromatography or by using (dT)n 
magnetic beads (see, e.g., Sambrook et al., Molecular Cloning: A Laboratory 
Manual (2nd ed.), Vols. 1-3, Cold Spring Harbor Laboratory, (1989), or Current 
Protocols in Molecular Biology, F. Ausubel et al., ed. Greene Publishing and Wiley- 

25 Interscience, New York (1987)). 

The sample may be from tissue and/or body fluids, as defined elsewhere herein. 
Before analyzing the sample, e.g., on an oligonucleotide array, it will often be . 
desirable to perform one or more sample preparation operations upon the sample. 
30 Typically, these sample preparation operations will include such manipulations as 
extraction of intracellular material, e.g., nucleic acids from whole cell samples, 
viruses, amplification of nucleic acids, fragmentation, transcription, labeling and/or 
extension reactions. One or more of these various operations may be readily 
incorporated into the device of the present invention. 
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DNA Extraction 

DNA extraction may be relevant under circumstances where possible mutations in 
the genes are to be determined in addition to the determination of expression of the 
5 genes. 

For those embodiments where whole cells, or other tissue samples are being 
analyzed, it will typically be necessary to extract the nucleic acids from the cells or 
viruses, prior to continuing with the various sample preparation operations. 
10 Accordingly, following sample collection, nucleic acids may be liberated from the 
collected cells, viral coat etc. into a crude extract followed by additional treatments 
to prepare the sample for subsequent operations, such as denaturation of 
contaminating (DNA binding) proteins, purification, filtration and desalting. 

15 Liberation of nucleic acids from the sample cells, and denaturation of DNA binding 
proteins may generally be performed by physical or chemical methods. For 
example, chemical methods generally employ lysing agents to disrupt the cells and 
extract the nucleic acids from the cells, followed by treatment of the extract with 
chaotropic salts such as guanidinium isothiocyanate or urea to denature any 

20 contaminating and potentially interfering proteins. 

Alternatively, physical methods may be used to extract the nucleic acids and 
denature DNA binding proteins, such as physical protrusions within microchannels 
or sharp edged particles piercing cell membranes, and extract their contents. 
25 Combinations of such structures with piezoelectric elements for agitation can 
provide suitable shear forces for lysis. 

More traditional methods of cell extraction may also be used, e.g., employing a 
channel with restricted cross-sectional dimension which causes cell lysis when the* 
30 sample is passed through the channel with sufficient flow pressure. Alternatively, 
cell extraction and denaturing of contaminating proteins may be carried out by 
applying an alternating electrical current to the sample. More specifically, the sample 
of cells is flowed through a microtubular array while an alternating electric current is 
applied across the fluid flow. Subjecting cells to ultrasonic agitation, or forcing cells 
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through microgeometry apertures, thereby subjecting the cells to high shear stress 
resulting in rupture are also possible extraction methods. 

Filtration 

5 Following extraction, it will often be desirable to separate the nucleic acids from 
other elements of the crude extract, e.g. denatured* proteins, cell membrane 
particles and salts. Removal of particulate matter is generally .accomplished by 
filtration or flocculation. Further, :where chemical denaturing methods are used, it 
. may be desirable to desalt the sample prior to proceeding to the next step. Desalting 

10 of the sample , and isolation of the nucleic acid may generally be carried out in a 
single step, e.g. by binding the nucleic acids to a solid phase and washing away the 
contaminating salts, or performing gel filtration chromatography on the sample 
passing salts through dialysis membranes. Suitable solid supports for nucleic acid 
binding include e.g. diatomaceous earth or silica (i.e., glass wool). Suitable gel 

15 exclusion media also well known in the art may be readily incorporated into the 
devices of the present invention and is commercially available from, e.g., Pharmacia 
and Sigma Chemical. 

Alternatively, desalting methods may generally take advantage of the high 
20 electrophoretic mobility and negativity of DNA compared to other elements. 
Electrophoretic methods may also be utilized in the purification of nucleic acids from 
other cell contaminants and debris. Upon application of an appropriate electric field, 
the nucleic acids present in; the sample will migrate toward the positive electrode 
and become trapped on the capture membrane. Sample impurities remaining free of 
25 the membrane are then washed away by applying an appropriate fluid flow.. Upon 
reversal of the voltage, the nucleic acids are released from the membrane in a 
substantially purer form. Further, coarse filters may also be overlaid on the barriers 
to avoid any fouling of the barriers. by particulate matter, proteins or nucleic acids, 
thereby permitting repeated use. . 

30 

Separation of contaminants by chromatography 

In a similar aspect, the high electrophoretic mobility of nucleic acids with their 
negativie charges, may be utilized to separate nucleic acids from contaminants by 
utilizing a short column of a gel or other appropriate matrices or gels which will slow 
35 or retard the flow of other contaminants while allowing the faster nucleic acids to 
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pass. . 

This invention provides nucleic acid affinity matrices that bear a large number of 
different nucleic acid affinity ligands allowing the simultaneous selection and 
5 removal of a large number of preselected nucleic acids from the sample. Methods of 
producing such affinity matrices are also provided. In general the methods involve 
the steps of a) providing a nucleic acid amplification template array comprising a 
• surface to which are attached at least 50 oligonucleotides having different nucleic 
acid sequences, and wherein each different oligonucleotide, is localized in a 

10 . predetermined region of said surface, the density of said oligonucleotides is greater 
than about 60 different oligonucleotides per 1 cm.sup.2, and all of said different 
oligonucleotides have an identical terminal 3' nucleic acid sequence and an identical 
terminal 5 f nucleic acid sequence, b) amplifying, said multiplicity of oligonucleotides 
to provide a pool of amplified nucleic acids; and c) attaching the pool of nucleic 

1 5 acids to a solid support. 

For example, nucleic acid affinity chromatography is based on the tendency of 
complementary, single-stranded nucleic acids to form a double-stranded or duplex 
structure through complementary base pairing. A nucleic acid (either DNA or RNA) 

20 can easily be attached to a solid substrate (matrix) where it acts as an immobilized 
ligand that interacts with and forms duplexes with complementary nucleic acids 
present in a solution contacted to the immobilized ligand. Unbound components can 
- be washed away from the bound complex to either provide a solution lacking the 
target molecules bound to the affinity column, or to provide the isolated target 

25 molecules themselves. The nucleic acids captured in a hybrid duplex can be 
. separated and released from the affinity matrix by denaturation either through heat, 
adjustment of salt concentration, or the use of .a destabilizing agent such as 
formamide, TWEEN.TM.-20 denaturing agent, or sodium dodecyl sulfate (SDS). 

30 Affinity columns (matrices) are typically used either to isolate a single nucleic acid 
typically by providing a single species of affinity ligand. Alternatively, affinity columns 
bearing a single affinity ligand (e.g. oligo dt columns) have been used to isolate a 
multiplicity of nucleic acids where the nucleic acids all share a common sequence 
(e.g. a polyA). 

35 
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Affinity matrices 

The type of affinity matrix used depends on the purpose of the analysis. For 
example, where it is desired to analyze mRNA expression levels of particular genes 
in a complex nucleic acid sample (e.g., total mRNA) it is often desirable to eliminate 
5 nucleic acids produced by genes that are constitutively overexpressed and thereby 
tend to mask gene products expressed at characteristically lower levels. Thus, in 
one embodiment, the affinity matrix can be used to remove a number of preselected 
gene products (e.g., actin, GAPDH, etc.). This is accomplished by providing an 
affinity matrix bearing, nucleic acid affinity ligands complementary to the gene 
10. . products (e.g., mRNAs or nucleic acids derived therefrom) or. to subsequences 
thereof. Hybridization of the nucleic acid sample to the affinity matrix will result in 
duplex formation between the affinity ligands and their target nucleic acids. Upon 
elution of the sample from the affinity matrix, the matrix will retain the duplexes 
nucleic acids leaving a sample depleted of the overexpressed target nucleic acids. 

15 

The affinity matrix can also be used to identify unknown mRNAs or cDNAs in a 
sample. Where the affinity matrix contains nucleic acids complementary to every 
known gene (e.g., in a cDNA library, DNA reverse transcribed from an mRNA, 
mRNA used directly or amplified, or polymerized from a DNA template) in a sample, 
20 capture of the known nucleic acids by the affinity matrix leaves a sample enriched 
for those nucleic acid sequences that are unknown. In effect, the affinity matrix is 
used to perform a subtractive hybridization to isolate unknown nucleic acid 
sequences. The remaining "unknown" sequences can then be purified and 
sequenced according to standard methods. 

25 

The affinity matrix can also.be used to capture (isolate) and thereby purify, unknown 
nucleic acid sequences. For example, an affinity matrix can be prepared that 
, contains nucleic acid (affinity ligands) that are complementary to sequences not 
previously identified, or not previously known to be expressed in a particular nucleic 
30 acid sample. The sample is then hybridized to the affinity matrix and those 
sequences that are retained on the affinity matrix are "unknown" nucleic acids. The 
retained nucleic acids can be eluted from the matrix (e.g. at increased temperature, 
increased destabilizing agent concentration, or decreased salt) and the nucleic acids 
can then be sequenced according to standard methods. 
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Similarly, the affinity matrix can be used to efficiently capture (isolate) a number of 
known nucleic acid sequences. Again, the matrix is prepared bearing nucleic acids 
complementary to those nucleic acids it is desired to isolate. The sample is 
5 contacted to the. matrix under conditions where the complementary nucleic acid 
sequences hybridize to the affinity ligands in the matrix. The non-hybridized material 
is washed off the matrix leaving the desired sequences bound. The hybrid duplexes 
are then denatured providing a- pool of the isolated nucleic acids. The different 
nucleic acids in the . pool, can be subsequently separated according: to standard 
10 methods (e.g. gel electrophoresis). 

As indicated above the affinity matrices can be used to selectively remove nucleic 
acids from virtually any sample containing nucleic acids (e.g. in a cDNA library, DNA 
reverse transcribed from an mRNA, mRNA used directly or amplified, or 
15 polymerized from a DNA template, and so forth). The nucleic acids adhering to the 
column can be removed by washing with a low salt concentration buffer, a buffer 
containing a destabilizing agent such as formamide, or by elevating the column 
temperature. 

20 In one particularly preferred embodiment, the affinity matrix can be used in a method 
to enrich a sample for unknown RNA sequences (e.g. expressed sequence tags 
(ESTs)). The method involves first providing an affinity matrix bearing a library of 
oligonucleotide probes specific to known RNA (e.g., EST) sequences. Then, RNA 
from undifferentiated and/or unactivated cells and RNA from differentiated or 

25 activated or pathological (e.g., transformed) or otherwise having a different 
metabolic state are separately hybridized against the affinity matrices to provide two 
pools of RNAs lacking the known RNA sequences. 

In a preferred embodiment, the affinity matrix is packed into a columnar casing. The 
30 sample is then applied to the affinity matrix (e.g. injected onto a column or applied to 
a column by a pump such as a sampling pump driven by an autosampler). The 
affinity matrix (e.g. affinity column) bearing the sample is subjected to conditions 
under which the nucleic acid probes comprising the affinity matrix hybridize 
specifically with complementary target nucleic acids. Such conditions are 
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accomplished by maintaining appropriate pH, salt and temperature conditions to 
facilitate hybridization as discussed above. 

For a number of applications, it may be desirable to extract and separate messenger 

5 RNA from cells, cellular debris, and other contaminants. As such, the device of the 
present invention may, in some cases, include a mRNA purification chamber or 
channel. In general, such purification takes advantage of the poly-A tails on mRNA. 
In particular and as noted above, poly- T oligonucleotides may be immobilized 
within a chamber or channel of the device to serve as affinity ligands for mRNA. 

10 Poly-T oligonucleotides may . be immobilized upon a solid support incorporated 
within the chamber or channel, or alternatively, may be immobilized upon the 
surface(s) of the chamber or channel itself. Immobilization of oligonucleotides on the 
surface of the chambers or channels may be carried out by methods described 
herein including, e.g., oxidation and silanation of the surface followed by standard 

15 DMT synthesis of the oligonucleotides. 

In operation, the lysed sample is introduced to a high salt solution to increase the 
ionic strength for hybridization, whereupon the mRNA will hybridize to the 
immobilized poly-T. The mRNA bound to the immobilized poly-T oligonucleotides is 
then washed free in a low ionic strength buffer. The poy-T oligonucleotides may be 

20 immobiliized upon poroussurfaces, e.g., porous silicon, zeolites silica xerogels, 
scintered particles, or other solid supports. 

Hybridization 

Following sample preparation, the sample can be subjected to one or more different 
25 analysis operations. A variety of analysis operations may generally be performed, 
.? .. including size based analysis using, e.g., microcapillary electrophoresis, and/or 
sequence based analysis using, e.g., hybridization to an oligonucleotide array. 

In the latter case, the nucleic acid sample may be probed using an array of 
30 oligonucleotide probes. Oligonucleotide arrays generally include a substrate having 
a large number of positionally distinct oligonucleotide probes attached to the 
substrate. These arrays may be produced using mechanical or light directed 
synthesis methods which incorporate a combination of photolithographic methods 
and solid phase oligonucleotide synthesis methods. 

35 
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Light directed synthesis of oligonucleotide arrays 

The basic strategy for light directed synthesis of oligonucleotide arrays is as follows. 
The surface of a solid support, modified with photosensitive protecting groups is 
illuminated through a photolithographic mask, yielding reactive hydroxyl groups in 

5 the illuminated regions. A selected nucleotide, typically in the form of a 3-0- 
phosphoramidite-activated deoxynucleoside (protected at the 5' hydroxyl with a 
photosensitive protecting , group), is then presented to the surface and coupling 
occurs at the sites that were . exposed to light. Following capping and oxidation,, the 
substrate is rinsed and the surface is illuminated through a second mask to expose 

10 . additional hydroxyl groups for coupling. A second selected nucleotide (e.g., 5'- 
protected, 3'-0-phosphoramidite~activated deoxynucleoside) is presented to the 
surface. The selective deprotection and coupling cycles are repeated until the 
desired set of products is obtained. Since photolithography is used the process can 
be readily miniaturized to generate high density arrays of oligonucleotide probes. 

15 Furthermore, the sequence of the oligonucleotides at each site is known. See Pease 
et al. Mechanical synthesis methods are similar to the light directed methods except 
involving mechanical direction of fluids for deprotection and addition in the synthesis 
steps. 

20 For some embodiments, oligonucleotide arrays may be prepared having all possible 
probes of a given length. The hybridization pattern of the target sequence on the 
array may be used to reconstruct the target DNA sequence. Hybridization analysis 
of large numbers of probes can be used to sequence long stretches, of DNA or 
provide an oligonucleotide array.which is specific and complementary to a particular 

25 nucleic acid sequence.- For example, in particularly preferred aspects, the 
,-..-v. oligonucleotide- array will ;Contain oligonucleotide probes which are complementary, 
to specific target sequences, and individual or multiple mutations of these. Such 
arrays are particularly useful in the diagnosis of specific disorders which are 
characterized by the presence of a particular nucleic acid sequence. 

30 

Following sample collection and nucleic acid extraction, the nucleic acid portion of 
the sample is typically subjected to one or more preparative reactions. These 
preparative reactions include in vitro transcription, labeling, fragmentation, 
amplification and other reactions. Nucleic acid amplification increases the number of 
35 copies of the target nucleic acid sequence of interest. A variety of amplification 
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methods are suitable for use in the methods and device of the present invention, 
including for example, the polymerase chain reaction method or (PCR), the ligase 
chain reaction (LCR), self sustained sequence replication (3SR), and nucleic acid 
based sequence amplification (NASBA). 

5 

The latter two amplification methods involve isothermal reactions based on 
isothermal transcription, which produce both single stranded RNA (ssRNA) and 
double stranded DNA (dsDNA) as the amplification products in a ratio , of 
approximately . 30 or 100 to 1, respectively. As a result, where these latter methods 
10 are employed, sequence analysis may be carried out using either type of substrate, 
i.e. complementary to either DNA or RNA. 

Frequently, it is desirable to amplify the nucleic acid sample prior to hybridization. 
One of skill in the art will appreciate that whatever amplification method is used, if a 
15 quantitative result is desired, care must be taken to use a method that maintains or 
controls for the relative frequencies of the amplified nucleic acids. 

PCR 

Methods of "quantitative" amplification are well known to those of skill in the art. For 

20 example, quantitative PCR involves simultaneously co-amplifying a known quantity 
of a control sequence using the same primers. This provides an internal standard 
that may be used to calibrate the PCR reaction. The high density array may then 
include probes specific to the internal standard for quantification of the amplified 
nucleic acid. 

25 - 

. Thus, in one embodiment, this invention provides for a method of optimizing, a probe 
. set for detection of a particular gene. Generally, this method involves providing a 
high density array containing a multiplicity of probes of one or more particular 
length(s) that are complementary, to subsequences of the mRNA transcribed by the 

30 target gene. In one embodiment the high density array may contain every probe of a 
particular length that is complementary to a particular mRNA. The probes of the high 
density array are then hybridized with their target nucleic acid alone and then 
hybridized with a high complexity, high concentration nucleic acid sample that does 
not contain the targets complementary to the probes. Thus, for example, where the 

35 target nucleic acid is an RNA, the probes are first hybridized with their target nucleic 
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acid alone and then hybridized with RNA made from a cDNA library (e.g., reverse 
transcribed polyA.sup.+ mRNA) where the sense of the hybridized RNA is opposite 
that of the target nucleic acid (to insure that the high complexity sample does not 
contain targets for the probes). Those probes that show a strong hybridization signal 
5 with their target and little or no cross-hybridization with the high complexity sample 
are preferred probes for use in the high density arrays of this invention. 

- PCR amplification generally involves the use of one strand of the target nucleic acid 
sequence as a. template for producing a large number of complements to that 

10 sequence.. Generally, two primer sequences complementary to different ends of a 
segment of the complementary strands of the target sequence hybridize with their 
respective strands of the target sequence, and in the presence of polymerase 
enzymes and nucleoside triphosphates, the primers are extended along the target 
sequence. The extensions are melted from the target sequence and the process is 

15 repeated, this time with the additional copies of the target sequence synthesized in 
the preceding steps. PCR amplification typically involves repeated cycles of 
denaturation, hybridization and extension reactions to produce sufficient amounts of 
the target nucleic acid. The first step of each cycle of the PCR involves the 
separation of the nucleic acid duplex formed by the primer extension. Once the 

20 strands are separated, the next step in PCR involves hybridizing the separated 
strands with primers that flank the target sequence. The primers are then extended 
to form complementary copies of the target strands. For successful PCR 
amplification, the primers are designed so that the position at which each primer 
hybridizes along a duplex sequence is such that an extension product, synthesized 

25 from one primer, when separated from the template (complement), serves as a 
• template for the extension of. the other primer. The cycle of denaturation, 
hybridization, and extension is repeated. as many times as necessary to obtain the 
desired amount of amplified nucleic acid. 

30 In PCR methods, strand separation is normally achieved by heating the reaction to a 
sufficiently high temperature for a sufficient time to cause the denaturation of the 
duplex but not to cause an irreversible denaturation of the polymerase. Typical heat 
denaturation involves temperatures ranging from about 80.degree. C. to 105.degree. 
C. for times ranging from seconds to minutes. Strand separation, however, can be 

35 accomplished by any suitable denaturing method including physical, chemical, or 
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enzymatic means. Strand separation may be induced by a helicase, for example, or 
an enzyme capable of exhibiting helicase activity. 

In addition to PCR and IVT reactions, the methods and devices of the present 
5 invention are also applicable to a number of other reaction types, e.g., reverse 
transcription, nick translation, and the like. 

Labelling before hybridization 

The nucleic acids in a- sample will generally be labeled to facilitate detection in 
.10 subsequent steps. Labeling may be carried out during the amplification, in vitro 

transcription or nick translation processes. In particular, amplification, in vitro 

transcription or nick translation may incorporate a label into the amplified or 

transcribed sequence, either through the use of labeled primers or the incorporation 

of labeled dNTPs into the amplified sequence. 
15 Hybridization between the sample nucleic acid and the oligonucleotide probes upon 

the array is then detected, using, e.g., epifluorescence confocal microscopy. 

Typically, sample is mixed during hybridization to enhance hybridization of nucleic 

acids in the sample to nucleoc acid probes on the array. 

20 Labelling after hybridization 

In some cases, hybridized oligonucleotides may be labeled following hybridization. 
For example, where biotin labeled dNTPs are used in, e.g. amplification or 
transcription, streptavidin linked- reporter groups may be used to label hybridized • 
complexes. Such operations are readily integratable into the systems of the present 

25 invention.- Alternatively, the nucleic acids in the sample may be labeled following 
amplification. Post amplification labeling typically involves the covalent attachment- 
of a particular detectable group upon the amplified sequences. Suitable labels or 
detectable groups include a. variety of fluorescent or radioactive labeling groups well 
known in the art. .These labels may also be coupled to the sequences using 

30 methods that are well known in the art. 

Methods for detection depend upon the label selected. A fluorescent label is 
preferred because of its extreme sensitivity and simplicity. Standard labeling 
procedures are used to determine the positions where interactions between a 
35 sequence and a reagent take place. For example, if a target sequence is labeled 
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and exposed to a matrix of different probes, only those locations where probes do 
interact with the target will exhibit any signal. Alternatively, other methods may be 
used to scan the matrix to determine where interaction takes place. Of course, the 
spectrum of interactions may be determined in a temporal manner by. repeated 
5 scans of interactions which occur at each of a multiplicity of conditions. However, 
instead of testing each individual interaction separately, a multiplicity of sequence 
interactions may be simultaneously determined on a matrix. 



Means of detecting labeled target (sample) nucleic acids hybridized to the probes of 
10 the high density array are known to those of skill in the art. Thus, for example, where 
a colorimetric label is used, simple visualization of the label is sufficient. Where a 
radioactive labeled probe is used, detection of the radiation (e.g with photographic 
film or a solid state detector) is sufficient. 

In a preferred embodiment, however, the target nucleic acids are labeled with a 
15 fluorescent label and the localization of the label on the probe array is accomplished 
with fluorescent microscopy. The hybridized array is excited with a light source at 
the excitation wavelength of the particular fluorescent label and the resulting 
fluorescence at the emission wavelength is detected. In a particularly preferred 
embodiment, the excitation light source is a laser appropriate for the excitation of the 
20 fluorescent label. 

The target polynucleotide may be labeled by any of a number of convenient 
detectable markers; A .fluorescent label is preferred because jt provides . a. very 
strong signal with low background. It is also optically detectable at high resolution 

25 and sensitivity through a quick scanning procedure. Other potential labeling moieties 
include, radioisotopes, chemiluminescent compounds, labeled- binding proteins, . 
■ heavy metal atoms, spectroscopic markers, magnetic labels, and linked enzymes. 
Another method for labeling may bypass any label of the target sequence. The. 
target may be.exposed to the probes, and a double strand hybrid is formed at those 

30 positions only. Addition of a double strand specific reagent will detect where 
hybridization takes place. An intercalative dye such qs ethidium bromide may be 
used as long as the probes themselves do not fold back on themselves to a 
significant extent forming hairpin loops. However, the length of the hairpin loops in 
short oligonucleotide probes would typically be insufficient to form a stable duplex. 
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Suitable chromogens will include molecules and compounds which absorb light in a 
distinctive range of wavelengths so that a color may be observed, or emit light when 
irradiated with radiation of a particular wave length or wave length range, e.g., 
fluorescers. Biliproteins, e.g., phycoerythrin, may also serve as labels. 

5 

A wide variety of suitable dyes are available, being primarily chosen to provide an 
intense color with minimal absorption by their surroundings. Illustrative dye types 
include quinoline dyes, triarylmethane dyes, acridine dyes, alizarine dyes, 
phthaleins, insect . dyes, azo dyes, anthraquinoid dyes, cyanine dyes, 
10 phenazathionium dyes, and phenazoxonium dyes. 

A wide variety of fluorescers may be employed either by themselves or in 
conjunction with quencher molecules. Fluorescers of interest fall into a variety of 
categories having certain primary functionalities. These primary functionalities 
15 include 1- and 2-aminonaphthalene, p.p'-diaminostilbenes, pyrenes, quaternary 
phenanthridine salts, 9-aminoacridines, p.p'-diaminobenzophenone imines, 
anthracenes, oxacarbocyanine, merocyanine, 3-aminoequilenin, perylene, bis- 
benzoxazole, bis-p-oxazolyl benzene, 1 ,2-benzophenazin, retinol, bis-3- 
aminopyridinium salts, hellebrigenin, tetracycline, sterophenol, 
20 benzimidzaolylphenylamine, 2-oxo-3-chromen, indole, xanthen, 7-hydroxycoumarin, 
phenoxazine, salicylate, strophanthidin, porphyrins, triarylmethanes and flavin. 
Individual fluorescent compounds which have functionalities for linking or which can 
be modified to incorporate such functionalities include, e.g., dansyl. chloride; 
fluoresceins such as 3,6-dihydroxy-9-phenylxanthhydrol; rhodamineisothiocyanate; 
25 N-phenyl - - 1 -amino-8^sulfonatonaphthalene; N-phenyl 2-amino-&- 
.... v: i sulfonatonaphthalene;, .4-acetamido-4-isothiocyanato-stilbene-2,2 , Klisulfonic acid; 
.:. pyrene-3-sulfonic acid; 2-toluidinonaphthalene^6-sulfonate; N-phenyl, N-methyl 2. 
aminoaphthalener6-sulfonate;.;..ethidium bromide; stebrine; auromine^0,2-(9'- 
anthroyOpalmitate; dansyl phosphatidylethanolamine; N.N'-dioctadecyl 
30 oxacarbocyanine; N.N'-dihexyl oxacarbocyanine; merocyanine, 4- 
(3'pyrenyl)butyrate; d-3-aminodesoxy-equilenin; 12-(9'-anthroyl)stearate; 2- 
methylanthracene; 9-vinylanthracene; 2,2'-(vinylene-p-phenylene)bisbenzoxazole; 
p-bis>2-(4-methyl-5-phenyl-oxazolyl)!benzene; 6-dimethylamino-1,2-benzophenazin; 
retinol; bis(3'-aminopyridinium) 1,10-decandiyl diiodide; sulfonaphthylhydrazone of 
35 hellibrienin; chlorotetracycline; N-(7-dimethylamino-4-methyl-2-oxo-3- 
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chromenyl)maleimide; N->P"(2-benzimidazolyl)-phenyI!maleimide; N-(4- 
fluoranthyI)maleimide; bis(homovanillic acid); resazarin; 4-chloro-7-nitro-2,1,3- 
benzooxadiazole; merocyanine 540; resorufin; rose bengal; and 2,4-diphenyI-3(2H)- 
furanone. 

5 

Desirably, fluorescers should absorb light above about 300 nm, preferably about 
350 nm, and more preferably above about 400 nm, usually emitting at wavelengths 
greater than about 10 nm higher than the wavelength of the light absorbed. It should 
be noted that the absorption and emission characteristics of the bound dye may. 
10 differ.from the unbound dye; Therefore, when referring to the various wavelength 
ranges and characteristics, of the dyes, it is intended to indicate the dyes as 
employed and not the dye which is unconjugated and characterized in an arbitrary 
solvent. 

Fluorescers are generally preferred because by irradiating a fluorescer with light, 
15 one can obtain a plurality of emissions. Thus, a single label can provide for a 
plurality of measurable events. 

Detectable signal may also be provided by chemiluminescent and bioluminescent 
sources. Chemiluminescent sources include a compound which becomes 

20 electronically excited by a chemical reaction and may then emit light which serves 
as the detectible signal or donates energy to a fluorescent acceptor. A diverse 
number of families of compounds have been found to provide chemiluminescence 
under . a variety of conditions. One family of compounds is 2,3-dihydro-1,-4- 
phthalazinedione. The most popular compound is luminol, which is the 5-amino 

25 * compound. Other members of the family include the 5-amino-6,7,8-trimethoxy- and 
the dimethylamino>ca!benz analog. These compounds can be- made to luminesce 
with- alkaline hydrogen peroxide, or calcium hypochlorite and base. Another family of 
compounds is the 2,4,5-triphenyIimidazoles, with lophine as the common name for 
the.parent product. Chemiluminescent analogs include para-dimethylamino and - 

30 methoxy substituents. Chemiluminescence may also be obtained with oxalates, 
usually oxalyl active esters, e.g., p-nitrophenyl and a peroxide, e.g., hydrogen 
peroxide, under basic conditions. Alternatively, luciferins may be used in conjunction 
with luciferase or lucigenins to provide bioluminescence. 

35 Spin labels are provided by reporter molecules with an unpaired electron spin which 
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can be detected by electron spin resonance (ESR) spectroscopy. Exemplary spin 
labels include organic free radicals, transitional metal complexes, particularly 
vanadium, copper, iron, and manganese, and the like. Exemplary spin labels include 
nitroxide free radicals. 

5 - 
Fragmentation 

In addition, amplified sequences may be subjected to other post amplification 
treatments. For example, in some* cases, it may be desirable to fragment the 
.. sequence prior to hybridization with an oligonucleotide array, in order to provide - 
10 segments which are more readily accessible to. the probes, which avoid looping 
and/or hybridization to multiple probes. Fragmentation of the nucleic acids may 
generally be carried out by physical, chemical or enzymatic methods that are known 
in the art. 
Sample Analysis 

15 Following the various sample preparation operations, the sample will generally be 
subjected to one or more analysis operations. Particularly preferred analysis 
operations include, e.g. sequence based analyses using an oligonucleotide array 
and/or size based analyses using, e.g. microcapillary array electrophoresis. 

20 Capillary Electrophoresis 

In some embodiments it may be desirable to provide an additional, or alternative 
means for analyzing the nucleic acids from the sample 

Microcapillary array electrophoresis generally involves the use of a, thin capillary or 
• -25 - channel which may or may not be filled with a particular separation medium. 
.:■-!:>.- Electrophoresis 1 . of :^ sample through the capillary provides a size based separation 
profile for the sample. Microcapillary array electrophoresis generally provides a rapid : 
.method .for size based sequencing, PCR product analysis and restriction, fragment 
. sizing.:The high surface to volume ratio of thesexapillaries allows for the application 
30 of higher electric fields across the capillary without substantial thermal variation 
across the capillary, consequently allowing for more rapid separations. Furthermore, 
.when combined with, cpnfocal imaging methods these methods provide sensitivity in 
the range of attomoles, which is comparable to the sensitivity of radioactive 
sequencing methods. 
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In many capillary electrophoresis methods, the capillaries e.g. fused silica capillaries 
or channels etched, machined or molded into planar substrates, are filled with an. 
appropriate separation/sieving matrix. Typically, a variety of sieving matrices are 
5 known in the art may be used in the microcapillary arrays. Examples of such 
matrices include, e.g. hydroxyethyl cellulose, polyacrylamide and agarose. Gel 
matrices may be introduced and polymerized within the capillary channel. However, 
in: some cases this may. result in entrapment of bubbles within the channels- which 
can interfere with sample separations. Accordingly, it is often desirable to place a 
10 preformed separation matrix within , the capillary channel(s), prior to mating the 
planar elements of the capillary portion. Fixing the two parts, e.g. through sonic 
welding, permanently fixes the matrix within the channel. Polymerization outside of 
the channels helps to ensure that no bubbles are formed. Further, the pressure of 
the welding process helps to ensure a void-free system. 

15 

In addition to its use in nucleic acid "fingerprinting" and other sized based analyses 
• the capillary arrays may also be used in sequencing applications. In particular, gel 
based sequencing techniques may be readily adapted for capillary array 
electrophoresis. 

20 . 

Expression products 

In addition to detection of mRNA or as the sole detection method expression 
products from the genes discussed above may be detected as indications of the 
biological condition of the tissue. Expression products may be detected in either the ■ 
25 - tissue sample-as such, or in' a body fluid sample, such as blood, serum; plasma, 
faeces, mucus,.sputum, cerebrospinal fluid, and/or urine of the individual.: ; .;. .-..../ 

The expression products,. peptides and proteins, may be detected by any. suitable' 
technique known to the person skilled in the art. 

30 

In a preferred embodiment the expression products are detected by means of 
specific antibodies directed to the various, expression products, such as 
immunofluorescent and/or immunohistochemical staining of the tissue. 
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Immunohistochemical localization of expressed proteins may be carried out by 
immunostaining of tissue sections from the single tumors to determine which cells 
expressed the protein encoded by the transcript in question. The transcript levels 
may be used to select a group of proteins supposed to show variation from sample 
5 to sample making a rough correlation between the level of protein detected and the 
intensity of the transcript on the microarray.possible. 

For example sections may be cut from paraffin-embedded tissue blocks, mounted, 
and deparaffinized by incubation at 80 C° for 10 min. followed by immersion in 

10 heated oil at 60° C for -10 min. (Estisol 312, Estichem A/S, Denmark) and 
rehydration. Antigen retrieval is achieved in TEG (TrisEDTA-Glycerol) buffer using 
microwaves at 900 W. The tissue sections may be cooled in the buffer for 15 min 
before a brief rinse in tap water. Endogenous peroxidase activity is blocked by 
incubating the sections with 1% H202 for 20 min. followed by three rinses in tap 

15 water, 1 min each. The sections may then be soaked in PBS buffer for 2 min. The 
next steps can be modified from the descriptions given by Oncogene Science Inc., 
in the Mouse Immunohistochemistry Detection . System, XHCOI (UniTect, 
Uniondale, NY, USA). Briefly, the tissue sections are incubated overnight at 4° C 
with primary antibody (against beta-2 microglobulin (Dako), cytokeratin 8, cystatin-C 

20 (both from Europa, US), junB, CD59, E-cadherin, apo-E, cathepsin E, vimentin, 
IGFII (all from Santa Cruz), followed by three rinses in PBS buffer for 5 min each. 
Afterwards, the sections are incubated with biotinylated secondary antibody for 30 
min, rinsed three times with PBS buffer and subsequently incubated with ABC 
(avidin-biotin|ylated horseradish peroxidase complex) for 30 min. followed by three 

25 rinses in PBS buffer. 

Staining may be performed by incubation with AEC (3-amino-ethylcarbazole) for 10 
min. The tissue sections are counter stained with Mayers hematoxylin, washed in 
tap water for 5 min. and mounted with giycerol-gelatin. Positive , and negative 
30 controls may be included in each staining round with all antibodies. 

In yet another embodiment the expression products may be detected by means of 
conventional enzyme assays, such as ELISA methods. 
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Furthermore, the expression products may be detected by means of peptide/protein 
chips capable of specifically binding the peptides and/or proteins assessed. Thereby 
an expression pattern may be obtained. 

5 Assay 

Thus, in a further aspect the invention relates to an assay for determining an ex- 
pression pattern of a bladder cell, comprising at least a first marker and/or a second 
marker, wherein the first marker is capable of detecting a gene from a first gene 
. group as defined above, and/or. the second marker is capable of detecting a gene 
10 from a second gene group as defined above, correlating the first expression level 
and/or the second expression level to a standard level of the assessed genes to 
determine the presence or absence of a biological condition in the animal tissue. 
The marker(s) are preferably specifically detecting a gene as identified herein. 

15 In another embodiment the assay comprises at least two markers for each gene 
group. 

l s 

As discussed above the marker may be any nucleotide probe, such as a DNA, RNA, 
PNA, or LNA probe capable of hybridising to mRNA indicative of the expression 
20 level. The hybridisation conditions are preferably as described below for probes. In 
another embodiment the marker is an antibody capable of specifically binding the 
expression product in question. 

Detection 

25 Patterns can be compared manually by a person or by a computer or other machine. 
An algorithm can be used. to detect similarities and differences. The algorithm may 
. score and compare, for example, the genes which are expressed and the genes 
which are not expressed. Alternatively, the algorithm may look for changes in 
intensity of expression of a particular gene and score changes in intensity between 

30 two samples. Similarities may be determined on the basis of genes which are 
expressed in both samples and genes which are not expressed in both samples or 
on the basis of genes whose intensity of expression are numerically similar 
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Generally, the detection operation will be performed using a reader device external 
to the diagnostic device. However, it may be desirable in some cases to incorporate 
the data gathering operation into the diagnostic device itself. 

5 The detection apparatus may be a fluorescence detector, or a spectroscopic 
detector, or another detector.. 

Although hybridization is one type of specific interaction which is clearly useful for 
use in this mapping embodiment antibody reagents may also be very useful. 
10 * ; 

Data Gathering and Analysis 

Gathering data from the various analysis operations, e.g. oligonucleotide and/or 
microcapillary arrays will typically be carried out using methods known in the art. For 
example, the arrays may be scanned using lasers to excite fluorescently labeled 
15 targets that have hybridized to regions of probe arrays mentioned above, which can 
then be imaged using charged coupled devices ("CCDs") for a wide field scanning of 
-the array. Alternatively, another particularly useful method for gathering data from 
the arrays is through the use of laser confocal microscopy which combines the ease 
and speed of a readily automated process with high resolution detection. 

20 

Following the data gathering operation, the data will typically be reported to a data 
analysis operation. To facilitate the sample analysis operation, the data obtained by 
. the reader from the device will typically be analyzed using a digital computer. 
Typically,, the computer will be appropriately programmed for receipt and storage of 
25 : the data from the device, as well as for analysis and reporting of the data gathered, 
i.e., interpreting fluorescence; data to determine the sequence of hybridizing probes, 
normalization of -background and. single base mismatch hybridizations, ordering of 
sequence data in SBH applications, and the like. 

30 It is an object of the present invention to provide a biological sample which may be 
classified or characterized by analyzing the pattern of specific interactions 
mentioned above. This may be applicable to a cell or tissue type, to the messenger 
RNA population expressed by a cell to the genetic content of a cell, or to virtually 
any sample which can be classified and/or identified by its combination of specific 

35 molecular properties. 
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Pharmaceutical composition 

The invention also relates to a pharmaceutical composition for treating a biological 
condition, such as bladder tumors. 

5 

. In one embodiment the pharmaceutical composition comprises one or more of the 
peptides being expression products as defined above. In a preferred embodiment, 
the peptides are bound to carriers. The peptides may suitably be coupled to a poly- 
mer carrier, for example a protein carrier, such as BSA. .Such formulations are well- 
10 known to the person skilled in the art. 

The peptides may be suppressor peptides normally lost or decreased in tumor tis- 
sue administered in order to stabilise tumors towards a less malignant stage. In an- 
other embodiment the peptides are onco-peptides capable of eliciting an immune 
1 5 response towards the tumor cells. 

In another embodiment the pharmaceutical composition comprises genetic material, 
either genetic material for substitution therapy, or for suppressing therapy as dis- 
cussed below. 

20 

In a third embodiment the pharmaceutical composition comprises at least one anti- 
body produced as described above. 

In the present context the term. pharmaceutical composition is used synonymously 
25 with the term medicament; The; medicament of the invention comprises an effective 
amount of one or more of the compounds as defined above, or a composition as 
defined above in combination with pharmaceutical^ acceptable additives. Such me- 
dicament may suitably be formulated for oral, percutaneous, intramuscular, intrave- 
nous,, intracranial, intrathecal, intracerebroventricular, intranasal or pulmonal ad- 
30 ministration. For most indications a localised or substantially localised application is 
preferred. 

Strategies in formulation development of medicaments and compositions based on 
the compounds of the present invention generally correspond to formulation strate- 
35 gies for any other protein-based drug product. Potential problems and the guidance 
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required to overcome these problems are dealt with in several textbooks, e.g. 
"Therapeutic Peptides and Protein Formulation. Processing and Delivery Systems", 
Ed. A.K. Banga, Technomic Publishing AG, Basel, 1995. 

5 Injectables are usually prepared either , as liquid solutions or suspensions, solid 
forms suitable for solution in, or suspension in, liquid prior to injection. The prepara- 
tion may also be emulsified. The active ingredient is often mixed with excipients 
which are pharmaceutical!^ acceptable and compatible with the active ingredient. 
Suitable excipients are, for example, water, saline, dextrose, glycerol, ethanol or the 
10 like, and combinations thereof: In addition, if desired, the preparation may contain 
minor amounts of auxiliary substances such as wetting or emulsifying agents, pH 
buffering agents, or which enhance the effectiveness or transportation of the prepa- 
ration. 

15 Formulations of the compounds of the invention can be prepared by techniques 
known to the person skilled in the art. The formulations may contain pharmaceuti- 
cal^ acceptable carriers and excipients including microspheres, liposomes, micro- 
capsules and nanoparticles. 

20 The preparation may suitably be administered by injection, optionally at the site, 
where the active ingredient is to exert its effect. Additional formulations which are 
suitable for other modes of administration include suppositories, and in some cases, 
oral formulations. For suppositories, traditional binders and carriers include polyal- 
kylene glycols or triglycerides. Such suppositories may be formed from mixtures 

25 containing the active ingredient(s) in the range of from 0.5% to 10% preferably 1- 
2%. Oral formulations include: such normally employed excipients as, for example, 
. - \ pharmaceutical grades , of mannitol, lactose, starch, magnesium stearate, sodium 
saccharine, .cellulose, magnesium carbonate, and the like. These compositions take 
the form of solutions, suspensions, tablets, pills, capsules, sustained release for- 

30 mulations or powders and generally contain 10-95% of the active ingredient(s), pref- 
erably 25-70%. 

The preparations are administered in a manner compatible with the dosage formula- 
tion, and in such amount as will be therapeutically effective. The quantity to be ad- 
35 ministered depends on the subject to be treated, including, e.g. the weight and age 
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of the subject, the disease to be treated and the stage of disease. Suitable dosage 
ranges are of the order of several hundred pg active ingredient per administration 
with a preferred range of from about 0.1 (jg to 1000 pg, such as in the range of from 
about 1 |jg to 300 pg, and especially in the range of from about 10 pg to 50 pg. Ad- 
5 ministration may be performed once or may be followed by subsequent administrsh . 
tions. The dosage will also depend on the route of administration and will vary with 
the age and weight of the subject to be treated. A preferred dosis would be in the 
interval 30 mg to 70 mg per 70 kg body weight. 

10 Some of the. compounds of the present invention are sufficiently active, but for some 
of the others, the effect will be enhanced if the preparation further comprises phar- 
maceutical^ acceptable additives and/or carriers. Such additives and carriers will be - 
known in the art. In some cases, it will be advantageous to include a compound, 
which promote delivery of the active substance to its target. 

15 

In many instances, it will be necessary to administrate the formulation multiple 
times. Administration may be a continuous infusion, such as intraventricular infusion, 
or administration in more doses such as more times a day, daily, more times a 
week, weekly, etc. 

20 

Vaccines 

In a further embodiment the present invention relates to a vaccine for the 
prophylaxis or treatment of a biological condition comprising at least one expression 
product from at least, one gene said gene being expressed as defined above. 

25 * 

The term vaccines is used with its normal meaning, le preparations of immunogenic/ 
: material for administration to induce in the recipient, an immunity to infection or in- 
toxication by a given infecting agent. Vaccines may be administered by intravenous 
injection or through oral, . nasal, and/or mucosal administration. Vaccines may be 
30 either simple vaccines prepared from one species of expression products, such as 
proteins or peptides, or a variety of expression products, or they may be mixed vac- 
cines containing two or more simple vaccines. They are prepared in such a manner 
as not to destroy the immunogenic material, although the methods of preparation 
vary, depending on the vaccine. 



35 
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The enhanced immune response achieved according to the invention can be attrib- 
utable to e.g. an enhanced increase in the level of immunoglobulins or in the level of 
T-celfs including cytotoxic T-cells will result in immunisation of at least 50% of indi- 
viduals exposed to said immunogenic composition or vaccine, such as at least 55%, 
5 for example at least 60%, such as at least 65%, for example at least 70%, for exam- 
ple at least 75%, such as at least 80%, for example at least 85%, such as at least 
90%, for example at least 92%, such as at least 94%, for example at least 96%, 
such as at least 97%, for example at least 98%, such as at least 98.5%, for example 
at least 99%, for example at least 99.5% of the individuals exposed to said immuno- 
10 genie composition or vaccine are immunised. 

Compositions according to the invention may also comprise any carrier and/or adju- 
vant known in the art including functional equivalents thereof. Functionally equiva- 
lent carriers are capable of presenting the same immunogenic determinant in es- 
15 sentially the same steric conformation when used under similar conditions. Func- 
tionally equivalent adjuvants are capable of providing similar increases in the effi- 
cacy of the composition when used under similar conditions. 

Therapy 

20 The invention further relates to a method of treating individuals suffering from the 
biological condition in question, in particular for treating a bladder tumor. 

. In one embodiment the .invention relates to a method of substitution therapy, , ie. 
administration of genetic material generally expressed in normal cells, but lost or 
25 decreased in biological condition cells (tumor suppressors). Thus, the invention 
- -.relates to .a* method: for reducing cell tumorigenicity or malignancy -of a cell; said 
method comprising * . - 

. obtaining at least one gene selected from genes being expressed in an amount two- 
30 fold higher in normal cells than the amount expressed in said tumor cell(tumor 
suppressors), . 

introducing said at least one gene into the tumor cell in a manner allowing 
expression of said gene(s). 

35 
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The at least one gene is preferably selected individually from genes comprising a 
sequence as identified below 



RC_AA158234_at 


z676b01 .s1 Stratagene pancreas (#937208) Homo sapiens 
cDNA clone 592777 3'. 


RC_H42123_at 


yo61 a1 1 .s1 Homo sapiens cDNA clone 182396 3': 


RC_Z39200_at 


H. sapiens partial cDNA sequence; clone c-1 3f02. 


RC_N21687_at 


yx63h03.s1 Soares melanocyte 2NbHM Homo sapiens cDNA 
clone 266453 3'. 


Y13645_at 


Homo sapiens mRNA for uroplakin II. 


RC_N98461_at 


zb86b03.s1 Soares senescent fibroblasts NbHSF Homo saDiens 
cDNA clone 310445 3\ 


RC_W92449_at 


zd99d10.s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 357619 3'. 


RC_Z39191_at 


H. sapiens partial cDNA sequence; clone c-13c12. 


RC_AA125808_at 


2l29e12.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 503374 3\ 


RC_T40767_at 


va1 1a06.s1 Homo saDiens cDNA clone 61138 3' 


RC_T51972_at 


yb29c05.s1 Homo sapiens cDNA clone 72584 3'. 


RC_AA286862_at 


2S58b06 s1 NCI CGAP GCB1 Homo «;anif*n<5 rHNIA Hnnp 
IMAGE:701651 3'. 


RC_N29764_at 


vw91b09.s1 Homo saDiens cDNA clone 259577 3" 


AA428172_f_at 


zw32b06.r1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 770963 5 1 . 


RC_H02265_at 


yj35d05.s1 Homo sapiens cDNA clone 1 50729 3\ 


RC_W44745_at 


zb98a1 1 .s1 Soares parathyroid tumor NbHPA Homo sapiens 
cDNA clone 320828 3'. 


RC_R91819_at 


yp99c05.s1 Homo sapiens cDNA clone 195560 3' similar to 
contains MER1 repetitive element ;. 


AA464468_at 


zx84d05.r1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 810441 5\ 


RC_AA188647_at 


zp78e01.s1 Stratagene HeLa cell s3 937216 Homo sapiens 
cDNA clone 626328 3' similar to TR:G99881 3 G998813 TIF1. [1] 
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RC_AA405832_at 2 
( 
I 


:u57g1 1 .s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
Mono 7491 *v eimilar tn TR-G780241 G780241 AU-BINDING 
3 ROTEIN/ENOYL-COA HYDRATASE. ;. 


RC_W37778J_at « 
( 

y 


•^'Iomo o-i Cnoroc r»oro+h\/miH ti imnr NhHPA Homo saoisns 

^CTuDI^.S | OOalSS Dal oil Ijr 1 yJlKA lUlllvll INUI li ,J\ I iwiu gapiciisj 

-hma Hnno ^9917^ ^' similar to contains LTR2 t3 LTR2 reoetith 
/e element ;. 


AF010126_at 

* 


Homo sapiens breast cancer-specific protein 1 (BCSG1) mRNA, 

r\loto /**Wg 


N36432_at 


yx83a05.r1 Homo sapiens cDNA clone 268304 5'. 


RC_AA236533_S 
_at 


_ r 7/ r*r\A r%<\ Crtor^e MhWMPii Q1 Hnmn Q^inipn^ cDNA clone 
zr/4CU4.si ooares i\nnivii u 0 i numu oapioii© ^iswr^ viwn^ 

669126 3' similar to gb:S69002 ECOTROPIC VIRUS INTEGRA- 

Tir\M A Qi~TC DDfYTFIN fHl IMANIV 
IvJIN 1 oil t r txV^ 1 CIIN ^nuivi/-\iN;,. 


RC_AA293163_at 


zt55e05.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 

_ 70C070 Q' 

clone ( £0/. ( £ 0 . 


RC_AA196790_at 


zq60b06.s1 Stratagene neuroepithelium (#937231) Homo sapi- 
ens CL/iv/\ cioric o*tc?57# § 0 . 


RC_AA253220_at 


zr53g12.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 

DD / l/^O. 


KC_AA1 UU4o /_at 


-rrtKQnCii d Qtratonianp mn<?rlp Q^7909 Homo saoiens cDNA 
clone 562490 3\ 


RLr^ AA^y o oUU_S 

at 


d Q n9rP c nvflrv tumor NbHOT Homo saoiens cDNA 

HnnP 7144^7 3' 


DP 7^QA^9 at 


H ^anipn<^ nartial cDNA seauence: clone c-1fq03. 


M63509_s_at 


Human glutathione transferase M2 (GSTM2) mRNA, complete 

CU5 


RC_Z39842_at 


H. sapiens partial cDNA sequence; clone c-1 ke1 1 . I 


RC_ N23319_at 


yxi oe lu.s I nomo sapierio l#l/i\/a uiujit? oo^ • 


RC_AA278817_at 


zs78d1 1 .s1 NCL.CGAPJ3CB1 Homo sapiens cDNA clone 

IIVIAvjC / UODUO O . 


L20773_at 


Homo sapiens mRNA in the region near the btk gene involved in 
a-gamma-globulinemia 


RC_R69276_at 


yi44h05.s1 Soares placenta Nb2HP Homb sapiens cDNA clone 
142137 3'. 


RC_F02641_at 


H. sapiens partial cDNA sequence; clone c-15d02. | 
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RC_AA424791_at 


zw03a04.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
768174 3' similar to contains Alu repetitive element;. 


RC_R39869_at 


yf63b06.s1 Homo sapiens cDNA clone 26725 3'. 


RC_AA482224_f_ 
at 


ab15c03.s1 Stratagene lung (#937210) Homo sapiens cDNA 
clone 840868 3\ 


RC_AA025277_at 


ze76f02.s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 364923 3' similar to contains Alu repetitive ele- • 
ment;contains element LTR4 repetitive element ;. 


AA482319_f_at 


ab15c03.r1 Stratagene lung (#937210) Homo sapiens cDNA 
clone 840868 5". 


RC_AA001045_at 


ze47b04.s1 Soares retina N2b4HR Homo sapiens cDNA clone 
362095 3'. 


RC_AA130645_s 
_at 


zo10f03.s1 Stratagene neuroepithelium NT2RAMI 937234 Homo 
sapiens cDNA clone 567293 3' similar to SW:N12M_BOVlN 
Q02369 NADH-UBIQUINONE OXIDOREDUCTASE B22 
SUBUNIT ;. 


RC_AA291659_at 


zt37c02.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 724514 3". 


AA046768_at 


zk72d02.r1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA. clone 488355 5'. 


H0701 1_at 


yl81 e01 .r1 Homo sapiens cDNA clone 44466 5'. 


RC_AA293533_L 
at 


zt54g04.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 726198 3' similar to gb:J05158 CARBOXYPEPTI DASE N 
83 KD CHAIN (HUMAN);. 


RC_AA100649_at 


zn63g10.s1 Stratagene HeLa cell s3 937216 Homo sapiens 
cDNA clone 562914 3' similar to SW:LCFA_ECOLI P29212 " 
LONG-CHAIN-FATTY-ACID—COA LIGASE ;. 


RC_AA017146_at 


ze41a07.s1 Soares retina N2b4HR Homo sapiens cDNA clone 
361524 3' similar to contains element PTR7 repetitive element ;. 


RC_AA180054_at 


zp40g07.s1 Stratagene muscle 937209 Homo sapiens cDNA 
clone 61 1964 3\ 


AA263032_s_at 


PMY0335 KG1a Lambda Zap Express cDNA Library Homo sa- 
piens cDNA 5'. 


W69310_at 


zd46f07.r1 Soares fetal heart NbHH19W Homo sapiens cDNA 



WO 02/02804 



PCT/DK01/00463 



125 



( 


;lone 343717 5'. I 


RC_AA219653_at 3 

< 


.x05e02.s1 Stratagene NT2 neuronal precursor 937230 Homo 
sapiens cDNA clone 65061 8 3'. j 


RH AA457235 at J 

( 


aa91c07.s1 Stratagene feta! retina 937202 Homo sapiens cDNA 
slone 838668 3\ I 


RC AA455967 at < 


aa16h10.s1 Soares NhHMPu S1 Homo sapiens cDNA done 
813475 3\ j 


M97R70 at 


yx51a09.r1 Homo sapiens cDNA clone 265240 5'. H 


RC_N80152_at 


za65e02.s1 Homo sapiens cDNA clone 297434 3\ j 


Rp RR4660 at 


yi22a10.s1 Homo sapiens cDNA clone 139962 3'. [ 


RC_AA147218_s 


zo64g03.s1 Stratagene pancreas (#937208) Homo sapiens 
cDNA clone 591700 3'. 


C01139_at 


HUMGS0007818, Human Gene Signature, 3'-directed cDNA | 


AA285284_at 


PMY0691 KG1a Lambda Zap Express cDNA Library Homo sa- 
piens cDNA 5'. | 


pr> AAA'ilfifl'i at 


7*44e03 s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 789316 3\ | 


AA203222_at 


zx56e01 .r1 Soares fetal liver spleen 1 NFLS S1 Homo sapiens 
cDNA clone 446520 5' similar to contains element MER17 repe- 
titive element ;. | 


KU_A/\oy^u ( i at 


-A^nOi <;1 Snarps ovarv tumor NbHOT Homo sapiens cDNA I 
clone 726000 3' similar to SW:ADG_MOUSE P22892 GAMMA- j 
ADAPTIN • 


Dp AA47Q0QR at 


zv17e07.s1 Soares NhHMPu S1 Homo sapiens cDNA clone j 
753924 3*. 


RC_AA156532_at 


zo34b05.s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 588753 3*. j 


RC Z40233 at 


H. sapiens partial cDNA sequence; clone c-1wg05. ^ 


RC_T03927_at 


seq2490 Homo sapiens cDNA clone 3HFLSK20-87 3'. | 


AA314457_at 


EST1 86294 Colon carcinoma (HCQ) cell line II Homo sapiens 
cDNA 5' end. 


RC_N50550._at 


yy89f05.s1 Homo sapiens cDNA clone 280737 3'. j 


RCAA191524_a1 


t zp88f04.s1 Stratagene HeLa cell s3 937216 Homo sapiens J 
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cuina cione o^/ ^yo o . 


RC_N29740_at 


yw90b12.s1 Homo sapiens cDNA clone 259487 3'. 


RC_N4o7 1 o_at 


yy/onu^.si nomo sapiens cuina cione ^/ y*n i o . 


RC_AA4oooo /_at 


zxyonu4.s i ooares Nnniviru oi nomo sapiens cuna cione 
811831 3'. 


KU_AA4U44o / _at 


zwooauo.sn ooares total Texus iMDZnra yw nomo sapiens cuina 


RC_H16666_at 


ym26a10.s1 Homo sapiens cDNA clone 49155 3V 


RC_AA406197_at 


zv24d11.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 

/ 040OI O . 


RCJH09594_at 


yl97b1 1 .s1 Homo sapiens cDNA clone 46276 3 ! . 


RC_AA1 6 1 085_at 


zo62h09.s1 Stratagene pancreas (#937208) Homo sapiens 
cDNA clone 591521 3' similar to SW:PPAP_RAT P20646 PRO- 
STATIC ACID PHOSPHATASE PRECURSOR ;. 


RC_AA4521 31_at 


zx15d06.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 786539 3\ 


RC_AA293533_f_ 
at 


zt54g04.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 726198 3' similar to gb:J05158 GARBOXYPEPTIDASE N 

QQ l/T> OLJAIM /Ull IH/IAMV 

oo i\U UnAIIN (riUlvlAlN;,. 


KLr_AAoy o i y / _at 


ztoaauo.si ooares testis nm i nomo sapiens cuna clone 
726614 3". 


/v\h-qh-uo i s at 


zxooaiw.n ooares ovary tumor iNDnu i nomo sapiens cuna 
clone 810631 5". 


RC_T51990_at 


yb29e01.s1 Homo sapiens cDNA clone 72600 3'. 


DO A A OOOO —i. 

RU_AA2ooo 5o_at 


zr54a11.s1 Soares NnHMPu S1 Homo sapiens cDNA clone 
667196 3*: 


W92678_at 


zd92a04.r1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 3oo9l0 5 similar to contains element LTR3 repetitive ele- 
ment ;. 




v^^^H*! 1 ci Mnmn Qanie»nc i^PJMA rlrtno OftARR*^ *V eimilar +rv 
y^.oovj i i,o i nLMiiu ocapicuo ul-zin/a oiuiic ^o*tojo o oiiiiiicti LU 

contains Alu repetitive element;. 


C16281_s_at 


Human aorta cDNA 5'-end GEN-259H09. 


RC_AA477252_at 


zu29h10.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 739459 3'. 



WO 02/02804 



127 



PCT/DK01/00463 



n ooUoo_s_a i 


ywzusu/ .11 nomo sapiens ol/inm. utuiio iy^out . 


AB002387_at 


Human mRNAfor KIAA0389 gene, complete cds. 


KC_R4oo9o_ - at 


yg4oni2.si Homo sapiens cdna clone 00000 0 . 


RC_AA2ooo42__at 


zr/ogn.si boares NnHMru oi nomo sapiens cuina cione 
Doyzon 0 . 


AA376875_at 


EST89388 Small intestine 1 Homosapiens cDNA 5' end similar 
.0 monoamine oxidase f\. 


RC_R43365_at 


yg!5g06.s1 Homo sapiens cDNA clone 32365 3\ 


RC_n 0o74b_at 


yioonuo.si Homo sapiens cuna cione 44o*t/ o . 


RC_AA233837_at 


zr47f06.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
oooooo o . 


RC_AA057620_at 


zf!5h06.s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone of /Uoi o. 


RC_AA450118_at 


zx42e09.sl Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 789 160 o . 


RC_AA598872_at 


ae37b10.s1 Gessler Wilms tumor Homo sapiens cDNA clone 
897979 3 . 


RC_AA1 47646_S 
_at 


zl52g06.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 505594 3\ 


RC_W0469o_at 


zDy4DUo.si ooares paratnyroia lumor iNDnrA nomo sapiens 
cDNA clone 320433 3'. 


KU_No4ofaO_at 


yvoycuo.s i nomo sapiens cuina cione ^ouyo o . 


RC_AA256208_at 


zr80a08.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
ooTy/4 o . 


AA046593_at 


zk62g01.r1 Soares pregnant uterus NbHPU Homo sapiens 
cdima cione *K5/*i-^fu o . 


RC_AA002088_at 


zh85g03.s1 Soares fetal liver spleen 1NFLS SI Homo sapiens 
cuina cione 4Zo 1 10 o . 


RC_AA256273_at 


zr81c12.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
682102 3' 


AA491114_at 


aa46e04.r1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:823998 5'. 


RC_AA293719_at 


zt55h03.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 726293 3'. 
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RC_AA086005_at 


zl84c04.s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 511302 3\ 


RC_AA479885_at 


zw44a07.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 

Hnno 779fcft/l *V 

cione / / ^ooh- o . 


AA442428_at 


zv70f08.r1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 

Hnne 7^QH1R Qimilar in ^\A/-YR79 YPA^T P^ft1^7 HY- 

wlUI IC / Uc/VJ | U Q ©If llllcM 1<J OVV. ID/ ^ T unO 1 "wO I Or 171 I 

POTHETICAL 60 5 KD PROTEIN IN PHB1-ABD1 INTERGENIC 
REGION. ;. 


RC_AA486410_at 


ab36b12.s1 Stratagene HeLa cell s3 937216 Homo sapiens 
cDNA clone 84287Q 3* 


R15268- at 

1 X I J4wU CI L 


vf8Qf09 r1 Mnmn ©.anions rHNA Hnnp PQfifi^ 


RC_AA443658_at 


zw86a10.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 783834 3 1 similar to TRG438639 G438639 LAMIN B RE- 
CEPTOR Ml ' 

wL_l 1 \. ^ ■ J t* 


RC H 16790 at 


y I I IvwUU I.O I 1 Ivl 1 IU OGILJIwi IO UL /IN/Hk wl wl Iw w w www w • 


AA46*50nO «4 at 
nn*tuj Www o a i 


Z.AOUUU/ .1 i oudiCv) uveal y him iui iMunu i nuuiu oauiciio l»l-mn/a 

clone 810037 5'. 


r\v ItIwOwww CK 


yy'TUcuT'. w i nuiMU oauit?i jo uuivn uiuiit? ^ / *tu j*+ o 


AB002321_at 


Human mRNA for KIAA0323 gene, partial cds. 




W Qdnionc nartial r*PiM A corn ipnro - r*lono ^-HnhriQ 


AC000115_cds1_ 
at 


WUGSC:HJ3S188P18.1a gene extracted from Human BAC 

L/iwi iv? vjo i our io 


RC AA255464 at 


61 OJUVJ&.d 1 wUdlCO 1 Nl 11 1 Ivl 1 LI o i nui 1 IU- octuici lO wLVI M/\ wIUI IC- 

682251 3' 

WWr»/piW 1 W_ • 


RC AA255628 at 


zs31a06 s1 NCI CGAP GCB1 Homo saniens cDNA clone 
IMAGE:686842 3'. 


RC_H70554_at 


vr91a03 s1 Homo saDiens cDNA clone 212620 3' 


AA309880_at 


EST1 80743 Jurkat T-cells V Homo saoiens cDNA 5 1 end 

i»V^ 1 1 WW ■ 1 W V Wl I\Wk 1 WWIIW V 1 IWI I 1 \S OUUI&I IW WLrf'l ^1/ \ W wl Ivla 


RC_R43812_at 


yg21a08.s1 Homo sapiens cDNA clone 32940 3\ 


RC_AA425636_at 


zv47a04.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 756750 3\ 


RC_N66388_at 


yz39f01 .s1 Homo sapiens cDNA clone 285433 3\ 


RC_AA279420_at 


zs85d09.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:704273 3' similar to TR:G974805 G974805 T08A1 1 .2 ;. 
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RC_AA033974_at 


zi05c10.s1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 429906 3\ 


AF007216_at 


Homo sapiens sodium bicarbonate cotrarisporter (HNBC1) 
mRNA, complete cds. 


RC_AA4891 01 _at 


aaoohl 1 .s1 NCI_CGAP_GUd i Homo sapiens cuna clone 
MAGE:824997 3'. 


D79601_f_at 


Human aorta cDNA 5'-end GEN-286G10. 


RC_N30856_at 


yw70f05.s1 Homo sapiens cDNA clone 257601 3\ 


L29218_s_at 


Homo sapiens clk2 mRNA, complete cds 


RC_AA143726_at 

• 


zo67g06.s1 Stratagene pancreas (#937208) Homo sapiens 
cDNA clone 591994 3' similar to TR:G530823 G530823 EPI- 
DERMAL GROWTH FACTOR RECEPTOR KINASE SUB- 
STRATE. ;. 


AA126592_at 


zl17g05.r1 Soares pregnant uterus NbHPU Homo sapiens cDNA 
clone 502232 5'. 


RC_F02397_s_at 


H. sapiens partial cDNA sequence; clone c-0xh11. 


RC_AA252765_at 


zs27d03.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:686405 3'. 


RC_W46846_at 


zc36a04.s1 Soares senescent fibroblasts NbHSF Homo sapiens 
cDNA clone 324366 3 . 


RC_AA135185_at 


zo27a05.s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone oooOoO 3 . 


RC_R40702_at 


yf73f10.s1 Homo sapiens cDNA clone 27969 3\ . 


RC_N52565_at 


yv36d12.s1 Homo sapiens cDNA clone 244823 3 . 


RC_W32506_s_at 


zc06a02.s1 Soares parathyroid tumor NbHPA Homo sapiens 
cDNA clone 321482 3 . 


RC_AA255539_at 


zr85c04.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
682470 3'. 


RC_AA449951_at 


zx38a10.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
cione /oofouo. 


AA091278_at 


cchn2404.seq.F Fetal heart, Lambda ZAP Express Homo sapi- 
ens cDNA 5 f . 


RC_AA236037_at 


zs05g08.s1 NCIjCGAP_GCBl Homo sapiens cDNA clone 
IMAGE:684350 3'. 
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AA091412_s_at 


l2053.seq.F Fetal heart, Lambda ZAP Express Homo sapiens 
cDNA 5\ 


AA046865_at 


zf12b09.r1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 376697 5\ 


AA324825_at 


EST27743 Cerebellum II Homo sapiens cDNA 5' end. 


RC_AA454840_s 
_at 


zx79d09.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 809969 3\ 


RC_W80354_at 


2h49a02:s1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 415370 3\ 


RC_AA402484_at 


zt65c03.s1 Soares testis NHT Homo sapiens cDNA clone 
727204 3*. 


W26883_at 


15h10 Human retina cDNA randomly primed sublibrary Homo 
sapiens cDNA. 


RC_AA262485_at 


zs17h07.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:685501 3'. 


RC_AA405543_at 


zw39c01 .s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 772416 3\ 


RCJM21380_at 


yx54c04.s1 Homo sapiens cDNA clone 265542 3\ 


RC_AA121360_s 
_at 


zn77a05.s1 Stratagene NT2 neuronal precursor 937230 Homo 
sapiens cDNA clone 564176 3\ 


L32832_s_at 


Homo sapiens zinc finger homeodomain protein (ATBF1-A) 
mRNA, complete cds. 


D31313_s_at 


Human fetal-lung cDNA 5'-end sequence. 


H18718_at ' 


ym45b05.r1 Homo sapiens cDNA clone 51043 5' similar to con- 
tains Alu repetitive element;. 


RC_AA037828_at 


zf03g09.s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 375904 3\ 


RC_R67996_at 


yi04c10.s1 Homo sapiens cDNA clone 138258 3\ 


RC_AA026417_at 


ze92g08.s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 366494 3\ 


RC_F11115_at 


H. sapiens partial cDNA sequence; clone c-33a10. 


RC_R08871_at 


yf21e07.s1 Homo sapiens cDNA clone 127524 3\ 


RC_AA224324_at 


zr12e05.s1 Stratagene hNT neuron (#937233) Homo sapiens 
cDNA clone 648608 3\ 
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RC_AA399226_at 


zt50c01 .s1 Soares ovary tumor NbHOT Homo sapiens cDNA 

_i _ 70C70A Ol 

clone 725760 3 . 


R66920_at 


yi25f09.r1 Homo sapiens cDNA clone 140297 5' similar to con- 
ains aiu repetitive element,. 


KU_AA4o4<d4U_S 

_at 


zxoiauo.si ooares ovary tumor indmvj i nomo sapiens cuima 
clone 810128 3'. 


AA436536_at 


zv08g07.r1 Soares NhHMPu S1 Homo sapiens cDNA clone 
753084 5 . 


RC_N71875_at 


yz34f07.s1 Homo sapiens cDNA clone 284965 3*. 


RC_AA029288_at 


zk10b03.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 470093 3 similar to PlR.n4oi9o H4o lyo zinc tinger 
protein ZNF65 ;. 


H27242_ at 


ylo3nll.ri Homo sapiens cDNA clone ibzyoi o similar to 
SP:GCN5_YEAST Q03330 TRANSCRIPTIONAL ACTIVATOR ;. 


J04813_s_at 


Human cytochrome P450 PCN3 gene, complete cds 


RC_AA465093_at 


aa32h08.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:815007 3\ 


RC_AA28279 1 _at 


zs91c05.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:704840 3'. 


RC_AA4641 80_at 


zx83f04.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 810367 3' similar to gb:M38188 OVARIAN GRANULOSA 

UtLL lo.U KU rKU 1 fcllM nCDK/4 (HUMAN;,. 


RC_AA149987_at 


zo03d03.s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 566597 3 . 


RC_AA256680_at 


zr82h09.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 

DOZ241 o . 


AA147510_s_at 


zl50c12.r1 Soares pregnant uterus NbHPU Homo sapiens cDNA 
clone ouoooo o . 


R78119_at 


yi80c10.r1 Homo sapiens cDNA clone 145554 5'. 


rx\-/ — Z-OOH-U / o ctL 


H Qanipn^ nartial pDNA ^pnupnrp' clone c-Oann^ 


RC_AA287107_s 
_at 


zs58f12.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:701711 3'. 


RC_AA287042_at 


zs57e07.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:701604 3'. 
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AA489299_at 


ab35gQ4.r1 Stratagene HeLa cell s3 937216 Homo sapiens 
cDNA clone 842838 5'. 


AA504744_at 


aa63f03.r1 NC1_CGAPJ3CB1 Homo sapiens cDIMA clone 
I MAGE: 825629 5\ 


RC_AA402622_at 


zu47g07.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 741180 3\ 


RC_AA436628_at 


zw55e10.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 773994 3' 


RC_AA282138_at 


Zt02a10.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE 711930 3' 


AA045870_at 


zk75a04.r1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 488622 5". 


AA418098 at 


Z\/94fc>04 M RnarpQ NhHMPu 5^1 Hnmn Qanipnc ^HMA Hnno 
A-v onuut.i i guaico ini inivir u o l nvJl I HJ od[Jlcl lo OLJIN/A v_#IUile 

767407 5'. 


RC AA242799 at 


Zr65f06 ^1 Soared NhHMPu 5^1 Mnmn csnipne rHMA rlr\no 

668291 3' similar to SW:SP08_YEAST P41833 TRANSCRIP- 
TIONAL REGULATOR SP08 Ml • 


RC AA609210 at 


af12f04 s1 Soari*^ tP^ti^ NIHT Homn canionQ rHNIA Hnno 

1031455 3". 


RC_AA133469_at 


zo13e11 s1 Strataaene colon (#937204^ Homn <sanipnQ rHMA 
clone 586796 3'. 


R22139_at 


Vh25b11 r1 Homo saoiens cDNA clone 1^0740. *5' 


AA305116_at 


EST176117 Colon carcinoma (Caco-2) cell line II Homo sapiens 
cDNA5'ehd 


RC_AA027954_at 


zk05c12.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 469654 3* 


AA036900__at 


Zk29e1 1 r1 Soares orennant uterus NhHPI / Mnmn canionc 
cDNA clone 471980 5'. 


RC_AA026397_at 


ze92d07 s1 Soares fetal heart NbHHIQW Homn «ani<&n« nnNA 
clone 366445 3'. 


RC_D59981_s_at 


Human fetal brain cDNA 3'-end GEN-079C04. 


RC_AA284143_at 


zs47c07.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:700620 3'. 


W16686_at 


zb08f12.r1 Soares fetal lung NbHL19W Homo sapiens cDNA 
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I 


clone 301487 5'. 




i/w28M 1 r1 Homo santens cDNA clone 253556 5'. 

/ VVfaUw 1 1 • 1 1 1 Ivl 1 IV OCI|>/ivl Iw wL/ 1 ^ti V wivji iw x—www ww w • 


RC_AA251003_at. 


zs07g1 1 .s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
MAGE:684548 3'. 




7cA^HHQ d MP! Pf^AP f^PR1 Hnmn ^anipn^ nDNA nlone 

lo04I IL/£/.o I iNul UVJAr vjou 1 i iui ( i\j oci|jid to ol/m/v wiui iv 

MAOF-704925 3 1 


RC_AA281760_at 


zt07g10.s1 NCLCGAPJ3CB1 Homo sapiens cDNA clone 
MAttF-719482 3 f similar to TR'G808826 G808826 HYPOTHE- 
TICAL 25.7 KD PROTEIN. ;. 


ADUU^OO 


-Inman mRNA fnr KIAA0383 npnp nartial cds 

1 Lll i i ct 1 1 1 1 1 i\l M/ \ I VJI fxinnuwUw yci it?, yja\ nai wuw. 


/vvtOwO*tz_w__cu. • 


rvftQHHR M ^nar^Q nvarv tumor NbHOT Homo saniens cDNA 
rlonp 810927 5' similar to TR G608025 G608025 ANKYRIN G. 


RC_AA115559_at 


zl07b12.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 491615 3 1 


T94"S06 at 


ye36a05.r1 Homo sapiens cDNA clone 119792 5'. 


D55869_s_at 


Human fetal brain cDNA 5'-end GEN-404F02. 




-Inmn cani^n^ frlnnp n750-19^ cleavaae stimulation factor 
50kDa subunit, complete cds 




-f i imon ex/nfavin 7 mRMA pnmnlpfp nds 


AA431505_at 


zw76e03x1 Soares testis NHT Homo sapiens cDNA clone 

782140 *V 


RC_AA194045_at 


zr38c08.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 

DOQD/ O O . 


RC_AA025104_at 


ze78f05.s1 Soares fetal heart NbHH19W Homo sapiens cDNA 


RC_AA242822_at 


zr65e09.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 


RC_AA287388_at 


zs50f04.s1 NCI J2GAPJ3CB1 Homo sapiens cDNA clone 
IMAGE700927 3' 


AA247679_at 


hfe0045.seq.F Human fetal heart, Lambda ZAP Express Homo 
sapiens cDNA 5'. 


RC_AA489383_at 


ab41e08.s1 Stratagene HeLa cell s3 937216 Homo sapiens 
cDNA clone 843398 3'. 


RC_AA621188_at 


zu81a08.s1 Soares testis NHT Homo sapiens cDNA clone 
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744374 3 1 . 


RC_AA486182_at 


ab35a01.s1 Stratagene HeLa cell s3 937216 Homo sapiens 
cDNA clone 842760 3\ 


RC_AA393876_s 
_at. 


zv64h10.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 758467 3'. 


RC_AA034189_at 


zi06h12.s1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 430055 3' 


RC_AA024866_at 


ze79b09.s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 365177 3\ 


RC_AA450373_at 


zx05h06 s1 Soares total fetus Nb2HF8 9w Homo saoiens cDNA 
clone 785627 3\ 


N78483_at 


yz78d07.r1 Homo sapiens cDNA clone 289165 5'. * 


RC AA281245 at 


7^Q4cin7 <?1 NfM PfnAP f^PR1 Hnmn cani*artQ pnNA Hnno 
fco%?*T<J\j/ .0 1 iNUi uunr vjv^fLJ i nuiiiu odpici 10 OL/iNr^ oivJi it? 

IMAGE:705133 3'. 


W52431 at 

V V w&."TU 1 CI I 


7^4^h19 r*l QrtaroQ eanoQ^ont fihrnhlactc K I t-\LJ O C" I— Ir^mi^ coniano 
Z-OH-vJU I^.i I OUdlco otJIItJoUuML HUIUUlaDlo INUnOr nOniO oapicDS 

cDNA clone 325247 5' similar to SW:WDNM_RAT P14730 
WDNIM1 PROTEIN T21 PIR-S07807 • 


RC AA446597 at 


zw84f01 s1 Soares total fetus Nb?HF8 Qw Homo sanipn^ rHMA 
clone 783673 3'. 


RC_AA256996_at 


zr81h11.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
682149 3'. 


X73501_at 


H.sapiens gene for cytokeratin 20 


RCAA287131_at 


Zt20g02.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 713714 3' similar to TR:E1 24071 E1 24071 NAD+- 
ISOCITRATE DEHYDROGENASE ;. 



or from a sequence as identified below 



AB002370_at 


Human mRNA for KIAA0372 gene, complete cds. 


AF000546_at 


Homo sapiens purinergic receptor P2Y5 mRNA, complete cds. 


H43922_at 


yo70c03.r1 Homo sapiens cDNA clone 183268 5\ 


H44269_at 


yp17b05.r1 Homo sapiens cDNA clone 187665 5' similar to con- 
tains Alu repetitive element;. 


H88706_s_at 


yw23e08.r1 Homo sapiens cDNA clone 253094 5\ 
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1 OCQQA o o+ 

L2oooU_s_at 


Jomn coni^anc ^nnYiHA hvrirnlas© fEPHX^ 00116. COPflDlete CdS 


N81162_at ) 


fw36d01.r1 Homo sapiens cDNA clone 254305 5'. 


RC_F1 0381^3 
t 


-I. sapiens partial cDNA sequence; clone c-3ec07. 


RC__H545oo_at 


EQ-rnnrMQ uicr\a/ uiAmn conipnc rHMA Hnnp HFfi\A/CR108 3 1 


RC_ H58o92_S_ ; 
at 


^rzUQUo.S 1 MOmo sapiens UL/iNr\ oiunc tujoou o on ui idi wj 
^p-fthh RAT P9R0^7 FOR MYLTETRAHYDROFO LATE DE- 
HYDROGFNASF ' 


RC__N20047_at 


yx28d06.s1 Homo sapiens cDNA clone 263051 3\ 


r\L/ InOOO lU^dl 


\/\/9Rpn4 <*1 Hnmo saoiens cDNA clone 244062 3 ! . 


np of 
Ku KH-DH-y / ell 


\/n^1hni Hnmn ^aniens cDNA clone 36305 3'. 




\/i7RaHft q1 Hnmn <%aniens cDNA clone 154646 3' 


RC_T29986_s_a 


EST10130 Homo sapiens cDNA 3' end similar to None. 


RC_T30214_at 


EST12901 Homo sapiens cDNA 3' end similar to None. 


RC_T4043o_at 


f3V iCUf .sz nomo sapiens cuim/a uiunt; ou^ut o . 


RC_W51910_at 


zc37f06.s1 Soares senescent fibroblasts NbHSF Homo sapiens 

CUNA Clone oZ**D lOo. 


RC_ W7o949_at 


-»/«j7-ifno ei CAoroc fatal hoorf KlhHHIQW Hnmn ^aniens cDNA 

clone 346121 3'. 


RC_W86375_S_ 
at 


znooauz.s I ooares Teiai liver spieen u>iri_o o i numu oa^cno 
cuinm cione *t iqvJ'to o . 


RC_Z38289_at 


H. sapiens partial cDNA sequence; clone c-05e04. 


RC_Z38807_s_a 
t 


H. sapiens partial cDNA sequence; clone c-0qb04. 


RC_Z39599_at 


H. sapiens partial cDNA sequence; clone c-1ed10. 


RC_AA0253o 1 
at 


■fftTyihnQ ci Qncrac fotcil hoorf MhHW1Q\A/ Hnmn ^anipn^ cDNA 
ze/H-nuo.s I ooares reiai nedn iNonn i»vv numu oa^iw io «»- /|,|r » 

clone 364757 3' similar to contains OFR.t1 OFR repetitive ele- 

ment ;. 


RC AA1 36474 
at 


zl01f04.s1 Soares pregnant uterus NbHPU Homo sapiens cDNA 
clone 491 071 -3\ 


RC_AA136611_ 
at 


Zk99b02.s1 Soares pregnant uterus NbHPU Homo sapiens cDNA 
clone 490923 3\ 


RC_AA233375_ 


zr48f07.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
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at 

Gil 


666661 3'. 


RC_AA235621_ 

^ at 


zt36c05.s1 Soares ovary tumor NbHOT Homo sapiens cDNA clo- 
ne 724424 3' 

1 IV^ ■ &a 1 rib r w • 


RC_AA253331_ 
at 


zr72g02.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
668978 3' 


RC_AA393793_ 
at 


zv64a!0.s1 Spates total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 758394 3* 


RC_AA419547_ 
at 


zv04a05.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
752624 3\ 


RC_AA421100_ 
at 


zu27d1 1 .s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 739221 3' 


RC_AA443277_ 
at 


zw87f06.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 783971 3' 

wlwl Iw f Www/ 1 w • 


RC_AA446570_ 
at 


zw84c05.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 783656 3' 


RC_AA447123_ 
at 


zw93c01 .s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 784512 3' 

wlwl IC f w » w 1 ^ w • 


RC_AA449343_ 
at 

Gil 


zx06g09.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 785728 3* 

wIVr/l IC / ww 1 C-\J w • 


RC_AA456016_ 
at 


aa03a08.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
812150 3'. 


RC AA479299 

I \W rWT I Wfaww 

at 


T\/51f04. s1 Soared NhHMPu 531 Motrin ^ani^n^ cDNIA Hnnp 
754303 3'. 


RC AA479350 

■ \W J \l\^T 1 WW WW 

at 


z\/17d09 s1 Snarp^ NhHMPu S1 Homo saoiens cDNA clone 

v 1 ( Www>w 1 WwCll ww INI II IIVIIL4 X_J 1 I IUI 1 IU OdjJIwI Iw wL/| wlwl Iw 

753905 3' similar to contains element TAR1 TAR1 repetitive ele- 
ment 


U85707_at 


Human leukemogenic homolog protein (MEIS1) mRNA, complete 
cds 


U94831_at 


Human multispanning membrane protein mRNA, complete cds. 
/gb=U94831 /ntype=RNA 


W27827_at 


38c8 Human retina cDNA randomly primed sublibrary Homo sapi- 
ens cDNA. 


W81301_at 


zd85a12.r1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 347422 5'. 
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Yi27n_ax 


n. sapiens itikina Tor putative progesterone Dinaing protein 


AA074407_at 


zm15c08.r1 Stratagene pancreas (#937208) Homo sapiens cDNA 
cione ozo 1 1 u o . 


AA091017_at 


yy1646.seq.F Fetal heart, Lambda ZAP Express Homo sapiens 


AA104023_at 


l7134.seq.F Fetal heart, Lambda ZAP Express Homo sapiens 

r nMA *v 

GUINM O . 


AA171913_at 


zo95d05.r1 Stratagene ovarian cancer (#937219) Homo sapiens 
cufma cione oy^ooo o . 


AA195678_at 


zr32h05.r1 Soares NhHMPu S1 Homo sapiens cDNA clone 

000140 O . 


AA227678_at 


zr55e05.r1 Soares NhHMPu S1 Homo sapiens cDNA clone 

OO l oZo o . 


AA247204_at 


csg0306.seq.F Human fetal heart, Lambda ZAP Express Homo 
sapiens cDNA 5\ 


AA479995_at 


zv18b05.r1 Soares NhHMPu S1 Homo sapiens cDNA clone 
753969 5'. 


or from a sequence as identified below 


RC_H14633_at 


yl26e06.s1 Homo sapiens cDNA clone 159394 3'. 


RC_N62506_at 


yz74d02.s1 Homo sapiens cDNA clone 288771 3'. 


RC_N70481_at 


za74g10.s1 Homo sapiens cDNA clone 298338 3'. 


RC_N73988_at 


za57b06.s1 Homo sapiens cDNA clone 296627 3'. 


RC_T53404_at 


ya88g06.s1 Homo sapiens cDNA clone 68794 3\ 


RC_Z38149_at 


H. sapiens partial cDNA sequence; clone c-01a09. 


RC_Z38849_at 


H. sapiens partial cDNA sequence; clone c-0rb11. 


RC_AA037409_ 
at 


zc03h03.s1 Soares parathyroid tumor NbHPA Homo sapiens 
cDNA clone 321269 3\ 


RC_AA084318_ 
at 


zn18b04.s1 Stratagene neuroepithelium NT2RAMI 937234 Homo 
sapiens cDNA clone 547759 3\ 


RC_AA126419_ 
at 


zk94d04.s1 Soares pregnant uterus NbHPU Homo sapiens cDNA 
clone 490471 3'. 


RC_AA128407_ 


zm24d04.s1 Stratagene pancreas (#937208) Homo sapiens 
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at 


cDNA clone 526567 3'. j 


RC_AA173430_ 
at 


zp02e08.s1 Stratagene ovarian cancer (#937219) Homo sapiens 
cDNA clone 595238 3'. 


RC_AA398104_ 
at 


zt58d03.s1 Soares testis NHT Homo sapiens cDNA clone 726533 
3'. 


RC_AA399414_ 
at 


zt50e07.s1 Soares ovary tumor NbHOT Homo sapiens cDNA clo- 
ne 725796 3'. 


RC_AA431479_ 
at 


zw72f05.s1 Soares testis NHT Homo sapiens cDNA clone 781761 
3". 


RC_AA436471_ 
at 


zv08e05.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
753056 3'. 


RC_AA449455_ 
at 


zx05e10.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 785610 3' similar to contains Alu repetitive element;. 


RC_AA458899_ 
at 


zx88d07.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 810829 3'. 


RC_AA463630_ 
s_at 


zx98g09.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
811840 3*. 


RC_AA489009_ 
at 


aa54d11.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:824757 3'. 


W37319_at 


zc1 1f08.r1 Soares parathyroid tumor NbHPA Homo sapiens 
cDNA clone 322023 5'. 



or from a sequence as identified below 



yx16e10.r1 Homo sapiens cDNA clone 261930 5'. 


N24990_s_at . 


yf41e08.r1 Homo sapiens cDNA clone 129446 5' similar to 
SP:A46661 A46661 LEUKOTRIENE B4 OMEGA- . 
HYDROXYLASE, P-450LTB OMEGA=CYTOCHROME P-450 
SUPERFAMILY MEMBER - ;. 


R11267_at 


yq76e12.s1 Homo sapiens cDNA clone 201742 3' similar to 
gb:J02982 GLYCOPHORIN B PRECURSOR (HUMAN);. 


RC_H52937_at 


yr89e02.s1 Homo sapiens cDNA clone 212474 3'. 


RC_H69547_at 


yu73c12.s1 Homo sapiens cDNA clone 239446 3'. 


RC_H70047_at 


yx99c1 1 .s1 Homo sapiens cDNA clone 269876 3". 


RC_N24879_at 
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yz38a06.s1 Homo sapiens cDNA clone 285298 3\ 


RC_N66312_at 


yh26a02.s1 Homo sapiens cDNA clone 130826 3'. 


RC_R22189_at 


yg44f05.s1 Homo sapiens cDNA clone 35270 3\ 


RC_R45582_at I 


yg83e10.s1 Homo sapiens cDNA clone 39835 3'. 


RC R53457 at 


vi49a10 s1 Homo sapiens cDNA clone 142626 3' 


RC R70903 at 


zl68c01 .s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 509760 3' 


RC_AA054321_s_at 


zk87c05.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 489800 3' 


RC_AA099820_at 


zl17g05.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 502232 3' 

V/WI V V V/lwl Iw Wwr f ,\J£m W • 


RC_AA127238_at | 


zo64h02.s1 Stratagene pancreas (#937208) Homo sapiens 
cDNA clone 591 699 3' 

vUlilrv vlwl Iw w w 1 Uww w . 


RC_AA147224_at 


zq12e02.s1 Stratagene muscle 937209 Homo sapiens cDNA 
clone 629498 3'. 


RC_AA192765_at 


7r*^^Hn7 «t1 Snares NhHMPn fi1 Hnmn ^ani^n^ rHNA Hnnp 

£—\ WwUU f . O 1 OUOI wO 1 Mi 1 1 1 1 VI 1 U U 1 1 IUI 1 1 \J wCIIJIwi lO L»L/|\r\ wl Ul IC 

665197 3'. 


Rfi AA1Q*;718 at 
r\v ryr\ I i i q at 


7r98b08 s1 Strataaene NT9 npuronal nrecursor 937230 Homo 

&m\ ^.\JvJ\J\J • w 1 \J LI CIlCl^wl IC IN 1 Li 1 ICUI Ul IQI CV/UI Owl w w I 1 IUI 1 Iw 

sapiens cDNA clone 664695 3' similar to gb:L05779 SOLUB- 
LE EPOXIDE HYDROLASE (HUMAN);. 


RC AA232114 s at 


£m\\J l l 1 1 il> . O 1 INUI V^/VJ/VI VJvD 1 1 IUI I IU OC«}Jl wl 19 wL-/l N/\ vlUI IC 

IMAGE:712487 3'. 


RC AA281770 at 


^w'SQpO^ q1 5^oarp^ total fptn^ 9w Homo saoipns 
cDNA clone 774364 3' similar to TR:G1 1 99667 G1 199667 
PROTEIN KINASE C-BIND1NG PROTEIN ENIGMA ■ 


RC AA430209 at 


zx31f03.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 788093 3 1 

1 x/ \ wlwl Iw f WWW WW W t 


RC_AA452410_at 


aa39g12.s1 NCI_CGAPJ3CB1 Homo sapiens cDNA clone 

image:815686 3\ 


RC_AA485115_at 


zk85e12.r1 Soares oreanant uterus NbHPU Homo sapiens 
cDNA clone 489646 5'. 


AA099391_s_at 


zo16a05.r1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 587024 5' similar to SW:CATX_BOVIN P05689 CA- 
THEPSIN ;. 


AA131127_at 



WO 02/02804 PCT/DK01/00463 



140 


zp02c06.r1 Stratagene ovarian cancer (#937219) Homo sapi- 
ens cDNA clone 595210 5' similar to SW:QRI2_YEAST 
P43124 HYPOTnt: I IOAL 4b. \ »\U rKU I tIN IN rnU^-rULo 
INTERGENIC REGION. [1] ,\ 


A AH 70EnC «-»+ ! 


zt39b07.r1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 724693 5'. 


AA291786_s_at 


zu53f10.r1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 741739 5\ 


AA402971_s_at 


or from a sequence as identified below 


Human mRNA for IgG Fc binding protein, complete cds 


D84239_at 


yv/ouuy.s i ooares Teiai uver opiccii iiNruo numu odfjitJiio 
cDNA clone 248345 3'. 


RC Nl*vl841 at 


yaooiu^hs i noiTio sapiens cuin/a Lriunt? 00/0/ 0 . 




ye30d12.s1 Homo sapiens cDNA clone 1 19255 3'. 


RC_T98227_at 


•7rQ7rn7 el Mri priAP r^r^RI Hnmn canipnc pHMA nlnnA 
zry/ cu# .s 1 iNwi uonr uud 1 nuiiiu oeipimio oljin/a uiunt? 

IMAGE;683628 3'. 


RC AA215379 at 


zr81e12.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
682126 3\ 


RC_AA256485_at 


zt19f03.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 713597 3' similar to TR:E92665 E92665 AP56 ;. 


RC_AA290679_at 


zw46c01 .s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 773088 3'. 


RC_AA425309__at 


zw71d04.s1 Soares testis NHT Homo sapiens cDNA clone 
781639 3\ 


RC_AA429655_at 


aa90h1 1 .s1 Stratagene fetal retina 937202 Homo sapiens 
cDNA clone 838629 3' similar to contains Alu repetitive ele- 
ment;. 


RC_AA456981_at 


zx70c04.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 796806 3'. 


RC_AA461174_at 


zd27g09.r1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 341920 5'. 


W61377_at 



THIS PAGE BLANK (Msm> 



WO 02/02804 PCT/DK01/00463 

141 

In one embodiment at least one gene is introduced into the tumor cell. In another 
embodiment at least two genes are introduced into the tumor cell. 

In one aspect of the invention small molecules that either inhibit increased gene 
5 expression or their effects or substitute decreased gene expression or their effects, 
are introduced to the cellular environment or the cells. Application of small 
molecules to tumor cells may be performed by e.g. local application or intravenous 
injection or by oral ingestion. Small molecules have the ability to restore function of 
reduced gene expression in tumor or cancer tissue. 

10 

In another aspect the invention relates to a therapy whereby genes (increase and/or 
decrease) generally are correlated to disease are inhibited by one or more of the 
following methods: 

15 A method for reducing cell tumorigenicity or malignancy of a cell, said method 
comprising 

obtaining at least one nucleotide probe capable of hybridising with at least one gene 
of a tumor cell, said at least one gene being selected from genes being expressed in 
20 an amount at least one-fold lower in normal cells than the amount expressed in said 
tumor cell, and 

introducing said at least one nucleotide probe into the tumor cell in a manner 
allowing the probe to hybridise tp the at least one gene, thereby inhibiting 
25 expression of said at least one gene. This method is preferably based on anti-sense 
technology, whereby the hybridisation of said probe to the gene leads to a down- 
regulation of said gene. 

The down-regulation may of course also be based on a probe capable of hybridising 
30 to regulatory components of the genes in question, such as promoters. 

The probes are preferably selected from probes capable of hybridising to a 
nucleotide sequence comprising a sequence as identified below 

(Homo sapiens mRNA for CC chemokine, complete cds. ~ |AB000221_at ~| 
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Human fetal brain cDNA 3'-end GEN-097D06. 


RC_D60296_at 


Human fetal brain cDNA 3'-end GEN-132E11. 


RC_D60813_at 


va7la11 s1 Homo saDiens cDNA clone 38542 3'. 


RC_R49708_s_at 


H. sapiens partial cDNA sequence; clone c-02a08. 


RC_Z38182_at 


aa^R*=»07 ci tsjni CGAP GCB1 Homo saoiens cDNA clone 
IMAGE:815556 3':. 


RC_AA456821_at 


ae53d05.s1 Stratagene lung carcinoma 937218 Homo sapi- 
ens cDNA clone 950601 3'. 


RC_AA608545_at 


ae58g12.s1 Stratagene lung carcinoma 937218 Homo sapi- 
ens cDNA clone 951142 3'. 


RC_AA620553_s_at 


cp3087.seq.F Fetal heart, Lambda ZAP Express Homo sapi- 
ens cDNA 5'. 


AA095119_at 



or from 



yn53b04.s1 Homo sapiens cDNA clone 172111 3\ 


RC_H20269_at 


H. sapiens partial cDNA sequence; clone c-2ea12. 


RC_Z40715_at 


zm79a11.s1 Stratagene neuroepithelium (#937231) Homo sapi- 
ens cDNA clone 531836 3\ 


RC_AA116Q36_at 


zn92a08.s1 Stratagene lung carcinoma 937218 Homo sapiens 
cDNA clone 565622 3'. , * 


RC_AA133250_at 


or from a sequence as identified below 


Human threonyMRNA synthetase mRNA, complete cds 


M63180_at 


HFBEST-40 Human fetal brain QBoqin2 Homo sapiens cDNA. 


N89563_s_at 


Human fetal brain cDNA 3'-end GEN-045C11. 


RC_D80198_at 


H. sapiens partial cDNA sequence; clone c-0kf11. 


RC_F01986_f_at 


yn51g07.s1 Homo sapiens cDNA clone 171996 3'. 


RC_H18997_at 


zn76c1 1 .s1 Stratagene NT2 neuronal precursor 937230 Homo 
sapiens cDNA clone 5641 16 3' similar to contains Alu repetitive . 
element;. 


RC_AA101562_at 



or from a sequence as identified below 
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Ye73c08.s1 Homo sapiens cDNA clone 123374 3\ 


RC„R00083_at 


%#iQn«rM d Uomn canionc nHMA Hnnp> 1f^0fi4 3* 
yjOUeU I .S I nOiTIU oafJlcnlo L/L-/I ojuiic i ov/^w-t \j . 


RC_R71391_at 


Seq2147 Homo sapiens cDNA clone NHB3MK-9 3'. 


RC„T23991_at 


v^nfnft d Wnmn canionc rHNA Hnnp 113603 3* similar to 
contains Alu repetitive element;. 


RC_T79196_at 


7«oftnnQ o-i Qtrotononfa rnlnn fiftQ*V7?04\ Homo ^aniens cDNA 
clone 587992 3'. 


RC_AA130596_at 


•7\zQQ/^nfx e*l Qrkorpc n\/ar\/ tnmnr NlhHOT Homo saniens cDNA" 
cione o i uy<£o o . 


RC_AA459310_r_at 


aa48f12.s1 NCL.CGAPJ3CB1 Homo sapiens cDNA clone 
llvIAbb.o^4ZU/ o. 


RC_AA490965_at 


Human DNA binding protein homolog (DRX) mRNA, partial 
cds 


U88047_at 


Human DSC2 mRNA for desmocoliins type 2a and 2b 


X56807_at 


zi01b10.r1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 429499 5". 


AA011479_at 


EST1 12387 Aorta endothelial cells Homo sapiens cDNA 5' 
end. 


AA296821_at 



or from a sequence as identified, below 



zx58c10.r1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 446706 5' similar to contains Alu repetitive ele- 
ment;. 


AA203639_at 


Human prealbumin gene, complete cds. 


M11844_at 


zq77f02.s1 Stratagene hNT neuron (#937233) Homo sapiens 
cDNA clone 647643 3' similar to contains element MSR1 repeti- 
tive element ;. 


RC_AA206042_at 


yz03e04.s1 Homo sapiens. cDNA clone 281982 3'. 


RC_N51097_at 


yl70f08.s1 Soares infant brain 1NIB Homo sapiens cDNA clone 
43327 3'. 


RC_H05527_at 


zl05d1 1.r1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 491445 5' similar to TR:G895845 G895845 PUTA- 
TIVE P64 CLCP PROTEIN. ;. 


AA115572_s_at 
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yj14b12.s1 Homo sapiens cDNA clone 148703 3\ 


RC_H12863_at 


saK^Rcan/t rl Qtratanpanp Hf»I a rpll QT7216 Homo saoiens 
rnWA Hnnp R49Q10 5' 


AA489287 at 


ye49h07.s1 Homo sapiens cDNA clone 121117 3'. 


RC_T96383_at 


\/nQftn19 d Homo <5aoif=»n^ rDNA Hone 203878 3' 


RC H56453 at 


zI03h01.s1 Soares pregnant uterus NbHPU Homo sapiens 

rDMA rlono 4Q1281 3' 


RC_AA152194_at 


H. sapiens partial cDNA sequence; clone c-0ed05. 


RC_Z38520_at 


wHOftnOQ cai Wnmo car>ip»nQ rHMA rlonp 9*Snfi1 '■V similar to 
yQUOyUy.o I nuillvJ odfJiCllo OL/INAA uiuiic *.juu i o oii iimcii i\j 

contains Alu repetitive element;. 


RC R38944 at 


TrMfio'ti d ^tratari£»n£* rolon (4£Q*¥79()£\ Homo ^aoipn<> rDNA 

Z.\j l OS 1 1 .O 1 Oil dldy CI IC vvJIUI 1 i *-W*ty 1 l\Jl 1 IU SofJlCl lo V^l~/l N/^ 

clone 587084 3'. 


RC AA1 33926 at 


-»of>Qfn^ d Wnmn canionc r»HMA Hnnia 9Q77*^i *V similar to 
ZaOOTUO.b I nUillw odjJIcilo OL/INAA OIUIIC c.<3 1 / O 1 sJ oil I Midi 

gb:X59244 ZINC FINGER PROTEIN 43 (HUMAN);. 


RC N69908 f at 


2.uU&CU^.b 1 Oil dldyci IC UUIUI1 yfrOv)/ c-\J g -r) %\\J\\\\J odfJICI lo v*l—/l>J/A 

clone 566498 3* similar to contains Alu repetitive element;. 


RC AA151945 at 


SOX5=Sry-related HMG box gene {alternatively spliced} [hu- 
man, icons, rnr\iNA\, \h/ o iuj 


S83308_at 


zv I I uud.o i oudi co iMi inivir^u o i nui i iu od|jici io v^u/i n/a oiwi ic 
753299 3\ V • 


RC AA406570 at 


zl67g04.s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 509718 3' similar to contains Alu repetitive ele- 
ment;contains element PTR5 repetitive element ;. 


RC_AA058314_at 


yr31g12.s1 Homo sapiens cDNA clone 206950 3\ ' 


RC_R98735_at 


or from a sequence as identified below 


Human mRNA for KIAA0180 gene, partial cds j 


D80002_at 


Similar to none. 


D82418_at 


Yx59d.10.r1 Homo sapiens cDNA clone 266035 5\ 


N28843_at 


H. sapiens partial cDNA sequence; clone c-1 2c1 1 . 


RC_F02541_at 


Yw65f02.s1 Homo sapiens cDNA clone 257115 3'. 


RC_N30806_at 


Yh81f02.s1 Homo sapiens cDNA clone 136155 3' similar to 
contains Alu repetitive element;. 


RC_R33146_at 
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Yf70a09.s1 Homo sapiens cDNA clone 27448 3'. 



RC R40166_at 



Yi23g09.s1 Homo sapiens cDNA clone 140128 3'.. 
Zk05c04.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 469638 3". 



RC R65998 at 



RC AA027823 at 



Zn17a03.s1 Stratagene neuroepithelium NT2RAMI «37234 
Homo sapiens cDNA clone 547660 3'. 



RC_AA084138_at 



Zr13a10.s1 Stratagene hNT neuron (#937233) Homo sapiens 
cDNA clone 648666 3'. 



RC AA223902 at 



Zv90g02.s1 Spares NhHMPu S1 Homo sapiens cDNA clone 
767090 3'. 



RC AA424524 at 



Aa65d11.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:825813 3\ 



RC_AA505136_at 



Zk55g12.r1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 486790 5'. 



AA043223_at 



or from a sequence as identified below 




H. sapiens partial cDNA sequence; clone c-1pb12. 


RCJ=03192_at 


Zd87g10.s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 347682 3\ \ ;\. ] 


RCJ/V81552_at 


H. sapiens partial cDNA sequence; clone c-10c01. 


RCJ r 02470_at 


zc20b06.s1 Soares senescent fibroblasts NbHSF Homo sapi- 
ens cDNA clone 322835 3' similar to PIR:S44218 S44218 
testin - mouse [1] ;. 


RC_W44927_at 


yg46b01.s1 Homo sapiens cDNA clone 35626 3\ 


RC_R45292_at 


yr47b09.s1 Homo sapiens cDNA clone 208409 3' similar to 
contains Alu repetitive element; contains MER15 repetitive 
element ;. 


RC_H62159_at 


yf45a10.s2 Homo sapiens cDNA clone 129786 3'. 


RC_R17059_at 


ym30c10.sl Homo sapiens cDNA clone 49795 3\ 


RC - H15259_at 


29a6 Human retina cDNA randomly primed sublibrary Homo 
sapiens cDNA. 


W26376_at 


H. sapiens mRNA for putative carboxylesterase 


Y09616_at 


zw48f02.r1 Soares total fetus Nb2HF8 9w Homo sapiens 


AA425593_at 
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cDNA clone 773307 5'. 




zt08e05.s1 NCLCGAPJ3CB1 Homo sapiens cDNA clone 
IMAGE'712544 3'. 


RC_AA279980_at 


ym62c07.s1 Homo sapiens cDNA clone 163500 3\ 


RC_H14089_at 


yg49c02.s1 Homo sapiens cDNA clone 36133 3\ 


RC_R46079_f_at 


zc17d10.s1 Scares parathyroid tumor NbHPA Homo sapiens 
rDNA clone 322579 3' similar to PIR:S39983 S39983 eps8 
protein - mouse ;. 


RC_W15360_at 


Human mRNA for retinoic acid receptor-like protein 


X52773_at 


ze75b05.s1 Scares fetal heart NbHH19W Homo sapiens 
cDNA clone 364785 3' similar to TR:G451 330 G451 330 
STEROL REGULATORY ELEMENT BINDING PROTEIN-2. ;. 


RC_AA053886_s_at 


zo31a10.s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 588474 3\ 


RC_AA143493_at 


Homo sapiens mRNA; expressed sequence tag; clone 
DKFZphsnu1_1b13, 3' read. 


RC_Z98492_at 


H. sapiens partial cDNA sequence. 


F15201_at 


yh10f08.s1 Homo sapiens cDNA clone 42872 3'. 


RC_R61883_at 


30e12 Human retina cDNA randomly primed sublibrary Homo 
^aniens cDNA * - 


W26505_at 


zn53e03.s1 Stratagene muscle 937209 Homo sapiens cDNA 
clone 561916 3' 


RC_AA085676_at 


ze55c07.r1 Soares retina N2b4HR Homo sapiens cDNA clo- 
ne 362892 5' similar to SW:RB14_RAT P35287 RAS- 
RELATED PROTEIN RAB-14. [1] ;. 


AA018804_at 


Human class I histocompatibility antigen-like protein mRNA, 
complete cds. 


U22963_at 


yf26d08.s1 Homo sapiens cDNA clone 127983 3'. 


RC_R09230_at 


yi25g01.s1 Homo sapiens cDNA clone 140304 3'. 


RC_R67918_at 


zu55d04.r1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 741895 5' similar to TR:G397579 G397579 LL5 MRNA. 


AA402119_at 


zn42g07.r1 Stratagene endothelial cell 937223 Homo sapiens 
cDNA clone 550140 5'. 


AA082171_at 


yi89d09.r1 Homo sapiens cDNA clone 146417 5'. 


R79750_at 1 
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•7\AfpOrin/i e*l ^narAQ t<^^fi<? NHT Homo ^aoien«i cDNA don© 
782503 3*. 


RC_AA431 773_at 


7oQ7afi7 d MPl Pf^AP CnHRI Homo «5aniens cDNA clone 
IMAGE-.711540 3'. 


RC_AA280670_at 


cqtir^7A Anr+a <anHnthf>lio| ppllc TNF aloha-tr^ated Homo 
sapiens cDNA 5' end. 


AA303711 at 


zu64g03.r1 Soares testis NHT Homo sapiens cDNA clone 

7/tOQO/l 

/ *f/!OU^ 0 . 


AA400361__at 


Homo sapiens MDM2-like p53-binding protein (MDMX) 


AF007111_at 


aa59c02.r1 NCI_CGAPJ3CB1 Homo sapiens cDNA clone 
ift/iA^P'ftOROi R cimilflrto rontains element MIR reoetitive 

element 


AA504384_at 


K1565F Fetal heart, Lambda ZAP Express Homo sapiens 
cDNA done K1565 5' similar to EST(YD54C09.R1 ). 


N88108_at 


aa20e01.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
813816 3'. 


RC_AA447769_at 


or from a sequence as identified below 


Ze92h01.s1 Soares fetal heart NbHH19W Homo-sapiens 
cDNA clone 366481 3\ 


RC_AA026418_at 


Human fetal brain cDNA 3'-end GEN-070G07. 


RC_D59847_at 


Seq2287 Homo sapiens cDNA clone Cot250Ft-b4HB3MA-8 
3'. 


RC_T24099_at 


Yh16a10.s1 Homo sapiens cDNA clone 37689 3'. 


RC_R59292_at 


Zd25e10.s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 341706 3' similar to gb:M38188 OVARIAN 
GRANULOSA CELL 13.0 KD PROTEIN HGR74 (HUMAN);. 


RC_W60582_at 


Human 5-lipoxygenase activating protein (FLAP) gene 


M63262_at 


Yc89d05.si Homo sapiens cDNA clone 23443 3\ 


RC_R38678_at • 


Zd29g01.r1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 342096 5'. 


W60268_at 


Zx80d02.r1 Soares ovary tumor NbHOT Homo sapiens cDNA 


AA465016_at 
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clone 810051 5' similar to TR:G1020091 G1020091 NEU- 

DADQIM •#-/-inf£>ine oliam^nt 1 TR^ rPnf^titlVfi element ' 




\//-iQQfn/i t>*t Unmn c <a r\if=»riQ rRMA Hnri£» 1 i4847 3' 

YQOOTUt'.S I nOlTlU o«|JldlO OL/INAA ulUUC I I -r\j-T i v ■ 


RC_T79842_at 


Zq56g08.s1 Stratagene neuroepithelium (#937231) Homo, 
sapiens cDNA clone 645662 3\ 


RC_AA206225_at 


7vQ7nm d Qnarac tritol futile Mh9MFft Q\A/ HoiTlO ^flnifinS 

cDNA clone 788690 3'. 


RC AA449914 at 


H. sapiens pamai cuina sequence, ciune o-ounuo. 


RC F10211 at 


zv41f05.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 756225 3' similar to TR:G498729 G498729 ZINC FIN- 

Ann DDnTPIM • 


RC_AA480109_r_at 


zl72a06.s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone oiui ou o . 


RC_AA053102_s_at 


-i.iOilUH H r- -1 O ^1 1-/-* f /si/on/ +i ir*"i/~\r MhMrYI Unmn canipnQ 

zw^ihDI 1 .si ooares ovary lumor iNDnv^ i nuniu oc*pic;i io 

CL/INr\ ClOn© ( ( w^UQ O olluilcil lw v^uiKdiiio ctcniC/iii ini \ i 

peuiive eiemciu ,. 


RC AA434113 at 


zw62c02.s1 Soares total fetus Nb2HF8 9w Homo sapiens 

CLJiMr\ Clone ( 1 4u^O O . 


RC_AA441791_at 


yz42c02.s1 Homo sapiens cDNA clone 285698 3', 


RC_N67583_at 


yQ^t / D IZ.S 1 nOITlO bd|Jifcflla ol/in/a ^iuhc i^wuuo *j . 


RC T96077 at 


numan iTIKiNAN tot maauo io yciie, uctiitcii ouo. 


AB002316 at 


Z@ jUQUV .S 1 OQcireo Iv?ldl lltJcui iNunn icjvv nuniy oapiwi 10 

cDNA clone 358620 3'. 


RC W96222 at 


Unman hamnnniaHr recall nrot<=iin-f\/r0^inP kina^A fHCilO Clfin© 

complete eels, clone Iambda-a2/1a 


M16591_s_at 


\/-?7fth'l 9 cl Mnmn QanipriQ rHNA Hnnfi 288Q*5Q *-V 


RCJM59808_at 


H. sapiens partial cDNA sequence; clone c-39g09. 


RC_F10040_at 


zxo^Dvjy.Sl ooares loiai Teiuo iNu^nro 5?w riuiiiu odfjieuo 
cDNA clone 796025 3'. 


RC AA461549 at 


zd35d04.s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 342631 3\ 


RC_W68683_at 


zn20d05.s1 Stratagene neuroepithelium NT2RAMI 937234 
* Homo sapiens cDNA clone 547977 3\ 


RC_AA084640_at 


HUMGS0007858, Human Gene Signature, 3'-directed cDNA 


C01169_at 
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sequence. 




ab04a05.s1 Stratagene fetal retina 937202 Homo sapiens 
cDNA done 839792 3\ 


RC_AA491465_at 


zd41c07.s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 343212 3\ 


RC_W67564_s_at 


Human beta-1 -adrenergic receptor mRNA, complete cds. 


J03019_s_at 


yu77b06.s1 Homo sapiens cDNA clone 239795 3\ 


RC„H80622_at 


yy15h06.s1 Homo sapiens cDNA clone 271355 3\ 


RC_N34686_at 


yg91d08.s1 Homo sapiens cDNA clone 40992 3\ 


RC_R56066_s_at 


EST71577 Homo sapiens cDNA 3' end similar to None. 


RC_T34611_at 


zk15e12.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 470638 3\ 


RC_AA031373_s_at 


Human mRNA for spi-1 proto-oncogene 


X52056_at 


yz89g12.r1 Homo sapiens cDNA clone 290278 5'. 


N77564_at 


HUMGS0003713, Human Gene Signature, 3'-directed cDNA 
sequence. 


C01765_at 


ae32d03.s1 Gessler Wilms tumor Homo sapiens cDNA clone 
897509 3'. 


RC_AA496936_at 


zk04e03.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA.done 469564 3'. > ■. 


RC_AA027103_at 


yg32c1 1 .s1 Homo sapiens cDNA clone 34089 3\ 


RC_R44131_at 


yz48f04.s1 Homo sapiens cDNA clone 286303 3'. 


RC_N67227_at 


ye52f03.s1 Homo sapiens cDNA clone 121373 3\ 


RC_T96677_at 


zo23g05.s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 587768 3". 


RC_AA134965_Lat 


yd87d10.s1 Homo sapiens cDNA clone 115219 3". 


RC_T86600_at . 


zf51f03.s1 Soares retina N2b4HR Homo sapiens .cDNA clone 
380477 3'. 


RC_AA054087_at 


zv76b10.r1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA 5'. 


AA444374_at 


ys04f01.s1 Homo sapiens cDNA clone 213817 3' similar to 
gb:J04970 CARBOXYPEPTIDASE M PRECURSOR (HU- 
MAN);contains Alu repetitive element;. 


RC_H72357_at 


ze37d1 1 .s1 Soares retina N2b4HR Homo sapiens cDNA clo- 


RC_AA017045_at 
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ne 361 173 3*. 




zi09c03.r1 Scares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 430276 5'. 


AA010324_at 


zs38b09.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
687449 3' 

WW 1 " » w w » 


RC_AA234743_at 


zf20d06.s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 377483 3\ 


RC_AA055892_at 


zw89g02.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 784178 3'. 


RC_AA446650_at 


ys80e03.r1 Homo sapiens cDNA clone 221 1 16 5'. 


H91747_s_at 


zu63c08.r1 Soares testis NHT Homo sapiens cDNA clone 
742670 5'. 


AA401510_s_at 


zd31d10.s1 Soares fetal heart NbHH19W Homo sapiens . 
cDNA clone 342259 3\ 


RC_W61239_at 



In another embodiment the probes consists of the sequences identified above. 



The hybridization may be tested in vitro at conditions corresponding to in vivo 
5 conditions. Typically, hybridization conditions are of low to moderate stringency. 
These conditions favour specific interactions between completely complementary 
sequences, but allow some non-specific interaction between less than perfectly 
matched sequences to occur as well. After hybridization, the nucleic acids can be 
"washed" under moderate or high conditions of stringency to dissociate duplexes 
10 that are bound together by some non-specific interaction (the nucleic acids that form 
these duplexes are thus not completely complementary). 

As is known in the art, the optimal conditions for washing are determined empiri- 
cally, often by gradually increasing the stringency. The parameters that can be 

15 changed to affect stringency include, primarily, temperature and salt concentration. 
In general, the lower the salt concentration and the higher the temperature the 
higher the stringency. Washing can be initiated at a low temperature (for example, 
room temperature) Using a solution containing a salt concentration that is equivalent 
to or lower than that of the hybridization solution. Subsequent washing can be car- 

20 ried out using progressively warmer solutions having the same salt concentration. 
As alternatives, the salt concentration can be lowered and the temperature main- 
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tained in the washing step, or the salt concentration can be lowered and the tem- 
perature increased. Additional parameters can also be altered. For example, use of 
a destabilizing agent, such as formamide, alters the stringency conditions. 

5 In reactions where nucleic acids are hybridized, the conditions used to achieve a 
given level of stringency will vary. There is not one set of conditions, for example, 
that will allow duplexes to form between all nucleic acids that are 85% identical to 
one another;, hybridization also depends on unique features of each nucleic acid. 
The length of the sequence, the composition of the sequence (for example, the 

10 content of purine-like nucleotides versus the content of pyrimidine-like nucleotides) 
and the type of nucleic acid (for example, DNA or RNA) affect hybridization. An 
additional consideration is whether one of the nucleic acids is immobilized (for ex- 
ample on a filter). 

15 An example of a progression from lower to higher stringency conditions is the fol- 
lowing, where the salt content is given as the relative abundance of SSC (a salt so- 
lution containing sodium chloride and sodium citrate; 2X SSC is 10-fold more con- 
centrated than 0.2X SSC). Nucleic acids are hybridized at 42°C in 2X SSC/0.1% 
SDS (sodium dodecylsulfate; a detergent) and then washed in 0.2X SSC/0.1% SDS 

20 at room temperature (for conditions of low stringency); 0.2X SSC/0.1% SDS at 42°C 
(for conditions; of moderate stringency); and 0.1X SSC at 68°C (for conditions of 
high stringency). Washing can be carried ;oiit using only one of the conditions given, 
or each of the conditions can be used (for example, washing for 10-15 minutes each 
in the order listed above). Any or all of the washes can be repeated. As mentioned 

25 above, optimal conditions will vary and can be determined empirically. 

In another aspect a method of reducing tumoregeneicity relates to the use of. 
antibodies against an expression product of a cell from the biological tissue. The 
antibodies may be produced by any suitable method, such as a method comprising 
30 the steps of 

obtaining expression product(s) from at least one gene said gene being expressed 
as defined above for oncogenes, 
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immunising a mammal with said expression product(s) obtaining antibodies against 
the expression product. 

Use 

5 The methods described above may be used for producing an assay for diagnosing a 
biological condition in animal tissue, or for identification of the origin of a piece of 
tissue. Further, the methods of the invention may be used for prediction of a disease 
course and treatment response. 

10 Furthermore, the invention relates to the use of a peptide as defined above for 
preparation of a pharmaceutical composition for the treatment of a biological 
condition in animal tissue. 

Furthermore, the invention relates to the use of a gene as defined above for 
15 preparation of a pharmaceutical composition for the treatment of a biological 
condition in animal tissue. 

Also, the invention relates to the use of a probe as defined above for preparation of 
a pharmaceutical composition for the treatment of a biological condition in animal 
20 tissue. 

Gene delivery* therapy 

The genetic material discussed above for may be any of the described genes or 
functional parts thereof.. The constructs, may be introduced as a single DNA mole- 
25 cule encoding all of the genes, or different DNA molecules having one or more 
genes.. The constructs may be introduced simultaneously or consecutively, each 
with the same or different markers. 

The gene may be linked to the complex as such or protected by any suitable system 
30 normally used for transection such as viral vectors or artificial viral envelope, lipo- 
somes or miceflas, wherein the system is linked to the complex. 

Numerous techniques for introducing DNA into eukaryotic cells are known to the 
skilled artisan. Often this is done by means of vectors, and often in the form of nu- 
35 cleic acid encapsidated by a (frequently virus-like) proteinaceous coat. Gene deliv- 
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ery systems may be applied to a wide range of clinical as well as experimental ap- 
plications. 

Vectors containing useful elements such as selectable and/or amplifiable markers, 
5 promoter/enhancer elements for expression in mammalian, particularly human, 
cells, and which may be used to prepare stocks of construct DNAs and for carrying 
out transfections are. well known, in the art. Many are commercially available. 

Various techniques have been developed for modification of target tissue and cells 
10 in vivo. A number of virus vectors, discussed below, are known which allow trans- 
fection and random integration of the virus into the host. See, for example, Duben- 
sky et al. (1984) Proc. Natl. Acad. Sci. USA 81:7529-7533; Kaneda et al., (1989) 
Science 243:375-378; Hiebert et al. (1989) Proc. Natl. Acad. Sci. USA 86:3594- 
3598; Hatzoglu et al., (1990) J. Biol. Chem. 265:17285-17293; Ferry et al. (1991) 
15 Proc. Natl. Acad. Sci. USA 88:8377-8381. Routes and modes of administering the 
vector include injection, e.g intravascularly or intramuscularly, inhalation, or other 
parenteral administration. 

Advantages of adenovirus vectors for human gene therapy include the fact that re- 
20 combination is rare, no human malignancies are known to be associated with such 
viruses, the adenovirus genome is double stranded DNA which can be manipulated 
to accept foreign genes of up to 7.5 kbin size, and live adenovirus is a safe human 
vaccine organisms. 

25 Another vector which can express the DNA molecule of the present invention, and 
is useful in gene therapy, particularly in humans, is vaccinia virus, which can be ren- 
dered non-replicating (U.S. Pat. Nos. 5,225,336; 5,204,243; 5,155,020; 4,769,330). 

. Based on the concept of viral mimicry, artificial viral envelopes (AVE) are designed 
30 based on the structure and composition of a viral membrane, such as HIV-1 or RSV 
and used to deliver genes into cells in vitro and in vivo. See, for example, U.S. Pat. 
No. 5,252,348, Schreier H. et al., J. Mol. Recognit, 1995, 8:59-62; Schreier H et al., 
J. Biol. Chem., 1994, 269:9090-9098; Schreier, H., Pharm. Acta Helv. 1994, 68:145- 
159; Chander, R et al. Life Sci., 1992, 50:481-489, which references are hereby 
35 incorporated by reference in their. entirety. The envelope is preferably produced in a 
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two-step dialysis procedure where the "naked" envelope is formed initially, followed 
by unidirectional insertion of the viral surface glycoprotein of interest. This process 
and the physical characteristics of the resulting AVE are described in detail by 
Chander et al M (supra).. Examples of AVE systems are (a) an AVE containing the. 
5 HIV-1 surface glycoprotein gp160 (Chander et al., supra; Schreier et al., 1995, su- 
pra) or glycosyl phosphatidylinositol (GPI)-linked gp120 (Schreier et al M 1994, su- 
pra), respectively, and (b) an AVE containing the respiratory syncytial virus (RSV) 
attachment (G) and fusion (F) glycoproteins (Stecenko, A. A. et al., Pharm. Pharma- 
col. Lett. 1:127-129 (1992)). Thus, vesicles are constructed which mimic the natural 
1 0 membranes of enveloped viruses in their ability to bind to and deliver materials to 
cells bearing corresponding surface receptors. 

AVEs are used to deliver genes both by intravenous injection and by instillation in 
the lungs. For example, AVEs are manufactured to mimic RSV, exhibiting the RSV F 
15 surface glycoprotein which provides selective entry into epithelial cells. F-AVE are 
loaded with a plasmid coding for the gene of interest, (or a reporter gene such as 
CAT not present in mammalian tissue). 

The AVE system described herein in physically and chemically essentially identical 
20 to the natural virus yet is entirely "artificial", as it is constructed from phospholipids, 
cholesterol, and recombinant viral surface glycoproteins. Hence, there is no carry- 
over of viral genetic information and* no danger of inadvertant viral infection. Con- 
struction of the AVEs in two independent steps allows for bulk production of the 
plain, lipid envelopes which, in a separate second step, can then be marked with the 
25 desired virai glycoprotein, also allowing for the preparation of protein cocktail for- 
mulations if desired. 

Another delivery vehicle for use in the present invention are based on the recent 
description of attenuated Shigella as a DNA delivery system (Sizemore, D. R. et al., 
30 Science 270:299-302 (1995), which reference is incorporated by reference in its 
entirety). This approach exploits the ability of Shigellae to enter epithelial cells and 
escape the phagocytic vacuole as a method for delivering the gene construct into 
the cytoplasm of the target cell. Invasion with as few as one to five bacteria can re- 
sult in expression of the foreign plasmid DNA delivered by these bacteria. 

35 
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A preferred type of mediator of nonviral transfection in vitro and in vivo is cationic 
(ammonium derivatized) lipids. These positively charged lipids form complexes with 
negatively charged DNA, resulting in DNA charged neutralization and compaction. 
The complexes endocytosed upon association with the cell membrane, and the DNA 
5 somehow escapes the endosome, gaining access to the cytoplasm. Cationic 
lipid:DNA complexes appear highly stable under normal conditions. Studies of the 
cationic lipid DOTAP suggest the complex dissociates when the inner layer of the 
cell membrane is destabilized and anionic lipids from the inner layer displace DNA 
from the cationic lipid. Several cationic lipids are available commercially. Two of 
10 these, DMRI and DC-cholesterol, have been used in human clinical trials. First gen-, 
eration cationic lipids are less efficient than viral vectors. For delivery to lung, any 
inflammatory responses accompanying the liposome administration are reduced by 
changing the delivery mode to aerosol administration which distributes the dose 
more evenly. - 

15 

Drug screening 

Genes identified as changing in various stages of bladder cancer can be used as 
markers for drug screening. Thus by treating bladder cancer cells with test 
compounds or extracts, and monitoring the expression of genes identified as 
20 changing in, the progression of bladder cancers, one can identify compounds or 
extracts which change expression of genes to a pattern which is of an earlier stage 
or even of normal bladder mucosa. 

. It is also within the.scope of the invention to use small molecules in drug screening. .. 

25 

The following are non-limiting examples illustrating the present invention. 
Experimentals 

30 Affvmetrix GeneChip expression analysis cRNA preparation 

10 fig total RNA was used as starting material for the cDNA preparation. The first and 
second strand cDNA synthesis was performed using the Superscript Choice System 
(Life Technologies) according to the manufacturers instructions except using a oligo- 
dT primer containing a T7 RNA polymerase promoter site. Labeled cRNA was 

35 prepared using the BioArray High Yield RNA Transcript Labeling Kit (ENZO). Biotin 
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labeled CTP and UTP (Enzo) were used in the reaction together with unlabeled 
NTP's. Following the IVT reaction, the unincorporated nucleotides were removed- 
using RNeasy columns (Qiagen). 

5 Array hybridization and scanning 

Fifteen \iQ of cRNA was fragmented at 94°C for 35 min in a fragmentation buffer 
containing 40 mM Tris-acetate pH 8.1, 100 mM KOAc, 30 mM MgOAc. Prior to 
- hybridization, the fragmented cRNA in a 6xSSPE-T hybridization buffer (1 M NaCl, 10 
mM Tris pH 7.6, 0.005% Triton), was heated to 95°C for 5 min and subsequently to 

10 40°C for 5 min before loading onto the Affymetrix probe array cartridge. The probe 
array was then incubated for 16 h at 45°C at constant rotation (60 rpm). The washing 
and staining procedure was performed in the Affymetrix Fluidics Station. The probe 
array was exposed to 10 washes in 6xSSPE-T at 25°C followed by 4 washes in 
0.5xSSPE-T at 50°C. The biotinylated cRNA was stained with a streptavidin- 

15 phycoerythrin conjugate, final concentration 2 iig/\i\ (Molecular Probes, Eugene, OR) 
in 6xSSPE-T for 30 min at 25°C followed by 10 washes in 6xSSPE-T at 25°C. An 
antibody amplification step was added using normal goat IgG final concentration 0.1 
mg/ml (Sigma) and Anti-streptavidin antibody (goat) biotinylated final concentration 3 
|j,g/ml (Vector Laboratories). This was followed by a staining step with a streptavidin- 

20 phycoerythrin conjugate, final concentration 2 ng/^l (Molecular Probes, Eugene, OR) 
in 6xSSPE-T for 30 min at 25°C and 10 washes in 6xSSPE-T at 25°C. 

The probe arrays were scanned at 560 nm using a confocal laser-scanning micro- 
scope with an argon ion laser as the excitation source (Hewlett Packard GeneArray 

25 Scanner G2500A). The readings from the quantitative scanning were analysed by the 
Affymetrix Gene Expression Analysis Software. For comparison from array to array, 
these were scaled to a global intensity of 150, as previously published (Zhu, H., Cong, 
J.P., Mamtora, G., Gingeras, T., and Shenk, T. Cellular gene expression altered by 
human cytomegalovirus: Global monitoring with oligonucleotide arrays. Proc. Natl 

30 Acad USA, 95: 14470-75, 1998). 

A spreadsheat approach using the fold change of gene level and the scoring of 
presence or absence of genes was used to sort genes in the different categories: 
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Western blotting analysis 

Ten jll! diluted protein marker (ECL protein molecular marker, Amersham) were 
used. The samples were electrophoresed at 200 V for 50 min in an X-CELL sys- 
tem (Novex). Then the proteins were transferred to a PVDF membrane at 30 V for 



bated with polyclonal antibodies, against peptides derived from two genes with ac- 
cession numbers Z40715 and AA1 16036, overnight at 4°C. The membrane was 1 
then washed 3x10 min in PBS buffer pH 7.4 + 0.1% Tween 20, followed by incu- 

10 bation for 1 hour with a biotinylated streptavidin horseradish peroxidase complex. 
The detection reagent (ECL + Western blotting detection system, Amersham) was 
applied for 5 min. Finally, the membrane was wrapped in plastic, sealed, and 
scanned in a Phosphorimager, STORM 840 (Molecular Dynamics, Amersham 
Pharmacia, Sweden). 

1 5 Quantitative PCR analysis using Light Cycler (Roche TM ). 

Quantitative PCR analysis was performed as described in the manufacturers 
instructions and as described in (Morrison et al (1998)Biotechniques 24 (6):954- 
962.). The quantitation was in all cases related to GAPDH. Ten samples was used 
in the quantitation experiment: Four T2-4 bladder tumor samples,. four Ta bladder 

20 tumor samples, and two normal bladder samples. 

For verification of expression levels by another method quantitative PCR based on a 
light cycler was made on three genes using Normal, Ta and T2 biopsy material. 
RNA was amplified and the data shown in the table below (Table XX) were obtai- 
25 ned. It shows that a similar finding as made with the arrays were made using the 
light cycler. Genes that varied between normal and tumor samples and between 
tumor samples were reproduced by this independent method, showing the validity of 
the data. Due to the high number of genes only a few were selected for this repro- 
ducibility study, as a proof of principle. 



5 



1 hour followed by blocking for 1 hour. The membrane was subsequently washed 
in 3- x 10 min in PBS buffer pH 7.4 + 0.1% Tween 20. The membrane was incu- 



30 



Category GeneChip: 



Quantitative PCR analysis 
Upregulated in tumor Upregulated in Invasive Upregulated in tumor 
tumors 



Accession # : 



AA101562 



AA417030 H20264 
Relative expression • Relative expression 



Relative expression 



RNA samples 
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T2-4 #1 
T2-4 #2 
T2-4 #3 
T2-4#4 
Ta #1 
Ta#2 
Ta #3 
Ta#4 
Normal #1 
Normal #2 



5,3 

12,0 

1,0 

12,1 

4,8 

6.1 

7,7 

9,8 
Absent 
Absent 



24,8 
30,5 
63,8 

6,8 
14,2 
21,7 

2,2 

9,0 
Absent 
Absent 



0 

5,8 

0,8 

4,8 

6,8 

5,4 

0,9 

2,4 
Absent 
Absent 



Average T2-4 
Average Ta 
Average Normal 



7,6 
7,1 
Absent 



31,5 
11,7 
Absent 



2,9 
3,9 
Absent 



10 



To correlate between RNA levels and protein levels western blots based on antibo- 
dies raised against synthetic peptides selected from the EST sequence wasa per- 
formed (see Figure 18). This was done with two EST's and the resulting two antibo- 
dies were used for western blotting of solubilized Normal, stage Ta and stage T2 
bladder tumors. The experiment showed that similar findings were made using this 
protein apporoach. The level of proteins was much higher and more consistent in 
the tumor tissue than in the normal tissue, often being absent from normal tissue. 
Due to the high number of ESTs only two were selected for this antibody based 
verification of the proteins (see Figure 18). It should be regarded as a proof of prin- 
ciple. 



15 



20 



SUBSTITUTE SHEET (RULE 26) 
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Claims: 

1. A method of determining the presence or absence of a biological condition in 
5 animal tissue 

comprising collecting a sample comprising cells from the tissue and/or expres- 
sion products from the cells, 

10 . assaying a first expression level of at least one gene from a first gene group, 

wherein the gene from the first gene group is. selected from genes expressed in 
normal tissue cells in an amount higher than expression in biological condition 
cells, and/or 

15 assaying a second expression level of at least one gene from a second gene 

group, wherein the second gene group is selected from genes expressed in a 
normal tissue cells in an amount lower than expression in biological condition 
cells, 

20 correlating the first expression level to a standard expression level for normal 

tissue, and/or the second expression level to a standard expression level for 
biological condition cells to determine the presence or absence of a biological 
• condition in the animal tissue. ... 

25 2. The method of claim 1 , wherein the animal tissue is selected from body organs. 

3. The method of claim 2, wherein the animal tissue is selected from epithelial tis- 
sue in body organs. 

30 4. The method of claim 3, wherein the animal tissue, is selected from epithelial tis- 
sue in the urinary bladder. 



5. 



The method according to claim 4, wherein the animal tissue is mucosa. 
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6. The method of any of the preceding claims, wherein the biological condition is 
an adenocarcinoma, a carcinoma, a teratoma, a sarcoma, and/or a lymphoma 
and/or carcinoma-in-situ, and/or dysplasia-in-situ. 

7. The method of any of the preceding claims, wherein the sample is a biopsy of 
the tissue or of metastasis originating from said tissue. 

8. The method according to any of the preceding claim 1-6, wherein the sample is 
a cell suspension made from the tissue. 

9. The method according to any of the preceding claims, wherein the sample com- 
prises substantially only cells from said tissue. 

10. The method according to claim 9, wherein the sample comprises substantially 
only cells from mucosa or tumors derived from said mucosa cells. 

11. The method according to any of the claims 3-10, wherein the gene from the first 
gene group is selected individually from genes comprising a sequence as identi- 
fied below 



RC_AA158234_at 


zo76b01.s1 Stratagene pancreas (#937208) Homo sapi- 
ens cDNA clone 592777 3'. 


RC_H42123_at 


yo61a11.s1 Homo sapiens cDNA clone 182396 3'. 


RC_Z39200_at 


H. sapiens partial cDNA sequence; clone c-1 3f 02. 


RC_N21687_at 


yx63h03.s1 Soares melanocyte 2NbHM Homo sapiens 
cDNA clone 266453 3'. 


Y13645_at 


Homo sapiens mRNA for uroplakin II. 


RC_N98461_at 


zb86b03.s1 Soares senescent fibroblasts NbHSF Homo 
sapiens cDNA clone 310445 3'. 


RC_W92449_at 


zd99d10.s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 357619 3'. 


RC_Z39191_at 


Hv sapiens partial cDNA sequence; clone c-1 3d 2. 


RC_AA125808_at 


zl29e12.s1 Soares pregnant uterus NbHPU Homo sapi- 
ens cDNA clone 503374 3". 
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RC_T40767_at 


ya11a06.s1 Homo sapiens cDNA clone 61138 3\ 


RC_T51972_at 


yb29c05.s1 Homo sapiens cDNA clone 72584 3\ 


RC_AA286862_at 


zs58b06.s1 NCI_CGAPJ3CB1 Homo sapiens cDNA 
clone IMAGE:701 651 3 l : 


RC_N29764_at [ 


yw91 b09.s1 Homo sapiens cDNA clone 259577 3\ 


AA428172_f_at 


zw32b06.r1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 770963 5\ 


RC_H02265_at 


yj35d05.s1 Homo sapiens cDNA clone 150729 3\ 


RC_W44745_at 


zb98a11.s1 Soares parathyroid tumor NbHPA Homo sa- 
piens cDNA clone 320828 3'. 


RC_R91819_at 


yp99c05.s1 Homo sapiens cDNA clone 195560 3' similar 
to contains MER1 repetitive element 


AA464468_at 


zx84d05.r1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 810441 5'. . 


RC AA1 88647 at 


zp78e01.s1 Stratagene HeLa cell s3 937216 Homo sapi- 
ens cDNA clone 626328 3' similar to TR:G998813 
G998813T1F1.[1];: 


RC AA405832 at 


zu57g1 1.s1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 742148 3' similar to TR:G780241 G780241 
au-bindIng PROTEIN/ENOYL-COA HYDRATASE. ;. 


RC_W37778JLat 


zc13b12.s1 Soares parathyroid tumor NbHPA Homo sa- 
piens cDNA clone 322175 3 1 similar to contains LTR2.t3 
LTR2. repetitive element ;. 


AF010126_at 


Homo sapiens breast cancer-specific protein 1 (BCSG1) 
mRNA, complete cds. 


N36432_at 


yx83a05.r1 Homo sapiens cDNA clone 268304 5\ 


RC_AA236533_s_at 


zr74c04.s1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 669126 3' similar to gb:S69002 ECOTROPIC VI- 
RUS INTEGRATION 1 SITE PROTEIN (HUMAN);. 


RC_AA293163_at 


zt55e05.s1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 726272 3\ 


RC_AA196790_at 


zq60b06.s1 Stratagene neuroepithelium (#937231) Ho- 
mo sapiens cDNA clone 645971 3'. 


RC_AA253220_at 


zr53g12.s1 Soares NhHMPu S1 Homo sapiens cDNA 
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clone 667174 3' 


RC_AA100437_at 


zn59e02.s1 Stratagene muscle 937209 Homo sapiens 
cDNA clone 562490 3' 


RC AA293300 s at 


zt28d03 s1 Soares ovarv tumor NbHOT Homo saotens 

Mbwu w w« w ■ w w w v/ v s*i y iui i iui ■ « u \ i i i iwi i i w wouiwl 10 

cDNA clone 714437 3\ 


RC_Z39652_at 


H. sapiens partial cDNA sequence; clone c-1fg03. 


M63509_s_at 


Human alutathiohe transferase M2 (GSTM2} mRNA 
complete cds 


RC_Z39842_at 


H. sapiens partial cDNA seauence* clone c-1ke1 1 


RCJM23319_at 


yx78e10.s1 Homo sapiens cDNA clone 267882 3\ 


RC AA278817 at 


zs78H11 s1 NCI CGAP C5CB1 Homo sanipns rDNA 
clone IMAGE 703605 3 f 


L20773_at 


Homo sapiens mRNA in the region near the btk gene 
involved in a-gamma-globulinemia 


RC R69276 at 


vi44hOS s1 Soares nlaof^nta IMh9HP Homn sanic*ns cDMA 
clone 142137 3' 


RC_F02641_at 


H. sapiens partial cDNA sequence; clone c-15d02. 


RC AA424791 at 


7wn^a04 s1 SnarpQ NhHMPn SI Homn QaniianQ rHWA 

clone 768174 3' similar to contains Alu repetitive ele- 
ment;. 


RC R39869 at 


vf63b06 s1 Homo saniens nDNA clone* 26795 3* 


RC_AA482224_f_at 


ab15c03.s1 Stratagene lung (#937210) Homo sapiens 
cDNA clone 840868 3' 


RC_AA025277_at 


ze76f02.s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 364923 3 1 similar to contains Alu rpoptitix/f* 

vwMfi wiwl Iw w w~0(Lu w* wll 1 11101 LU vWI I LCI 1 1 1 0 filU 1 CUwUUVw 

element;contains element LTR4 repetitive element ;. 


AA482319_f_at 


ab15c03.r1 Stratagene lung (#937210) Homo sapiens 
cDNA clone 840868 5'. 


RC AA001045 at 


ze47b04 s1 Soares retina N2b4HR Homo saoiens cDNA 

* fc> v* i w v/ ui I will Id 1 |i > | ivl 1 IV OO k/l wl Iw wL^ 1 

clone 362095 3'. 


RC_AA130645_s_at 


zo10f03.s1 Stratagene neuroepithelium NT2RAMI 
937234 Homo sapiens cDNA clone 567293 3' similar to 
SW:NI2M_BOVIN Q02369 NADH-UBIQUINONE 
OXIDOREDUCTASE B22 SUBUNIT ;. 
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RC_AA291659_at 


zt37c02.s1 Scares ovary tumor NbHOT Homo sapiens 
cDNA clone 72451 4 3\ 


AA046768_at 


zk72d02.r1 Soares pregnant uterus NbHPU Homo sapi- 
ens cDNA clone 488355 5'. 


H0701 1_at 


yl81e01.r1 Homo sapiens cDNA clone 44466 5\ 


RC_AA293533_i_at 


zt54g04.s1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 726198 3' similar to gb:J05158 CARBOXY- 
PEPTIDASE N 83 KD CHAIN (HUMAN);. 


RCjAA100649_at 


zn63g10.s1 Stratagene HeLa cell s3 937216 Homo sapi- 
ens cDNA clone 562914 3' similar to SW:LCFA_ECOLl 
P29212 LONG-CHAIN-FATTY-ACID— COA LIGASE 


RC^AA017146_at 


ze41a07.s1 Soares retina N2b4HR Homo sapiens cDNA 
clone 361524 3' similar to contains element PTR7 repeti- 
tive element ;. 


RC_AA180054_at 


zp40g07.s1 Stratagene muscle 937209 Homo sapiens 
cDNA clone 611964 3'. 


AA263032_s_at 


PMY0335 KG1a Lambda Zap Express cDNA Library 
Homo sapiens cDNA 5'. 


W69310_at 


zd46f07.r1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 343717 5'. 


RC_AA219653_at 


zr05e02.s1 Stratagene NT2 neuronal precursor 937230 
Homo sapiens cDNA clone 650618 3'. 


RC_AA457235_at 


aa91c07.s1 Stratagene fetal retina 937202 Homo sapi- 
ens cDNA clone 838668 3*. 


RC_AA455967_at 


aa16h10.s1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 813475 3\ 


N27670_at 


yx51a09.r1 Homo sapiens cDNA clone 265240 5\ 


RdJM80152_at 


za65e02.s1 Homo sapiens cDNA clone 297434 3'. 


RC_R64660_at 


yi22a10.s1 Homo sapiens cDNA clone 139962 3\ 


RC_AA147218_s_at 


zo64g03.s1 Stratagene pancreas (#937208) Homo sapi- 
ens cDNA clone 591700 3\ 


C01139_at. 


HUMGS0007818, Human Gene Signature, 3-directed - 
cDNA sequence. 


AA285284_at 


PMY0691 KG1a Lambda Zap Express cDNA Library 
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-lomo sapiens cDNA 5'. 


RC_AA451685_at 


zx44c03.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 789316 3'. 


AA203222 at 


zx56e01.r1 Soares fetal liver spleen 1NFLS S1 Homo 
sapiens cDNA clone 446520 5' similar to contains ele- 
ment MER1 7 repetitive element 


RC_AA394071_at 


zt52g01.s1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone -726000 3' similar to SW:ADG_MOUSE 
P22892 GAMMA-ADAPTI N ;. 


RC_AA479096_at 


zv17e07.s1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 753924 3\ 


RC_AA156532_at 


zo34b05.s1 Stratagene colon (#937204) Homo sapiens 
cDNA clone 588753 3\ 


RC_Z40233_at 


H. sapiens partial cDNA sequence; clone c-1wg05. 


RCJT03927_at 


seq2490 Homo sapiens cDNA clone 3HFLSK20-87 3\ 


AA314457_at 


EST1 86294 Colon carcinoma (HCC) cell line II Homo 
sapiens cDNA 5' end. 


RCJM50550_at 


yy89f05.s1 Homo sapiens cDNA clone 280737 3'. 


RC_AA191524_at 


zp88f04.s1 Stratagene HeLa cell s3 937216 Homo sapi- 
ens cDNA clone 627295 3\ 


RC_N29740_at 


yw90b12.s1 Homo sapiens cDNA clone 259487 3\ 


RC_N48715_at 


yy75h02.s1 Homo sapiens cDNA clone 279411 3\ 


RC_AA463637_at 


zx98h04.s1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 81 1831 3\ 


RC_AA404487_at 


zw38a06.s1 Soares total fetus Nb2HF8 9w Homo sapi- 
ens cDNA clone 772306 3\ 


RC_H16666_at 


ym26a10.s1 Homo sapiens cDNA clone 49155 3'. 


RC_AA406197_at 


zv24d11.s1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 754581 3\ 


RCJH09594_at 


yl97b1 1 .s1 Homo sapiens cDNA clone 46276 3'. 


RC_AA161085_at 


zo62h09.s1 Stratagene pancreas (#937208) Homo sapi- 
ens cDNA clone 591 521 3' similar to SW:PPAP_RAT 
P20646 PROSTATIC ACID PHOSPHATASE PRECUR- 
SOR ;. 
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RC_AA452131_at 


zx1 5d06.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 786539 3'. 


RC_AA293533_f_at 


Zt54g04.s1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 726198 3' similar to gb:J05158 CARBOXY- 
PEPTIDASE N 83 KD CHAIN (HUMAN);, 


RC_AA398197_at 


zt59a08.s1 Soares testis NHT Homo sapiens cDNA clo- 
ne 726614 3'. 


AA464051_s_ l at 


zx86d04.r1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 810631 5'. 


RC_T51990_at 


yb29e01.s1 Homo sapiens cDNA clone 72600 3'. 


RC_AA236356_at 


zr54a11.s1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 667196 3'. 


W92678_at 


zd92a04.r1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 356910 5' similar to contains element LTR3 
repetitive element ;. 


RC_N63332_at 

■ 


yz33d11.s1 Homo sapiens cDNA clone 284853 3' similar 
to contains Alu repetitive element;. 


C16281_s_at 


Human aorta cDNA 5'-end GEN-259H09. 


RCj\A477252_at 


zu29h10.'sT Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 739459 3'. 


H88035_s_at 


yw20e07.r1 Homo sapiens cDNA clone 252804 5*. 


AB002387_at 


Human mRNA for KIAA0389 gene, complete cds. 


RC_R45698_at 


yg45h12.s1 Homo sapiens cDNA done 35838 3'. 


RC_AA236542_at 


zr75g11.s1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 669284 3*. 


AA376875_at 


EST89388 Small intestine I Homo sapiens cDNA 5' end 
similar to monoamine oxidase A. 


RC_R43365_at 


yg15g06.s1 Homo sapiens cDNA clone 32365 3'. 


RC_H06746_at 


y!83h08.s1 Homo sapiens cDNA clone 44847 3'. 


RC_AA233837_at 


zr47f06.s1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 666563 3'. 


RC_AA057620_at 


zf15h06.s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 377051 3'. 


RC_AA450118_at 


zx42e09.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
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cDNA clone 789160 3\ 


RC_AA598872_at 


ae37b10.s1 Gessler Wilms tumor Homo sapiens cDNA 
clone 897979 3'. 


RC_AA147646_s_at 


zl52g06.s1 Soares pregnant uterus NbHPU Homo sapi- 
ens cDNA clone 505594 3'. 


RCJA/04698_at 


zb94b05.s1 Soares parathyroid tumor NbHPA Homo sa- 
piens cDNA clone 320433 3\ 


RC_N54365_at 


yy39c06.s1 Homo sapiens cDNA clone 245098 3'. 


RC_AA256208_at 


zr80a08.st Soares NhHMPu S1 Homo sapiens cDNA 
clone 681974 3'. 


AA046593_at 


zk62g01.r1 Soares pregnant uterus NbHPU Homo sapi- 
ens cDNA clone 487440 5*. 


RC_AA002088_at 


zh85g03.s1 Soares fetal liver spleen 1NFLS S1 Homo 
sapiens cDNA clone 4281 1 6 3\ 


RCJ\A256273_at 


zr81c12.s1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 682102 3\ 


AA491114_at 


aa46e04.r1 NCLCGAP_GCB1 Homo sapiens cDNA clo- 
ne IMAGE:823998 5'. 


RC^AA293719_at 


zt55h03.s1 "Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 726293 3\ 


RC_AA086005_at 


zl84c04.s1 Stratagene colon (#937204) Homo sapiens 
cDNA clone 511302 3\ 


RC_AA479885_at 


zw44a07.s1 Soares total fetus Nb2HF8 9w Homo sapi- 
ens cDNA clone 772884 3\ 


AA442428_at 


zv70f08.r1 Spares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 75901 5 5 1 similar to SW:YB72_YEAST 
P38137 HYPOTHETICAL 60.5 KD PROTEIN IN PDB1- 
ABD1 INTERGENIC REGION. ;. 


RC_AA486410,at 


ab36b12.s1 Stratagene HeLa cell s3 937216 Homo sapi- 
ens cDNA clone 842879 3\ 


R15268_at 


yf89f02.r1 Homo sapiens cDNA clone 29665 5'. 


RC_AA443658_at 


zw86a10.s1 Soares total fetus Nb2HF8 9w Homo sapi- 
ens cDNA clone 783834 3' similar to TR:G438639 
G438639 LAMIN B RECEPTOR. [1] ;. 
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RC_H16790_at 


ym39b01.s1 Homo sapiens cDNA clone 50559 3'. 


AA465000_s_at 


zx80b07.r1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 810037 5\ 


RC_N38930_at 


yy43eG4.s1 Homo sapiens cDNA clone 274014 3'. 


AB002321_at 


Human mRNA for KIAA0323 gene, partial cds. 


RC_Z38810_at . 


H. sapiens partial cDNA sequence; clone c-0qb09. 


AC000115_cds1_at 


WUGSC:H_GS188P18.1a gene extracted from Human 
BAC clone GS188P18 


RC_AA255464_at 


zr83b02.s1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 682251 3\ 


RC_AA255628_at 


zs31g06.s1 NCI_CGAP_GCB1 Homo sapiens cDNA 
clone IMAGE:686842 3'. ■ 


RC_H70554_at 


yr91a03.s1 Homo sapiens cDNA clone 212620 3\ 


AA309880_at 


EST1 80743 Jurkat T-cells V Homo sapiens cDNA 5' end. 


RC_R43812_at 


yg21a08.s1 Homo sapiens cDNA clone 32940 3\ 


RC_AA425636_at 


zv47a04.s1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 756750 3'. 


RC_N66388_at 


yz39f01.s1 Homo sapiens cDNA clone 285433 3\ 


RC_AA279420_at 


zs85d09.s1 NCL.CGAPJ3CB1 Homo sapiens cDNA 
clone IMAGE:704273 3' similar to TR:G974805 G974805 
T08A11.2;. 


RC_AA033974_at 


zi05c10.s1 Soares fetal liver spleen 1NFLS S1 Homo 
sapiens cDNA clone 429906 3'. 


AF007216_at 


Homo sapiens sodium bicarbonate cotransporter 
(HNBC1) mRNA, complete cds. 


RC_AA489101_at 


aa56h11.s1 NCLCGAPJ3CB1 Homo sapiens cDNA 
clone IMAGE:824997 3\ 


D79601_f_at 


Human aorta cDNA 5*-end GEN-286G10. 


RCJM30856_at 


yw70f05.s1 Homo sapiens cDNA clone 257601 3'. 


L29218_s_at 


Homo sapiens clk2 mRNA, complete cds 


RC_AA143726_at 


zo67g06.s1 Stratagene pancreas (#937208) Homo sapi- 
ens cDNA clone 591994 3' similar to TR:G530823 
G530823 EPIDERMAL GROWTH FACTOR RECEPTOR 
KINASE SUBSTRATE. 
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AA126592_at 


Zl17g05.r1 Scares pregnant uterus NbHPU Homo sapi- 
ens cDNA clone 502232 5'. 


RC_F02397_s_at . 


H. sapiens partial cDNA sequence; clone c-0xh11. 


RC_AA252765_at 


zs27d03.s1 NCLCGAPJ3CB1 Homo sapiens cDNA 
done IMAGE:686405 3'. 


RC_W46846_at 


zc36a04.s1 Soares senescent fibroblasts NbHSF Homo 
sapiens cDNA clone 324366 3'. 


RCJWI35185_at 


zo27a05.s1 Stratagene colon (#937204) Homo sapiens 
cDNA clone 588080 3\ 


RC_R40702_at 


yf73f10.s1 Homo sapiens cDNA clone 27969 3*. 


RCJ452565_at 


yv36d12.s1 Homo sapiens cDNA clone 244823 3\ 


RCJ/V32506_s_at 


zc06a02.s1 Soares parathyroid tumor NbHPA Homo sa- 
piens cDNA clone 321482 3\ 


RC_AA255539_at 


zr85c04.s1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 682470 3\ 


RC_AA449951_at 


zx38a10.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 788730 3'. 


AA091278_at 


cchn2404.seq.F Fetal heart, Lambda ZAP Express Homo 
sapiens cDNA 5\ 


RC_AA236037_at 


zs05g08.s1 NCLCGAP_GCB1 Homo sapiens cDNA 
clone IMAGE:684350 3'. 


AA091412_s_at 


H2053.seq.F Fetal heart, Lambda ZAP Express Homo 
sapiens cDNA 5'. 


AA046865_at 


zf12b09.r1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 376697 5\ 


AA324825_at 


EST27743 Cerebellum (I Homo sapiens cDNA 5* end. 


RC_AA454840_s_at 


zx79d09.s1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 809969 3\ 


RC_W80354_at 


zh49a02.s.1 Soares fetal liver spleen 1NFLS S1 Homo 
sapiens cDNA clone 415370 3\ 


RCAA402484_at 


zt65c03.s1 Soares testis NHT Homo sapiens cDNA clone 
727204 3\ 


W26883_at 


15h10 Human retina cDNA randomly primed sublibrary 
Homo sapiens cDNA. 
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RC_AA262485_at 


zs17h07.s1 NCLCGAP_GCB1 Homo sapiens cDNA 
clone IMAGE:685501 3\ 


RC_AA405543_at 


zw39c01.s1 Soares total fetus Nb2HF8 9w Homo sapi- 
ens cDNA clone 772416 3'. 


RCJM21380_at 


yx54c04.s1 Homo sapiens cDNA clone 265542 3'. 


RC_AA121360_s_at 


zn77a05.s1 Stratagene NT2 neuronal precursor 937230 
Homo sapiens cDNA clone 564176 3'. 


L32832_s_at 


Homo sapiens zinc finger homeodomain protein (ATBF1- 
A) mRNA, complete cds. 


D31313_s_at 


Human fetal-lung cDNA 5-end sequence. 


H18718_at 


ym45b05.r1 Homo sapiens cDNA clone 51043 5* similar 
to contains Alu repetitive element;. 


RCAA037828_at 


zf03g09.s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 375904 3'. 


RC_R67996_at 


yi04c10.s1 Homo sapiens cDNA clone 138258 3\ 


RC_AA026417_at 


ze92g08.s1 Soares fetal heart N5HH19W Homo sapiens 
cDNA clone 366494 3'. 


RC_F11115_at 


H. sapiens partial cDNA sequence; clone c-33a10. 


RC_R08871_at 


yf21e07.s1 Homo sapiens cDNA clone 127524 3\- 


RC_AA224324_at 


zr12e05.s1 Stratagene hNT neuron (#937233) Homo 
sapiens cDNA clone 648608 3'. 


RCAA399226_at 


Zt50c01.s1 Soares ovary tumor NbHOT Hpmo sapiens 
cDNA clone 725760 3\ 


R66920_at 


yi25f09.r1 Homo sapiens cDNA clone 140297 5 1 similar 
to contains Alu repetitive element;. 


RCLAA464240_s_at 


zx81a05.s1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 810128 3\ 


AA436536_at 


zv08g07.r1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 753084 5\ 


RCJM71875_at 


yz34f07.s1 Homo sapiens cDNA clone 284965 3\ 


RC_AA029288_at 


zk10b03.s1 Soares pregnant uterus NbHPU Homo sapi- 
ens cDNA clone 470093 3' similar to PIR:H45193 
H45193 zinc finger protein ZNF65 ;. 


H27242_at 


yl63h11.r1 Homo sapiens cDNA clone 162981 5' similar 
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to SP:GCN5_YEAST Q03330 TRANSCRIPTIONAL AC- 
TIVATOR v 


J04813_s_at 


Human cytochrome P450 PCN3 gene, complete cds 


RCAA465093_at 


aa32h08.s1 NCLCGAPJ3CB1 Homo sapiens cDNA 
clone IMAGE:815007 3\ 


RC AA282791 at 


zs91c05.s1 NCI CGAP GCB1 Homo sapiens cDNA do- 
ne IMAGE.-704840 3'. 


RC- AA464180 at 


zx83f04.s1 Soares ovarv tumor NbHOT Homo saoiens 
cDNA clone 810367 3' similar to gb:M38188 OVARIAN 
GRANULOSA CELL 13.0 KD PROTEIN HGR74 (HU- 
MAN);. 


RC_AA149987_at 


zo03d03.s1 Stratagene colon (#937204) Homo sapiens 
cDNA clone 566597 3'. 


RC_AA256680_at 


zr82h09.s1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 682241 3\ 


AA1475lO_s_at 


zl50c12.r1 Soares pregnant uterus NbHPU Homo sapi- 
ens cDNA clone 505366 5\ 


R78119_at 


yi80c10.r1 Homo sapiens cDNA clone 145554 5\ 


RC_Z38407_s_at 


H. sapiens partial cDNA sequence; clone c-0ac03. 


RC_AA2871 07_s_at 


zs58f12.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clo- 
ne IMAGE:701711 3'. 


RC_AA287042_at, 


zs57e07.s1 NCI_CGAP_GCB1 Homo sapiens cDNA 
clone IMAGE:701604 3\ 


AA489299_at 


ab35g04.r1 Stratagene HeLa cell s3 937216 Homo sapi- 
ens cDNA clone 842838 5\ 


AA504744_at 


aa63f03.r1 NC1_CGAP_GCB1 Homo sapiens cDNA clo- 
ne IMAGE:825629 5\ 


RC_AA402622_at 


zu47g07.s1 Soares ovary tumor NbHOT Homo sapiens j 
cDNA clone 741 180 3'. 


RC_AA436628_at 


zw55e10.s1 Soares total fetus Nb2HF8 9w Homo sapi- 
ens cDNA clone 773994 3*. 


RC_AA282138_at 


Zt02a10.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clo- 
ne IMAGE:711930 3\ 


AA045870_at 


zk75a04.r1 Soares pregnant uterus NbHPU Homo sapi- 
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ens cDNA clone 488622 5'. 


AA418098_at 


zv94b04.r1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 767407 5' 


RC_AA242799_at 


zr65f06.s1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 668291 3' similar to SW:SP08_YEAST P41833 . 
TRANSCRIPTIONAL REGULATOR SP08. [1] ;. 


RC_AA609210_at 


af12f04.s1 Soares testis NHT Homo sapiens cDNA clone 
1031455 3'. 


RC_AA133469_at 


zo13e11.s1 Stratagene colon (#937204) Homo sapiens 
cDNA clone 586796 3'. 


R22139_at 


yh25b11.r1 Homo sapiens cDNA clone 130749 5\ 


AA305116 at 


EST176117 Colon carcinoma (Caco-2) cell line II Homo 
sapiens cDNA 5' end. 


RC AA027954 at 


zk05c12 s1 Soares oreanant uterus NbHPU Homo saoi- 
ens cDNA clone 469654 3 1 . 


AA036900_at 


zk29e1 1 .r1 Soares pregnant uterus NbHPU Homo sapi- 
ens cDNA clone 471980 5\ 


RC__AA026397_at 


ze92d07.s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 366445 3\ 


RC_D59981_s_at 


Human fetal brain cDNA S'-end GEN-079C04. 


RC AA284143 at 


zs47c07.s1 NCI_CGAPJ3CB1 Homo sapiens cDNA clo- 
ne IMAGE:700620 3 T / 


W16686_at 


zb08f12.r1 Soares fetal lung NbHL19W Homo sapiens 
cDNA clone 301487 5*. 


H89575_s_at 


yw28c1 1 .r1 Homo sapiens cDNA clone 253556 5\ 


RC_AA251003_at 


zs07g11.s1 NCI_CGAP_GCB1 Homo sapiens cDNA 
clone 1MAGE:684548 3*. 


RC AA279408 at 


zs84h09 s1 NCI CGAP GCB1 Homo sapiens cDNA 
clone IMAGE:704225 3'. 


RC_AA281760_at 


2t07g10.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clo- 
ne IMAGE:712482 3'. similar to TR.G808826 G808826 
HYPOTHETICAL 25.7 KD PROTEIN. ;. 


AB002381_at 


Human mRNA for KIAA0383 gene, partial cds. 


AA459542_s_at 


zx89d08.r1 Soares ovary tumor NbHOT Homo sapiens 
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cDNA clone 810927 5' similar to TR:G608025 G608025 
ANKYRIN G. ;. 


RC_AA115559_at 


z!07b12.s1 Soares pregnant uterus NbHPU Homo sapi- 
ens cDNA clone 491615 3*. 


T94506_at 


ye36a05.r1 Homo sapiens cDNA clone 1 19792 5'. 


D55869_s_at 


Human fetal brain cDNA 5'-end GEN-404F02. 


L02547_at 


Homo sapiens (clone pZ50-19) cleavage stimulation 
factor 50kDa subunit, complete cds 


U77942_at 


Human syntaxin 7 mRNA, complete cds. • ' * • 


AA431505_at 


zw76e03.r1 Soares testis NHT Homo sapiens cDNA clo- 
ne 782140 5'. 


RC_AA194045_at 


zr38c08.s1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 665678 3'. 


RC_AA025104_at 


ze78f05.s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 365121 3'. 


RC_AA242822_at 


zr65e09.s1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 668296 3'. 


RC_AA287388_at 


zs50f04.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clo- 
ne IMAGE:700927 3'. 


AA247679_at 


hfe0045.seq.F Human fetal heart, Lambda ZAP Express 
Homo sapiens cDNA 5'. 


RC_AA489383_at 


ab41e08.s1 Stratagene HeLa cell s3 9372.16 Homo sapi- 
ens cDNA clone 843398 3'. 


RC_AA621188_at 


zu81a08.s1 Soares testis NHT Homo sapiens cDNA elo- 
pe 744374 3'. 


RC_AA486182_at 


ab35a01.s1 Stratagene HeLa cell s3 937216 Homo sapi- 
ens cDNA clone 842760 3". 


RC_AA393876_s^at 


zv64h10.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 758467 3*. 


RC_AA034189_at 


zi06h12.s1 Soares fetal liver spleen 1NFLS S1 Homo 
sapiens cDNA clone 430055 3'. 


RC_AA024866_at 


ze79b09.s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 365177 3'. 


RC_AA450373_at 


zx05h06.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
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cDNA clone 785627 3*. 


N78483_at 


yz78d07.r1 Homo sapiens cDNA clone 289165 5'. 


RC AA281245 at 


zs94d07 s1 NCI CGAP GCB1 Homo saDtens cDNA 
clonelMAGE:705133 3'. 


W52431 at 


zc45b12.r1 Soares senescent fibroblasts NbHSF Homo 
sapiens cDNA clone 325247 5' similar to 
SW:WDNM_RAT P14730 WDNM1 PROTEIN. [2] j 
PIR:S07807;. 


RC_AA446597_at 


zw84f01.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 783673 3\ 


RC_AA256996_at 


zr81h11.s1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 682149 3'. 


X73501_at 


H.sapiens gene for cytokeratin 20 


RC_AA287131_at 


zt20g02.s1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 713714 3' similar to TR:E124071 E124071 
NAD+-ISOCITRATE DEHYDROGENASE ;. 



and from a sequence as identified below 



AB002370_at 


Human mRNA for KIAA0372 gene, complete cds. 


AF000546_at 


Homo sapiens purinergic receptor P2Y5 mRNA, complete 
cds. 


H43922_at 


yo70c03.r1 Homo sapiens cDNA clone 183268 5'. 


H44269_at 


yp17b05.r1 Homo sapiens cDNA clone 187665 5' similar to 
contains Alu repetitive element;. 


H88706_s_at 


yw23e08.r1 Homo sapiens cDNA clone 253094 5'. 


L25880_s_at 


Homo sapiens epoxide hydrolase (EPHX) gene, complete cds 


N81162_at 


yw36d01.r1 Homo sapiens cDNA clone 254305 5'. 


RC__F10381_s_ 
at 


H. sapiens partial cDNA sequence; clone c-3ec07. 


RC_H54558_,at 


EST00018 HE6W. Homo sapiens cDNA clone HE6WCR108 

3*. 


RC_H58692_s_ 


yr20g08.s1 Homo sapiens cDNA clone 205886 3' similar to 
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at 


SP:FTDH_RAT P28037 FORMYLTETRAHYDROFOLATE 
DEHYDROGENASE ;. 


RC_N20047_at 


yx28d06.s1 Homo sapiens cDNA clone 263051 3'. 


RC_N38810_at 


yv28e04.s1 Homo sapiens cDNA clone 244062 3'. . 


RC_R46497_at 


yg51h01.s1 Homo sapiens cDNA clone 36305 3'. 


RC_R55001_at 


yj76a08.s1 Homo sapiens cDNA clone 154646 3'. 


RC_T29986_s_ 
at 


EST1 01 30 Homo sapiens cDNA 3' end similar to None. 


RC_T30214_at 


EST12901 Homo sapiens cDNA 3' end similar to None. 


RC_T40438_at 


ya01c07.s2 Homo sapiens cDNA clone 60204 3'. 


RC_W51910_at 


zc37f06.s1 Soares senescent fibroblasts NbHSF Homo sapi- 
ens cDNA clone 324515 3'. 


RC_W73949_at 


zd71f09.s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 346121 3'. 


RC_W86375_s_ 
at 


zh55a02.s1 Soares fetal liver spleen 1 NFLS S1 Homo sapi- 
ens cDNA clone 415946 3'. 


RC__Z38289_at 


H. sapiens partial cDNA sequence; clone c-05e04. 


RG_Z38807_s_ 
at 


H. sapiens partial cDNA sequence; clone c-0qb04. 


RC_Z39599_at 


H. sapiens partial cDNA sequence; clone c-1ed10. 


RC_AA025351_ 
at 


ze74h03.s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 364757 3' similar to contains OFR.tl OFR repeti- 
tiveelement ;. 


RC_AA136474_ 
at 


zl01f04.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 491071 3'. 


RC_AA136611_ 
at 


zk99b02.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 490923 3'. 


RC_AA233375_ 
at 


zr48f07.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
666661 3'. . 


RC_AA235621_ 
s_at 


Zt36c05.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 724424 3'. 


RC_AA253331_ 
at 


zr72g02.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
668978 3'. 


RC_AA393793_ 


zv64a10.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
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at 


cDNA clone 758394 3'. 


Rfi AA419547 

at 


zv04af)'i Soares NhHMPu S1 Homo saDiens cDNA clone 
752624 3". 


□p AA491100 

at 


7ii97ri11 ftnarp*; ox/arv tnmor NhHOT Homo'saoiens cDNA 
clone 739221 3'. . 


RH AA443277 

at 


zw87f06 s1 Scares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 783971 3'. 


RC AA446570- 

at 


7w/84nO t ? s1 Soares total fetus Nb2HF8 9w Homo saDiens 
cDNA clone 783656 3'. 


on AA447123 

at 


7w/Q3r.01 «i1 Soares total fetus Nb2HF8 9w Homo saDiens 

iUVVC' vvVJ 1 . 0 1 UwCll WO Iv LU 1 IvlUu I » W*-> 1 II V/ www I iwii iw wwf/ivi iv 

cDNA clone 784512 3'. 


Dp AA44Q34'} 

at 


yvflfinflQ q1 Snare*? total fetu^ ISJb2HF8 9w Homo saDiens 
cDNA clone 785728 3\ 


RC_AA456016_ 

dl 


aa03a08.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 

819150 


RC_AA479299_ 

ot 


zv21f04.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 

I wtwww w . 


RCJ\A479350_ 

at 


zv17d09.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
7R3Qn i S *V similar to contains element TAR1 TAR1 reoetitive 

/ Www WW w Oil 1 illCll ivj wl 11C1II Iw CJvl 1 Iwl Ik 1 f\l X i i #»i x i i of/wiiuwv/ 

element ;. 




Human leukemoaenlc homoloa nrotein fMEISD mRNA. com- 

1 IUI 1IQI 1 ICUIXvl | IvUvl llv 1 Iwl 1 1 Wl WW WI vlw 1 1 1 y I ¥ 1 i— ■ l w i y ii 1 1 \t \, wwi i i 

pletecds 




Human multtenanninn membrane orotein mRNA* comolete 

1 lUllldll | 1 | VJI UO WG1I II 1 1 1 IM 1 1 1 CI 1 1 Wl CT1 I W J^IWVWlll HUM uwiuj/iwiv 

cds. /gb=U94831 /ntype=RNA 


W27827_at 


38c8 Human retina cDNA randomly primed sublibrary Homo 
saniens cDNA 


W81301_at 


zd85a12.r1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 347422 5' 


Y12711_at 


H.sapiens mRNA for putative progesterone binding protein 


AA074407_at 


zm15c08.r1 Stratagene pancreas (#937208) Homo sapiens 
cDNA clone 525710 5'. 


AA091017_at 


yy1646.seq.F Fetal heart, Lambda ZAP Express Homo sapi- 
ens cDNA 5\ 


AA104023_at 


l7134.seq.F Fetal heart, Lambda ZAP Express Homo sapiens 
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cDNA 5'. 


AA171913_at 


zo95d05.r1 Stratagene ovarian cancer (#937219) Homo sa- 
piens cDNA clone 594633 5'. 


AA195678_at 


zr32h05.r1 Soares NhHMPu S1 Homo sapiens cDNA clone 
665145 5'. . 


AA227678_at 


zr55e05.r1 Soares NhHMPu S1 Homo sapiens cDNA clone 
667328 5'. 


AA247204_at 


csg0306.seq.F Human fetal heart, Lambda ZAP Express 
Homo sapiens cDNA 5'. 


AA479995_at 


zv18b05.r1 Soares NhHMPu S1 Homo sapiens cDNA clone 
753969 5'. 



or from a sequence as identified below 



RC_H14633_ 
at 


yl26e06.s1 Homo sapiens cDNA clone 159394 3'. 


RC_N62506_ 
at 


yz74d02.s1 Homo sapiens cDNA clone 288771 3'. 


RC_N70481_ 
at 


za74g10.s1 Homo sapiens cDNA clone 298338 3'. 


RC_N73988_ 

at?;- 


za57b06.s1 Homo sapiens cDNA clone 296627 3'. 


RC_T53404_ 
at 


ya88g06.s1 Homo sapiens cDNA clone 68794 3'. 


RC_Z38149_ 
at 


H. sapiens partial cDNA sequence; clone c-01a09. 


RC_Z38849_ 
at 


H. sapiens partial cDNA sequence; clone c-Orbl 1 . 


RC_AA03740 
9_at 


zc03h03.s1 Soares parathyroid tumor NbHPA Homo sapiens 
cDNA clone 321269 3'. 


RC_AA08431 
8_at 


zn18b04.s1 Stratagene neuroepithelium NT2RAMI 937234 Ho- 
mo sapiens cDNA clone 547759 3'. 


RC_AA12641 
9_at 


zk94d04.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 490471 3'. 
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7_at 


zmz*fQiKf.s i otratagene pancreas (iftjo/ zuo) nonfio sapiens 
cDNA clone 526567 3*. 


DP AA17Q/1Q 
KU_/VA I / OHO 

0_at 


zpuzeuo.si otratagene ovanan cancer (tFvot z iyj nomo sapiens 
cDNA clone 595238 3'. 


4_at 


ztbouUo.si ooares testis nh i nomo sapiens cuima clone 
726533 3'. 


PP AAOQQyl'l 

4_at 


ztoueu/ .si ooares ovary tumor iMDnu i nomo sapiens cuima 
clone 725796 3'. 


9_at 


zw/ziuo.s 1 ooares lesiio iNn i nomo sapiens cuina cione 
781761 3'. 


pp AAAH&A7 

1_at 


zvuoeuo.si ooares iMnnivir'u 01 nomo sapiens cuna clone 
753056 3'. 


5_at 


zxuoeiu.si ooares total tetus iMDzrlro 9w Homo sapiens culMA 
clone 785610 3 1 similar to contains Alu repetitive element;. 


9_at 


zxooauY.si ooares ovary tumor imdhu i Homo sapiens cuima 
clone 810829 3'. 


RC AA46363 

0_s_at 


cAauyuj.o i oudico iNlliilvlrU O l nuiliu oajJlcllo UUINn v^lUlie 

811840 3'. 


RC_AA48900 
9_at 


aa54d11.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:824757 3'. 


W37319_at 


zc11f08.r1 Soares parathyroid tumor NbHPA Homo sapiens 
cDNA clone 322023 5'. 



or from a sequence as identified below 


yx16e10.r1 Homo sapiens cDNA clone 261930 5'. 


N24990_s_at 


yf41e08.r1 Homo sapiens cDNA clone 129446 5' similar to 
SP:A46661 A46661 LEUKOTRIENE B4 OMEGA- 
HYDROXYLASE, P-450LTB OMEGA=CYTOCHROME P-450 
SUPERFAMILY MEMBER - ;. 


R11267_at 


yq76e12.s1 Homo sapiens cDNA clone 201742 3' similar to 
gb:J02982 GLYCOPHORIN B PRECURSOR (HUMAN);. 


RC_H52937_at 


yr89e02.s1 Homo sapiens cDNA clone 212474 3'. 


RC_H69547_at 


yu73c12.s1 Homo sapiens cDNA clone 239446 3'. 


RC_H70047_at 
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yx99d 1.s1 Homo sapiens cDNA clone 269876 3'. 


RC_N24879_at 


yz38a06.s1 Homo sapiens cDNA clone 285298 3'. 


RC_N66312_at 


yh26a02.s1 Homo sapiens cDNA clone 130826 3'. 


RC_R22189_at 


yg44f05.s1 Homo sapiens cDNA clone 35270 3V 


RC_R45582_at 


yg83e10.s1 Homo . sapiens cDNA clone 39835 3'. 


RC_R53457_at 


yi49g10.s1 Homo sapiens cDNA done 142626 3\ 


RC_R70903_at- 


zl68c01 s1 Strataaene colon (#937204) Homo saoiens cDNA. 
clone 509760 3'. 


RC AA054321 s at 


zk87c05.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 489800 3\ 


RC_AA099820_at 


zI17g05.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 502232 3'. 


RC_AA127238_at 


zo64h02.s1 Stratagene pancreas (#937208) Homo sapiens 
cDNA clone 591699 3'. 


RC AA1 47224 at 


zq12e02.s1 Stratagene muscle 937209 Homo sapiens cDNA 
clone 629498 3\ 


RC_AA192765_at 


zr33d07.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
665197 3\ 


RC_AA195718_at 


zr28b08.s1 Stratagene NT2 neuronal precursor 937230 Homo 
sapiens cDNA clone 664695 3' similar to gb:L05779 SOLUB- 
LE EPOXIDE HYDROLASE (HUMAN);. 


RC_AA232114_s_at 


zt07h12.s1 NCI CGAP GCB1 Homo sapiens cDNA clone 
IMAGE:712487 3'. *' 


RC_AA281770_at 


zw59e03.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 774364 3' similar to TR:G1 199667 G1 199667 
PROTEIN KINASE C-BINDING PROTEIN ENIGMA ;. ' 


RC_AA430209_at 


zx31f03.s1 Soares total fetus Nb2HF8 9w Homo saoiens 
cDNA clone 788093 3'. 


RC AA452410 at 


aa39.g12.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:815686 3\ 


RC_AA485115_at 


zk85e12.M Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 489646 5'. 


AA099391_s_j»t 


zo16a05.r1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 587024 5' similar to SW:CATX_BOVIN P05689 CA- 


AA131127_at 
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zp02c06.r1 Stratagene ovarian cancer (#937219) Homo sapi- 
ens cDNA clone 595210 5' similar to SW:QRl2_YEAST 
P43124 HYPOTHETICAL 46.1 KD PROTEIN IN PH02-POL3 
INTERGENIC REGION. [1] ;. 


AA173505_at 


zt39b07.r1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 724693 5'. 


AA291786_s_at 


zu53f10.r1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 741739 5". 


AA402971_s_at 


or from a sequence as identified below 


Human mRNA for IgG Fc binding protein, complete cds 


D84239_at 


yv73b09.s1 Soares fetal liver spleen 1NFLS Homo sapiens 
cDNA clone 248345 3'. 


RC_N54841_at 


ya88f04.s1 Homo sapiens cDNA clone 68767 3'. 


RC_T53389_s_at 


ye30d12.s1 Homo sapiens cDNA clone 119255 3'. 


RC_T98227_at 


zr97c07.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE.683628 3'. 


RC_AA215379_at 


zr81e12.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
682126 3'. 


RC_AA256485_at 


zt19f03.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 713597 3' similar to TR:E92665 E92665 AP56 ;. 


RC_AA290679_at 


zw46c01.s1* Soares total fetus Nb2HF8 9wHomo sapiens 
cDNA clone 773088 3'. 


RC_AA425309_at 


zw71d04.s1 Soares testis NHT Homo sapiens cDNA clone 
781639 3'. 


RC_AA429655_at 


aa90h1 1.s1 Stratagene fetal retina 937202 Homo sapiens 
cDNA clone 838629 3' similar to contains Alu repetitive ele- 
ment;. 


RC_AA456981_at 


zx70c04.s1 Soares total fetus NP2HF8 9w Homo sapiens 
cDNA clone 796806 3*. 


RC_AA461174_at 


zd27g09.r1 Soares fetal heart NbHH19WHomo sapiens 
cDNA clone 341920 5'. 


W61377_at 
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AA131127_at 


zo16a05.r1 Stratagene colon (#937204) Homo sapiens 
cDNA clone 587024 5" similar to SW:CATX BOVIN 
P05689 CATHEPSIN ;. 


AA372630_s_at 


EST84548 Colon adenocarcinoma IV Homo sapiens cDNA 
5' end. 


AA434329_at 


zw24g07.r1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 770268 5' similar to contains element TAR1 
repetitive element ;. 


C01409_s_at 


HUMGS0008391, Human Gene Signature, 3'-directed 
cDNA sequence. 


RC_AA256485_at 


zr81e12.s1 Soares NhHMPu S1 Homo sapiens cDNA clo- 
ne 682126 3'. | 


RC_AA290679_at 

... 


zt19f03.s1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 713597 3' similar to TR:E92665 E92665 AP56 

t • 


RC_AA429655_at 


zw71d04.s1 Soares testis NHT Homo sapiens cDNA clone 
781639 3'. 


RC_AA452410_at 


zx31f03.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 788093 3\ 


RC_AA461174_at 


zx70c04.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 796806 3\ 


RC_AA491463_at 


ab01d12.s1 Stratagene fetal retina 937202 Homo sapiens 
cDNA clone 839543 3'. 


RC_AA025434_at 


ze84f10.s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 365707 3\ 


RC_AA026030_at 


ze84d01.s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 365665 3' similar to PIR:A48764 A48764 cal- 
pain ;. 


RC_AA054321_s_at 


zl68c01.s1 Stratagene colon (#937204) Homo sapiens 
cDNA clone 509760 3\ 


RC_AA099820_at 


zk87c05.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 489800 3\ 


RC_AA161043_at 


zo74g1 1.s1 Stratagene pancreas (#937208) Homo sapi- 
ens cDNA clone 592676 3'. 


RC_AA215379_at 


zr97c07.s1 NCI CGAP GCB1 Homo sapiens cDNA clone 
IMAGE:683628 3'. 


RC H09281 at 


yl98f1 1 ,s1 Homo sapiens cDNA clone 46316 3\ 


RC H 18836 at 


ym45d10.s1 Homo sapiens cDNA clone 51262 3\ 


RC_H52937_at 


yq76e12.s1 Homo sapiens cDNA clone 201742 3' similar 
to gb:J02982 GLYCOPHORIN B PRECURSOR (HU- 
MAN);. 


RC H69547 at 


yr89e02.s1 Homo sapiens cDNA clone 212474 3'. 


RC H95039 at 


yv20a05.s1 Homo sapiens cDNA clone 243248 3\ 


RC_N21687_at 


yx63h03.s1 Soares melanocyte 2NbHM Homo sapiens 
cDNA clone 266453 3'. 


RC_N54841_at 


yv73b09.s1 Soares fetal liver spleen 1NFLS Homo sapiens 
cDNA clone 248345 3'. 


RC_N59622_at 


yv74b06.s1 Soares fetal liver spleen 1NFLS Homo sapiens 
cDNA clone 248435 3'. 


RC N66312 at 


yz38a06.s1 Homo sapiens cDNA clone 285298 3\ 
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RC_N90717_at 


za90a10.s1 Soares fetal lung NbHL19W Homo sapiens 
cDNA clone 299802 3'. 


RC R22189 at 


yh26a02.s1 Homo sapiens cDNA clone 130826 3'. 


RC R53457 at 


yg83e10.s1 Homo sapiens cDNA clone 39835 3'. 


RC T53389 s_at 


ya88f04.s1 Homo sapiens cDNA clone 68767 3'. 


RC_W86375_s_at 


zh55a02.s1 Soares fetal liver spleen 1NFLS S1 Homo 
sapiens cDNA clone 41 5946 3'. 


RC Z38289 at 


H. sapiens partial cDNA sequence; clone c-05e04. 



wherein the notation refers to Accession No. in the database UniGene (Build 
18). 



12. The method according to claim 11, wherein the gene from the first gene group is 
selected individually from genes comprising a sequence as identified below 



10 



RC_AA621122_at 


af34f04.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 1033567 3\ 


RC_AA129216_at 


zn84b03.s1 Stratagene lung carcinoma 937218 Homo 
sapiens cDNA clone 564845 3\ 


RC_AA133214_s_at 


zk97h05.s1 Soares pregnant uterus NbHPU Homo sapi- 
ens cDNA clone 490809 3'. 


RC H99675 at 


yx35c02.s1 Homo sapiens cDNA clone 263714 3\ 


RC R87160_at 


VQ31h10.s1 Homo sapiens cDNA clone 197443 3'. 



wherein the notation refers to Accession No. in the database UniGene (Build 



18). 
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13. The method according to claim 12, wherein the gene from the first gene group is 
selected individually from genes comprising a sequence as identified below 



RC AA429904 at 



zw66d03.s1 Soares testis NHT Homo sapiens cDNA clone 
781157 3'. 



wherein the notation refers to Accession No. in the database UniGene (Build 



18). 



20 



14. The method according to claim 13, wherein the gene from the first gene group is 
selected individually from genes comprising a sequence as identified below 



RC_AA460273_at 



zx67f05.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 796545 3'. 
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do a A/ono^n at 


3a4fip04 <?1 NCI CGAP GCB1 Homo saoiens cDNA clone 
MAGE823998 3'. I 


or AA418072 at : 


zv97g08.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
767774 3'. 


do Wfi*IA7fi ^ at * 
aL/ no 1 *+ / vj ( Q [ Q i 


t/r17e08 s1 Homo saDiens cDNA clone 205574 3'. 


RC H16209 at 


W28d1 1 .s1 Homo sapiens cDNA clone 1 59573 3'. 


DO MQ'aQ'l ft a* 

KU i\iyooio_ al 4 


7hFHf1 1 <i1 Soares fetal luna NbHL19W Homo sapiens 
cDNA clone 308301 3'. 


DO LJ -i 7CCA of 


wm^lhrm q1 Hnmn <?anipnc; nHNA n one 50842 3 1 . 


RC N36835_at 


yy35f02.s1 Homo sapiens cDNA clone 273243 3". 


DO TQCOQQ of 


Hnmn <?anipn<* rDMA 3' end similar to None. 


DO A A>lyl7Q77 o 
at 

ai 


■7u/P9iariQ q1 QnarPQ tp<tfi<? NHT Homo saoiens cDNA clone 
782728 3' 


DO AA^ftnR7Q flt 
r\Lf_Mo I DUO / c? cu 


rnfiPhOS s1 Strataaene oancreas (#937208) Homo sapiens 
cDNA clone 591515 3'. 


RC_W45051_at 


zc2ig08.s1 Soares senescent fibroblasts NbHSF Homo 

c*anipn<* cDMA clone 323006 3' 


RC_AA040699_at 


zk48g04.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 486102 3\ 


RC R63734_at 


Vi15q05.s1 Homo sapiens cDNA clone 139352 3'. 


To14/o_at 


w^nchOft e1 Hnmn Qanipnc pnMA Hnne 79Q35 3 1 


H23847 at 


y n f IGU*T.r I norno oapierio wL-mn/a uiljiic i # jwsj w , 


RC_AA482014_at 


zu98d05.s1 NCLCGAP_GCB1 Homo sapiens cDNA clone 

IIV/lAriP-7ilfin9*\ ^T' Qimilartn TR*G414QQ3 G414993 CEN- 

TRIN. ;. 


RC AA14o o*£o S_ 

at 


■yn^7rin4 q1 ^tratnnpnp pnHnthplial cell 937223 Homo saoi- 
ens cDNA clone 589063 3' similar to gb:M60483_rna1 
PROTEIN PHOSPHATASE PP2A-ALPHA, CATALYTIC 
til IRI INIT /HI 1MANV 


R55902 at 


yq92d05.r1 Homo sapiens cDNA clone 41017 5\ 


C30 A AAOKftDQ of 

KC_AAUooooo_at 


TlrlRnnEi d Qnar^Q nrtsnnani utpru<i NlbHPU Homo SaDiens 
oHMA Hnno 471 H94 ^' 

OLJi\/A LrlUI It? Hi lOtt O . 


A A Of5Q*1 /Ifi at 


Pi\/lVn*>n KG1a Lamhda Zan Exoress cDNA Library Homo 
sapiens cDNA 5'. 


DO \A/-1Q009 a* 


■^hftQhn^ q1 Snarp<; <5PnpQnpnt fibroblasts NbHSF Homo 
sapiens cDNA clohe 310809 3 1 similar to contains Alu repe- 
titivp plpmpnt'contalns element L1 reoetitive element *. 


DO AA0P097fi at 


7Q9^fH7 <;1 NCI CGAP GCB1 Homo saoiens cDNA clone i 
IMAGE'686245 3'. 


WR1^R1 c at 
no 1 OO 1 o al 


vu41b03 r1 Homo saoiens cDNA clone 236333 5\ 


RC R10657_s_at 


Vf31e11.s1 Homo sapiens cDNA clone 128492 3\ 


DO AAOOTOfil at 


-rrOOhOd <;1 Strataaenp NT2 neuronal precursor 937230 

/_|^^IHJ*T.O 1 wil CllOig vl Iv IN X £» I IvUI Wl Iwi www.i wwi w w « «_ww 

Homo sapiens cDNA clone 664183 3\ 


RC_AA477641_at 


zu37b12.s1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 740159 3'. 


RC T70596_at 


yd15f10.s1 Homo sapiens cDNA clone 108331 3\ 


R31641 at 


Vh69e02.r1 Homo sapiens cDNA clone 135002 5\ 


RC N62855_at 


yz83c04.s1 Homo sapiens cDNA clone 289638 3\ 


RC_AA279695_at 


zs92d10.s1 NCI CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:704947 3\ 


RC H95071 s at 


yv20f02.s1 Soares fetal liver spleen 1NFLS Homo sapiens 
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cDNA clone 243291 3*. 


RC_N54385_at 


yv39f05.s1 Soares fetal liver spleen 1 NFLS Homo sapiens 
cDNA clone 245121 3*. 


H15314 at 


ym28c02.r1 Homo sapiens cDNA clone 49413 5'. 


RC_AA151435_at 


zl43h1 1.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 504741 3'. 


RC_F01568_at 


H. sapiens partial cDNA sequence; clone c-06g08. 



or a sequence as identified below 



RC_AA451685_at 


zx44c03.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 789316 3'. 


RC_W44745_at 


zb98a1 1 .s1 Soares parathyroid tumor NbHPA Homo sapi- 
ens cDNA clone 320828 3*. 


AA482319_f_at 


ab15c03.r1 Stratagene lung (#937210) Homo sapiens 
cDNA clone 840868 5\ 


RC_AA155820_at 


zo47a08.s1 Stratagene endothelial cell 937223 Homo sa- 
piens cDNA clone 590006 3\ 


H51340 at 


yo30c06.r1 Homo sapiens cDNA clone 179434 5 . 


RC H09594 at 


Vl97b1 1 .s1 Homo sapiens cDNA clone 46276 3'. 


RC N29764_at 


yw91b09.s1 Homo sapiens cDNA clone 259577 3\ 


R80048 at 


yi91e08.r1 Homo sapiens cDNA clone 146630 5'. 


AC000115_cds1_at 


WUGSC:HJ3S188P18.1a gene extracted from Human 
BAC clone'GSI 88P1 8 


AA203222_at 


zx56e01.r1 Soares fetal liver spleen 1NFLS S1 Homo sa- 
piens cDNA clone 446520 5 1 similar to contains element 
MER17 repetitive element ;. 


RC_AA100437_at 


zn59e02.s1 Stratagene muscle 937209 Homo sapiens 
cDNA clone 562490 3*. 


RC T51990_at 


yb29e01 .s1 Homo sapiens cDNA clone 72600 3\ 


A A A i*\ Jk At At A L 

AA491 114_at 


aa46e04.r1 NCI COjAP ol-bi nomo sapiens cuina cione 
IMAGE:823998 5\ 


RC R39869 at 


yf63b06.s1 Homo sapiens cDNA clone 26725 3\ 


RC_AA394071_at 


zt52g01.s1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 726000 3' similar to SW:ADG_MOUSE 
P22892 GAMMA-ADAPTIN ;. 


RC_AA196790_at 


zq60b06.s1 Stratagene neuroepithelium (#937231) Homo 
sapiens cDNA clone 645971 3\ 


AA465000_s_at 


zx80b07.r1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 810037 5\ 


RC R39923_at 


yf51d10.s1 Homo sapiens cDNA clone 25662 3*. 


RC_R91819__at 


yp99c05.s1 Homo sapiens cDNA clone 195560 3* similar 
to contains MER1 repetitive element ;. 


AA484982_at 


aa39b02.r1 NCLCGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:815595 5\ 


AA036900_at 


zk29e1 1.r1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 471980 5\ 


RC_AA449951_at 


zx38a10.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 788730 3\ 


RC_Z40233_at 


H. sapiens partial cDNA sequence; clone c-1wg05. 
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RC_AA1 668 1 0_at ; 


zo87aQo.si btratagene ovarian cancer ^#f»o/^ iyy nomo 
sapiens cDNA clone 593840 3'. 


RC H06746_at 1 


/I83h08.sl nomo sapiens cuna cione h*\ohi o . 


AA046674_at ; 

i 


zf12d12.r1 Scares fetal heart NbHH19W Homo sapiens 
sDNA clone 3/W27 o . 


RC_AA450118_at - 

• 


zx42e09.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 7oyibU o . 


RC_AA486410_at 

* 


ab36b12.s1 Stratagene HeLa cell s3 937216 Homo sapi- 
ens cDNA clone o42o/9 o . 


RC_AA02641 7_at 


ze92g0o.si ooares Tetai nean i\Drin iyvv nomu sapiens 
cuna clone ooo^y*f> o . 


RC_AA125808_at 


zl29e12.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 503374 3*. 


RC_AA24372 1 _at 


zroon 1.S1 ooares NnnivlHU o I nomo sapiens cl^inm oiu- 
ne 668589 3". 


RC_AA4521 31_at 


zx15dub.si ooares total retus iNDznro yw nomu sapiens 
cuna clone / ooooy o . 


RC N29345„at 


yw85c10.s1 Homo sapiens cDNA clone 259026 3\ 


RC Z39191 at 


H. sapiens partial cDNA sequence, cione c- ioc iz. 


RC_AA156187_at 


zo47c04.s1 Stratagene endothelial cell 937223 Homo sa- 
piens cDNA clone 590022 3 similar to contains aiu repeti- 
tive element;. 


RC_AA157340_at 


zo42h04.s1 Stratagene endothelial cell 937223 Homo sa- 
piens cDNA clone oB9oyi o . 


RC AA343514_at 


EST49299 Gall bladder 1 Homo sapiens cDNA 3' end. 


RC_AA482224_f_at 


ab15c03.s1 Stratagene lung (#937210) Homo sapiens 
cDNA clone 840ooo 3 . 


RC_AA053021_at 


zl72f02.s1 Stratagene colon (ffyo/^u^/ nomo sapiens 
cDNA clone oi u i / 1 o . 


RC_AA279420_at 


zs85d09.s1 NCLCGAP_GCB1 Homo sapiens cDNA clone 

lit A AOC-7nylO*7*5 Similar "TD"/^5Q7Z.ftOR r^Q74Rn*^ 

IMAbb./U4/ifoo Similar 10 I rx.vay/^toUO V3»/*tovjo 

T08A11.2;. 


RC_AA477252_at. 


zu29h10.s1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 739459 3\ 


RC N31597_s_at 


yy20ol 1 .si Homo sapiens cuina cione ^/ 1 f to o . 


U31875 at . 


Human fHep27 protein mRNA, complete cds. 


RCJ=04611_at 


H. sapiens partial cDNA sequence, cione c-zse i i. 


AA263032_s_at 


PMY0335 KG1a Lambda Zap Express cDN A* Library Ho- 
mo sapiens cDNA 5\ 


AA447052_at 

• 


zw86b06.r1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 783827 5 similar to 1 K.ooyoyou uoyoyou 
PROTEIN N-TERMINAL ASPARAGINE AMIDOHY- 

UrxULnOC-. ,. 


RC_AA056247_at 


zf62c02.s1 Soares retina N2b4HR Homo sapiens cDNA 
clone 381506 3" similar to contains Alu repetitive element;. 


RC_AA156532_at 


zo34b05.s1 Stratagene colon (#937204) Homo sapiens 
cDNA clone 588753 3". 


RC_AA456039_at 


aa03d01.s1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 812161 3'. 


RC_AA461444_at 


zx68b01.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 796585 3'. 
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RC AA033974 at 


zi05c10.s1 Scares fetal liver spleen 1NFLS S1 Homo sa- 
piens cDNA clone 429906 3\ 


RC AA034365 at 


zf02b10.s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 375739 3* similar to gb:J05096 ma1 SODI- 
UM/POTASSIUM-TRANSPORTING ATPASE ALPHA-1 
CHAIN (HUMAN);contains Alu repetitive element;. 


RC N22115_s_at 


yw32a09.s1 Homo sapiens cDNA clone 253912 3\ 


RC_W04698_at 


zb94bQ5.s1 Soares parathyroid tumor NbHPA Homo sapi- 
ens cDNA clone 320433 3*. 


AA1 26592 at 


zl17g05.r1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 502232 5'. 


AA428172 f at 


zw32b06.r1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 770963 5\ 


C0 1790 at 


HUMGS0003746, Human Gene Signature, 3-directed 
cDNA sequence. 


RC AA017146 at 


ze41a07.s1 Soares retina N2b4HR Homo sapiens cDNA 
clone 361524 3' similar to contains element PTR7 repetiti- 
ve element;. 


RC_AA236037_at 


zs05g08.s1 NCLCGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:684350 3\ 


RC_AA026270_at 


ze97f07.s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 366949 3\ 


RC AA233837 at 


zr47f06.s1 Soares NhHMPu S1 Homo sapiens cDNA clo- 
ne 666563 3*. 


RC H60595 s at 


yr41h02.s1 Homo sapiens cDNA clone 207891 3\ 


RC N66388 at 


yz39f01 .s1 Homo sapiens cDNA clone 285433 3\ 


RC_N91023_at 


zb41a09.s1 Soares parathyroid tumor NbHPA Homo sapi- 
ens cDNA clone 306136 3\ 


RC W80354 at 


zh49a02.s1 Soares fetal liver spleen 1NFLSS1 Homo 
sapiens cDNA clone 415370 3\ 


RC T51995 at 


yb29e09.s1 Homo sapiens cDNA clone 72616 3\ 


RC_AA463637_at 


zx98h04.s1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 811831 3'. 


RC_AA161.085_at 


zo62h09.s1 Stratagene pancreas (#937208) Homo sapi- 
ens cDN A clone 591521 3' similar to SW:PPAP RAT 
P20646 PROSTATIC ACID PHOSPHATASE PRECUR- 
SOR ;. 


RC_AA48910l_at 


aa56h11.s1» NCI_CGAPJ3CB1 Homo sapiens cDNA clone 
IMAGE: 824997 3'. 


RC_AA255464_at 


zr83b02.s1 Soares NhHMPu S1 Homo sapiens cDNA clo- 
ne 682251 3*. 


RC.AA60961 4_at 


af15f12.s1 Soares testis NHT Homo sapiens cDNA clone 
1031759 3\ 


L32832_s_at 


Homo sapiens zinc finger homeodomain protein (ATBF1- 
A) mRNA, complete cds. 


AA464051_s_at 


zx86d04.r1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 810631 5'. 


RC Z39652_at 


H. sapiens partial cDNA sequence; clone c-1fg03. 


AB002321 at 


Human mRNA for KIAA0323 gene; partial cds. 


RC D59981 s at 


Human fetal brain cDNA 3'-end GEN-079C04. 


RC AA027954_at 


zk05c12.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 469654 3\ 
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pr» AAH'S'S^Q at 


7l07h19 ^1 Scarps brennant utprus NbHPU Homo saoiens 
cDNA clone 491615 3'. 


\ no ^7 at ! 


Homn Qanipns fclonp 02^0-1 £^ Hpavaae stimulation factor 
50kDa <?ubunit comolete cds 

W w l\ 1— / u OUUUI ' ' ^1 wwl I l|Jlwlw wUw 


RC_AA256996_at 


zr81M 1.s1 Soares NhHMPu S1 Homo sapiens cDNA clo- 
ne 682149 3 1 

• IW WW£— 1 » W W « 


RC_AA450373_at 


zx05h06.s1 Soares total fetus Nb2HF8 9w Homo sapiens . 
cDNA clone 785627 3' 


RC N71875_at 


yz34f07.s1 Homo sapiens cDNA clone 284965 3'. 


AA^H^n*^ at 


7\a/7RpO^ r1 Snares tpstis NHT Homo saoiens cDNA clone 

Z_ VV / UCUJ.I I UUCII CO LC OLIO 1 X 1 1 1 1 IUI 1 lu UUplOl lu WUS 1 H# » wiwi IV 

782140 5' 


U77942_at 


Human syntaxin 7 mRNA, complete cds. 


Dp AA^Q^a76 s at 


zv64h10 s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 758467 3'. 


VV luDOO^dl 


7h08f12 r1 Soares fetal luna NbHL19W Homo saoiens 
cDNA clone 301487 5*. 


pp AA9R7^RR at 
r\0_jr\M^O / OOP dt 


y^OffM <j1 NCI CGAP GCB1 Homo saoiens cDNA clone 
IMAGE:700927 3'. 


□p FnooQ"7 <s at 


H <;anipns narfial cHNA ^pnupnce' clone c-0xh1 1 

II. OOplvl IO [Jul LI CI 1 UU/IN/^ OCVjUCI luw, wlwl Iv w wai i i i« 


AA247679_at 


hfe0045.seq.F Human fetal heart, Lambda ZAP Express 

Mnmn QanipnQ pJ~}NA fi* 

I \\J\ 1 \\J OdMICI IO vLVIiH w • 


RC_AA282791_at 


z$91c05.s1 NCI_CGAPJ3CB1 Homo sapiens cDNA clone 


AA504744_at 


aa63f03.r1 NCLCGAPJ3CB1 Homo sapiens cDNA clone 


RC_AA149987_at 


zo03d03.s1 Stratagene colon (#937204) Homo sapiens 
cDNA clone 566597 3' 

WlWlM/\ ulUI Iv W \J W WV 1 W m 


RC_AA262485_at 


zs17h07.s1 NCLCGAP_GCB1 Homo sapiens cDNA clone 

IMAGP'685501 3' 


AA/l^RR^fi at 


7vQ8a07 r1 Soares NhHMPu S1 Homo saoiens cDNA clo- 
ne 753084 5'. 


RC_AA037828_at 


zf03g09.s1 Soares fetal heart NbHH19W Homo sapiens 
cDIMA clone 37 5^04 3' 


RC_AA255628_at 


zs31g06.s1 NCI CGAP GCB1 Homo sapiens cDNA clone 
IMAGE.686842 3\ 


AA418098_at 


zv94b04.r1 Soares NhHMPu S1 Homo sapiens cDNA clo- 

np 7fi7407 *>' 

1 It? (V? / *tU / O . 


RC N21380_at- 


yx54c04.st Homo sapiens cDNA clone 265542 3\ 


AA459542_s_at 


zx89d08.r1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 810927 5' similar to TR.G608025 G608025 

AMI^VDIM C2. ' 

AlNrxYKIIN o. 


RC_AA4o41 oO_at 


zxooTUh.s i ooares ovary lumur iNunu i numu octpiciio 
cDNA clone 810367 3' similar to gb:M38188 OVARIAN 
GRANULOSA CELL 13.0 KD PROTEIN HGR74 (HU- 
MAN);. 


RC_AA^43726_at 


zo67g06.s1 Stratagene pancreas (#937208) Homo sapi- 
ens cDNA clone 591994 3" similar to TR:G530823 
G530823 EPIDERMAL GROWTH FACTOR RECEPTOR 
KINASE SUBSTRATE. ;. 


RC N38930_at 


W43e04.s1 Homo sapiens cDNA clone 274014 3'. 


H27242_at 


yl63h11.M Homo sapiens cDNA clone 162981 5' similar to 
SP:GCN5 YEAST Q03330 TRANSCRIPTIONAL ACTI- 
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RC_AA002088_at 


zh85g03.s1 Scares fetal liver spleen 1NFLS S1 Homo 

cemionc rHNA ofnnf* /LOftlifi *V 
octfJlcilo UUINn OIUI lo *t^-0 1 IU J . 


D31313 s_at 


Human fetal-lung cDNA 5-end sequence. 


RC H40lUZ_a\ 


yT/ ot lU-S i norno sapiens cuinm uiui its ^/ 5300 0 . 


RC_AA405543_at 


zw39c01.s1 Soares total fetus Nb2HF8 9w Homo sapiens 

«nMA oUno 77941 fi *-V 
GL)Wr\ Clone / / cs\ ID O. 


RC_AA284143_at 


zs47c07.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 


nr» A A«1RQOQ/l of 
KO_AAl DO£.0*¥ mm 3X 


, ro7fthn'1 q1 ^tratanf^np nnnrrfaaQ ^#937208^ Homo saoi- 
ens cDNA clone 592777 3 1 . 


Rbby^u_at 


wWvfno M Mnmn canionc rnWA Hon^ 140°Q7 •5' similar to 

contains Alu repetitive element;. 


RC_AA034189_at 


zi06h12.s1 Soares fetal liver spleen 1NFLS S1 Homo sa- 
piens cl-jin/a uiuric ^ouuoo o . 


AA147510_s_at 


zl50c12.r1 Soares pregnant uterus NbHPU Homo sapiens 
CL/i\ir\ cione OUOODQ o . 


RG IM4oY To at 


\/\/7^hH0 e4 Homo canionc rHWA HnriA 97Q41 1 'V 

yy / onu^.b i norno sapiens cuin/a oior it? ^ / ??*t i i . 


AA489299_at 


ab35g04.r1 Stratagene HeLa cell s3 937216 Homo sapi- 
ens CL/iN/A cione oniooo o . 


D/*> AAO/07QQ ol 

KO_AA<d4^ / y y_at 


•^rRRfnR d Qnoroc MhM!\/IPt i Q1 Homo Q£mi*anQ rHNIA rln- 

ne 668291 3' similar to SW:SP08_YEAST P41833 


AA091412_s_at 


H2053.seq.F Fetal heart, Lambda ZAP Express Homo sa- 
piens cDNA 5\ 


RC_H70554_at 


yr91a03.s1 Homo sapiens cDNA clone 212620 3'. 


KC_AA2obzUo — at 


zrouauo.s i ooares iNnriivin u o i norno sapiens wl-un/a wio- 
ne 681974 3'. 


RC Rd4ddU at 


yizza iu.s i norno sapiens cl/imax cione iooczo^ o . 


RC_AA135185_at 


zo27a05.s1 Stratagene colon (#937204) Homo sapiens 
cDNA clone 588080 3'. 


AA44242o_at 


zv/UTUo.ri ooares loiai Teius iNDznro ow nurnu sapiens 

r nMA /^lonia 7KQni ^ cimilflrtn 55W"YR79 YFAST ! 
CUlNrN Clone f OsU lO O SIFTlIlcH lO OVv. T D/ 1 cou i 

P38137 HYPOTHETICAL 60.5 KD PROTEIN IN PDB1- 
ABD1 INTERGENIC REGION. ;. 


RC_AA293719_at 


zt55h03.s1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 726293 3V 


RC_AA287131_at 


zt20g02.s1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 713714 3' similar to TR:E124071 E124071 
NAD+-ISOCITRATE DEHYDROGENASE ;. 


AB002387_at 


Human mRNAfor KIAA0389 gene, complete cds. 


RC N50550 at 


yy89f05.s1 Homo sapiens cDNA clone 280737 3'. 



wherein the notation refers to Accession No. in the database UniGene (Build 18) 



15. The method according to any of claims 4-14, wherein the second gene group 
5 are selected individually from genes comprising a sequence as identified below 

|RC_AA116036_at|zm79a11.s1 Stratagene neuroepithelium (#937231) Homo | 
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sapiens cDNA done 531 836 3\ 


RC_AA101562_at 


zn76c11.s1 Stratagene NT2 neuronal precursor 937230 Ho- 
mo sapiens cDNA clone 5641 16 3' similar to contains Alu 
repetitive element;. 


RCJH20269_at 


yn53b04.s1 Homo sapiens cDNA clone 1721 1 1 3\ 


RC Z40715 at 


H. sapiens partial cDNA sequence; clone c-2ea12. i 



wherein the notation refers to Accession No. in the database UniGene (Build 
18). 



5 16. The method according to any of claims 4-15, wherein the second gene group 
are selected individually from genes comprising a sequence as identified below 



AA402119_at 


zu55d04,r1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 741895 5' similar to TR:G397579 G397579 
LL5 MRNA,;, 


RC_AA102581_at 


zn42d02,s1 Stratagene endothelial cell 937223 Homo sa- 
piens cDNA clone 550083 3', 


RC H14089 at 


ym62c07,s1 Homo sapiens cDNA clone 163500 3', 


RC_R46079J_at 


yg49c02,s1 Homo sapiens cDNA clone 36133 3', 


RC R67918 at 


yi25g01,s1 Homo sapiens cDNA clone 140304 3', 


RC_W15360_at 


zc17d10,s1 Soares parathyroid tumor NbHPA Homo sapi- 
ens cDNA clone 322579 3' similar to PIR.S39983 S39983 
eps8 protein - mouse ;, 


AAUo^l / i_j at 


zn4zgu/,n otratagene endothelial cell 9o/223 Homo sa- 
piens cDNA clone 550140 5\ 


AA425593_at 


zw48f02,r1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 773307 5\ 


F15201 at 


H, sapiens partial cDNA sequence, 


H15219_at ■ 


ym30f02,r1 Homo sapiens cDNA clone 49693 5\ 


R60368_at 


yh04b02,r1 Homo sapiens cDNA clone 42052 5\ 


R86859 at - 


ym86a02 t r1 Homo sapiens cDNA clone 165770 5\ 


RC_AA045342_at 


zk59g01,s1 Soares pregnant uterus NbHPU Homo sapi- 
ens cDNA clone 487152 3\ 


RC_AA171985_at 


zo98g05,s1 Stratagene ovarian cancer (#937219) Homo 
sapiens cDNA clone 594968 3\ 


T63174_s_at 


yc04e08,r1 Homo sapiens cDNA done 79718 5* similar to 
contains Alu repetitive element;, 


U90268 at 


Human Kritl mRNA, complete cds, 


X14787 at 


Human mRNA for thrombospondin 


RC_AA196991_s_at 


zq10a10,s1 Stratagene muscle 937209 Homo sapiens 
cDNA clone 629274 3* similar to TR:G1 049074 . G1 049074 
VASOPRESSIN-ACTIVATED CALCIUM-MOBILIZING 
PROTEIN, ;, ■ 


RC F02470 at 


H, sapiens partial cDNA sequence; clone c-10c01, 


RC_F08899 at 


H, sapiens partial cDNA sequence; clone c-2uc10, 


RC H15259 at 


ym30c10,s1 Homo sapiens cDNA clone 49795 3\ 


RC H52133 at 


yo44d04,s1 Homo sapiens cDNA clone 180775 3*. 
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RC R17059 at 


yf45a10,s2 Homo sapiens cDNA clone 129786 3', 


RC R45292 at 


yg46b01,s1 Homo sapiens cDNA clone 35626 3', 



wherein the notation refers to Accession No. in the database UniGene (Build 
18). 



5 17. The method according to any of claims 4-14, wherein the second gene group 
are selected individually from genes comprising a sequence as identified below 



C01360_at 


1UivlboUUUoo4 1 , numan oene oiyiiaiuit?, o-uiicucu 
dDNA sequence, 


D80002 at 


t -*DM ft X— - \*?\ A A OA r\oirtSol rrlc 

Human mRNA Tor kjaau iou gene, partial cas 


RC_AA149586_at 


z!39e03,s1 Soares pregnant uterus NbHPU Homo sapiens 

CDNA Clone o(J4o1o o , 


RC H68772 at 


yr83f01,s1 Homo sapiens cDNA clone 211897 3', 


RC N30806_at 


yw65f02,s1 Homo sapiens cuna clone £X>i mo j, 


RC N63143_at 


vz37c12,s1 Homo sapiens cDNA clone 285238 3', 


RC_R33146_at 


yho i f02,s i Homo sapiens cuna clone \ oo \ oo o similar \o 
contains Alu repetitive element;, 


RC R46206_at 


yj53duo,sl Homo sapiens cuinm cione loz^foo o , 


RC R49731_s_at 


yg71e10,s1 Homo sapiens cDNA clone 38554 3', 


AA043223_at 


zk55g12,n Soares pregnant uterus iMDnru nomo sapiens 
cDNA clone 486790 5*. 


AB002346 at 


Human mRNA for KIAA0348 gene, complete cas, 


D81608_at 


Human fetal brain cDNA 5'-end GEN-177B09, 


M83670 s at 


Human carbonic annydrase IV mRNA, complete cas 


N28843 at 


Yx59d10,r1 Homo sapiens cDNA clone 266035 5\ 


RC_AA149044_at 


zi45d09,s1 Soares pregnant uterus NbHPU Homo sapiens 

rHWA rlnne 504881 3' 


RC_AA258130_at 


zs35f03,s1 NCI CGAP GCB1 Homo sapiens cDNA clone 
IMAGE:687197 3\ 


RC_AA281743_r_at 


zt06h05,s1 NCI CGAP GCB1 Homo sapiens cDNA clone 
IMAGE:712377 3', 


RC_AA406338_at ... , 


zv10f06,s1 Soares NhHMPu S1 Homo sapiens cDNA.clo- 
ne 753251 3', 


RC_AA424524_at 


zv90g02,s1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 767090 3', 


RC_AA435840_at 


zt80b'08,s1 Soares testis NHT Homo sapiens cDNA clone 
728631 3', 


RC_AA027823_at 


zk05c04,s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 469638 3', 


RC_AA084138_at 


zn17a03,s1 Stratagene neuroepithelium NT2RAMI 937234 
Homo sapiens cDNA clone 547660 3', 


RC_AA135406_at 


zo28e08,s1 Stratagene colon (#937204) Homo sapiens 
cDNA clone 588230 3', 


RC_AA148923_at 


zl27g11,s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 503204 3', 


RC H98653_at 


yx12h06,s1 Homo sapiens cDNA clone 261563 3', 
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RC N30077 at 


yw81g11,s1 Homo sapiens cDNA clone 258692 3', 


RC R40166 at 


yf70a09,s1 Homo sapiens cDNA clone 27448 3', 


RC_T90374_at 


yd43e03,s1 Homo sapiens cDNA clone 111004 3' similar 
toSP:POL2 MOUSE P1 1369 RETROVIRUS-RELATED . 
POL POLYPROTEIN ;, 


RC_Z38182_at 


H, sapiens partial cDNA sequence; clone c-02a08, 



wherein the notation refers to Accession No. in the database UniGene (Build 

18). 



5 18-. The method according to any of claims 4-17, wherein the second gene group 
comprises a sequence as identified below 



RC_AA054726_at 


zk68e06,s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 488002 3', 


RC_AA206042_at 


zq77f02,s1 Stratagene hNT neuron (#937233) Homo sapiens 
cDNA clone 647643 3' similar to contains element MSR1 re- 
petitive element ;, 


RC_R98735_at 


yr31g12,s1 Homo sapiens cDNA clone 206950 3', 


AA115572_s_at 


zl05d11,r1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 491445 5' similar to TR:G895845 G895845 PU- 
TATIVE P64 CLCP PROTEIN, ;, 


AA430979_at 


PMY0789 KG 1a Lambda Zap Express cDNA Library Homo 
sapiens cDNA 5', 


/v\4oy^o/_at 


8030604/1 Stratagene HeLa cell s3 937216 Homo sapiens 
cDNA clone 842910 5\ 


D82226 s at 


similar to TAT-bindtng protein-2, 


H49499_s_at 


yq20g10,r1 Soares fetal liver spleen 1NFLS Homo sapiens 
cDNA clone 274386 5', 


M11844 at 


Human prealbumin gene, complete cds, 


RC_AA026388_at 


ze92c03,s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 366436 3\ 


RC_AA044601_at 


zk55d05,s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 486729 3\ 


RC_AA182030_at 


zp57a03,s1 Stratagene endothelial cell 937223 Homo sapi- 
ens cDNA clone 624268 3\ 


RC_AA233451_at 


zr30b02,s1 Stratagene NT2 neuronal precursor 937230 Ho- 
mo sapiens cDNA clone 664875 3\ 


RC_AA236493_at 


zr75c10,s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
669234 3\ 


RC AA401098 f 
at 


zu50g01,s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 741456 3' similar to contains Alu repetitive ele- 
ment;contains element THR repetitive element 


RC_AA441818_at 


zw62f01,s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 774649 3\ 


RC_AA478109_at 


Zt89d04,s1 Soares testis NHT Homo sapiens cDNA clone 
729511 3\ 


RC_AA481430 at 


zv06g11,s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
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752900 3', 


RC_AA488878_at 


aa55f02,s1 NCI CGAP GCB1 Homo sapiens cDNA clone 
IMAGE:824859 3', 


RC_AA599032_at 


ae41h03,s1 Gessler Wilms tumor Homo sapiens cDNA clone 
898421 3', 


S73288_at 


small proline-rich protein SPRK [human, odontogenic kerato- 
cysts, mRNA Partial, 317 nt], 


U87459_at 


Human autoimmunogenic cancer/testis antigen NY-ESO-1 
mRNA, complete cds 


U88047_at 


Human DNA binding protein homolog (DRX) mRNA, partial 
cds 


RC_AA063574_at 


ze25f03,s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 360029 3 similar to gb.X52104 Poo PROTEIN 

/I |l II. A a Kl\» 

(HUMAN),, 


RC__AA1 32524_at 


zo20c04,s1 Stratagene colon (#937204) Homo sapiens cuina 
clone oo/4oU o similar to contains aiu repetitive element,, 


DP 1 pnQ^i7 a* 
rvo nUv?o i / ax 


n, sapiens partial gl/im/a sequence, cione c-zzn i i, 


RC H 12863 at 


yj14b12,s1 Homo sapiens cDNA clone 148703 3', 


RC_N33927_s_at 


yv25e09,s1 Homo sapiens cDNA clone 243784 3\ 


RC R08189 at 


yf18f03,s1 Homo sapiens cDNA clone 127229 3\ 


RC R39191 s at 


yc89c12,s1 Homo sapiens cDNA clone 23345 3\ 


RC T82323 at 


AS322 Homo sapiens cDNA clone AS322 3\ 


RC T90746 at 


yd41f10,s1 Homo sapiens cDNA clone 1 10827 3', 


RC Z39338 at 


H, sapiens partial cDNA sequence; clone c-17f11, 



or a sequence as identified below 



AA011479_at 


zi01b10,r1 Soares fetal liver spleen 1NFLS S1 Homo sapi- 
ens cDNA clone 429499 5', 


AA314779_at 


EST1 86601 Colon carcinoma (HCC) cell line II Homo sa- 
piens cDNA 5' end, 


RC_AA084640_at 


zn20d05,s1 Stratagene neuroepithelium NT2RAMI 937234 
Homo sapiens cDNA clone 547977 3', 


RC_AA121534_at 


zk89d1 1 ,s1 Soares pregnant uterus NbHPU Homo sapi- 
ens cDNA clone 490005 3' similar to gb:X79535 TUBULIN 
BETA-2 CHAIN. (HUMAN);, 


RC_AA131047_s_at 


zo16f05,s1 Stratagene colon (#937204) Homo sapiens 
cDNA clone 587073 3", 


RC_AA461549_at 


zx62b09,s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 796025 3', 


RC_AA491465_at 


ab04a05,s1 Stratagene fetal retina 937202 Homo sapiens 
cDNA clone 839792 3', 


RC_AA496936_at 


ae32d03,s1 Gessler Wilms tumor Homo sapiens cDNA 
clone 897509 3', 


RC_AA598689_at 


ae49a08,s1 Stratagene lung carcinoma 937218 Homo 
sapiens cDNA clone 9501 98 3', 


W26392_at 


30g3 Human retina cDNA randomly primed subli.brary Ho- 
mo sapiens cDNA, 


RC_AA004887_at 


zh90g01 ,s1 Soares fetal liver spleen 1NFLS S1 Homo 
sapiens cDNA clone 428592 3', 
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KO_AAl OOi oo_at 


zoz4guz,s i otratagene colon (#?yo/zU4) nomo sapiens 

r>nNA rlrtna *W7fc^ft ^' 
uljinm uionc? OOI ooo o , 


Dp AAi QT*3i 1 o of 
r\0_MM lo / O I I _S_aL 


^qoueuy,s i otratagene neuroeprcneiiurn [jf&oi £.o\ ) nomo 

caniAnc rHMA olAno fiA^Hfizl *V oimilar to ntvlVyiO^^Q 0 . IK1 
adfJIdlo OL-MNM UIUIIC 0*frOUO*r O bllFllldl IU gD.ivlZM-ZOo llN- 

TERCFH LJ1 AR AHHFSION MOI FPl 11 F-1 PRFPIIR^PiR 
(HUMAN);, 


RP at 


\/l l77hOR ci M/^mn conionc /*nKIA r*lr\no" *P*^Q7Q*> °J 

yui / uuo,a i nuiiiu bdpmns clmnm uioiic zoy/yo o , 


RC N64436 at 


za33a09,s1 Homo sapiens cDNA clone 294328 3\ 


RP Nlfv7^8^ at 


yzs*£.\j\j£.^ \ nomo sapiens cljinm cione zoooyo o , 


RP R^ftfi7ft at 


yuo»uuQ,5 i nomo sapiens cuinm cione zohho o , 


RC R56066 s at 


yg91d08,s1 Homo sapiens cDNA clone 40992 3\ 


RP D^QOOO of 


ymoanu,si nomo sapiens cuna clone o/ooy o T 


r\u i z^uyy_at 


seq^o/ nomo sapiens cuna clone uot2o0rt-D4nDoMA- 
o ^, 


AA150364_at 


zl07b03,r1 Soares pregnant uterus NbHPU Homo sapiens 
cuinm cione ^y i oy / o , 


MM 1 / *f 1 oo at 


DTI-JOP7 LITPni «i u AmA «pm a rr»/0' 

r I r\£\j( ri 1 UUL 1 MOIDO sapiens CUNA 5/3, 


AA452353_i_at 


zx15d05 f r1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 786537 5\ 


mduuzoio at 


numan mRNAfor K1AAQ318 gene, partial cds, 


H86858 at 


ys72d05 t r1 Homo sapiens cDNA clone 220329 5\ 


Myoi iy_s_at 


Human zinc-finger DNA-binding motifs (1A-1) mRNA, com- 
plete cds 


K / ZUo ( at 


yj8oc09,ri Homo sapiens cDNA clone 155632 5 , 


RC_AA004274_at 


Zh97f02,s1 Soares fetal liver spleen 1NFLS S1 Homo sa- 
piens cDNA clone 429243 3' similar to contains element 
MtiHZz repetitive element ; t 


RC_AA004415_at 


Zh89b04,s1 Soares fetal liver spleen 1NFLS S1 Homo 
sapiens cdna clone 428431 3 , 


RG_AA007160_at 


13cDNA30A-3,seq Soares infant brain 1MB Homo sapiens 
CUNA Clone nY18-o 3 , 


RC_AA053660_at 


Zl74e07,s1 Stratagene colon (#937204) Homo sapiens 
cDNA clone 510372 3' similar to contains Alu repetitive 
element;, 


MM^OZDUo^at 


zsl4al1,sl NCI CGAP GCB1 Homo sapiens cDNA clone 
IMAGE:685148 3', 


DP AAA^'tOAA <a+ 

r\u_AA^ 1 1 y*w__at 


zuUonoi f sl Soares testis NHT Homo sapiens cDNA clone 
730801 3\ 


RC_AA412700_at 


zu12g03,s1 Soares testis NHT Homo sapiens cDNA clone 
( olboo o , 


RC_AA430032_at 


zw65f05,s1 Soares testis NHT Homo sapiens cDNA clone 

( o.lUo9 3 , 


RC_AA430368_at 


zw20f06,s1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 7fiQR*5Q *V 


RC_AA434113_at 


zw24b1 1 ,s1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 770205 3' similar to contains element TAR1 
repetitive element 


RC_AA441791_at | 


zw62c02.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 774626 3'. 


RC_AA449419_at 


zx05b03,s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 785549 3 1 . 
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RC_AA449914_at ; 

( 


»<37g02,s1 Soares total fetus Nb2HF8 9w Homo sapiens 
-»L/1NA cione / oooyu o , 


RC D59847 at 


Human fetal brain cDNA 3'-end GEN-070G07, 


T9581 3_f_at ; 


M=iyf K-M A r1 U/^mrt canionc nHMA Hnnp* 19071*^ fS 1 similar to 

/©4oTiU,ri nomo sapiens ul/imm wune x^x/i 10 oh much iu 
3b:V00493 rnal HEMOGLOBIN ALPHA CHAIN (HU- 
MAN);, 


W80846_at 

< 


zd83f05,r1 Soares fetal heart NbHH19W Homo sapiens 

SUlMM Clone OH i ZOO 3 Siniildl lU Ovv.o i D^__/\c-iNi_r\ 

P47193 SYNAPTOBREVIN 2 


RC_AA031360_s_at 


Zk16f07,s1 Soares pregnant uterus NbHPU Homo sapiens 
ciJiNiA cione 4/u/^o o , 


RC_AA063624_at 

- 


ze87h05,s1 Soares fetal heart NbHH19W Homo sapiens 
cuiMA clone ooouuy o similar 10 i rx.vjouuo/ ^ oouuo/ ^ 
CELL GROWTH REGULATING NUCLEOLAR PROTEIN, 


RC_AA076238_at 


zm19e04,s1 Stratagene pancreas (#937208) Homo sapi- 
anc <-nMA rinno i() V similar to contains Alu reDetiti- 

ve element;, 


RC_AAU7 booU_at 


-rmCM oHO o1 Qlrafononn n\/arian ranrpr (#Q37219^ Homo 

sapiens cDNA clone 545258 3', 


RU_AA1 ul yoo_at 


cDNA clone 489794 3", 


RC_AA1 51 24o_at 


Zl4UTi^,s I ooares preynani memo iMunru numu oapidio 
cl/in/a cione ou^r^fo i o y 


AAdftilOKO f *a+ 

RC__AA 1 D4zoZ_T_ai 


-rrtAGXCiR d QtrafanianA hMT npuron f#Q37233^ Homo saoi- 
<»nQ rDMA rlnne* 632771 3' 


dp AAiftTnnp of 
KL/_AA i O I UUO_at 


^nPRhfiR c1 ^tratan^np ovarian cancpr (#93721 9^ Homo 
<*anie*ns rDNIA clone 593751 3 1 


RC_AA206225_at 


zq56g08,s1 Stratagene neuroepithelium (#937231) Homo 
Qani^ns rDNA clone 645662 3* 


RC D62834 at 


Human aorta cDNA 3'-end GEN-330D04, 


r\v»/ uouyo i ax 


Human fetal brain cDNA 3'-end GEN-121E12. 


RC H16772 at. 


Vm34g02,s1 Homo sapiens cDNA clone 50227 3', 


RC N62522 at 


Vz74f08,s1 Homo sapiens cDNA clone 288807 3', 


RC N68222 at 


vz56e12,s1 Homo sapiens cDNA clone 287086 3\ 


RC_T1 03 1 6_S_at 


seoiU14 nomo sapiens cuinm oiurie u t t-nDoivir\ , "V/w i o 
HAP-R266 3\ 


RC_W37382_at 


zci2c07,s1 Soares parathyroid tumor NbHPA Homo sapi- 
ens cDNA clone 322092 3\ 


RC_W60582_at 


zd25e10,s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 341706 3' similar to gb:M38188 OVARIAN 
GRANULOSA CELL 13,0 KD PROTEIN HGR74 (HU- 
MAN);, 


RC_W84768_at 


zh53d03,s1 Soares fetal liver spleen 1NFLS S1 Homo 
sapiens cDNA clone 415781 3' similar to contains L1 ,b1 L1 
repetitive element ;, 



wherein the notation refers to Accession No. in the database UniGene (Build 
18). 
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1 9. The method according to any of the preceding claims, wherein the expression 
level of at least one gene from the first gene group is determined. 

20. The method according to any of the preceding claims, wherein the expression 
5 level of at least two genes from the first gene group are determined. 

21. The method according to any of the preceding claims, wherein the expression 
level of at least three genes from the first gene group are determined. . 

10 22. The method according to any of the preceding claims, wherein the expression 
level of at least four genes from the first gene group are determined. 

23. The method according to any of the preceding claims, wherein the expression 
level of at least five genes from the first gene group are determined. 

15 

24. The method according to any of the preceding claims, wherein the expression 
level of more than six genes from the first gene group are determined. 

25. The method according to any of the preceding claims, wherein the expression 
20 level of at least one gene from the second gene group is determined. 

26. The method according to any of the preceding claims, wherein the expression 
level of at least two-genes from the second gene group are determined. 

25 27. The method according to any of the preceding claims, wherein the expression 
. level of at least three genes from the second gene group, are. determined. • 

28. The method according to any of the preceding claims, wherein the expression 
level of at least four genes from the second gene group are determined. 

30 

29. The method according to any of the preceding claims, wherein the expression 
level of at least five genes from the second gene group are determined. 

30. The method according to any of the preceding claims, wherein the expression 
35 level of more than six genes from the second gene group are determined. 
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31. The method according to any of the preceding claims, wherein the difference in 
5 expression level of a gene from one group to the expression level of a gene from 

another group is at least two-fold. 

32. The method according to any of the preceding claims, wherein the difference in 
. expression level of a gene from one group to the expression level of a gene from 

1 0 another group is at least three-fold. 

33. The method according to any of the preceding claims, wherein the expression 
level is determined by determining the mRNA of the cells. 

1 5 34. The method according to any of the claims 1-32, wherein the expression level is 
determined by determining expression products, such as peptides, in the cells. 

35. The method according to claim 34, wherein the expression level is determined 
by determining expression products, such as peptides, in the body fluids, such 

20 as blood, serum, plasma, faeces, mucus, sputum, cerebrospinal fluid, and/or 

urine. 

36. A method of determining the stage of a biological condition in animal tissue, 
comprising collecting a sample comprising cells from the tissue, 

25 

assaying the expression of at least, a first stage gene from a first stage gene 
group and/or at least a second stage gene from a second stage gene group, 
wherein at least one of said, genes is expressed in said first stage of the condi- 
tion in a higher amount than in said second stage, and the other gene is a ex- 
30 pressed in said first stage of the condition in a lower amount than in said second 

stage of the condition, 

correlating the expression level of the assessed genes to a standard level of ex- 
pression determining the stage of the condition. 

35 
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37. The method according to claim 36, wherein the tissue is selected from the 
epithelial tissue in bladder. 

38. The method according to any of the preceding claims 36-37, wherein the differ- 
5 ence in expression levels between a gene from one group to a gene from an- 
other group is at least one-fold. 

39. The method according to any of the preceding claims 36-38, wherein the differ- 
ence, in expression levels between a gene from one group to a gene from an- 

1 0 other group is at least two-fold. 

40. The method according to claim 36, wherein the stage is selected from bladder 
cancer stages Ta, T1 , T2, T3 and T4. 

15 41. The method according to claim 40, comprising assaying at least the expression 
of a Ta stage gene from a Ta stage gene group, at least one T1 stage gene from 
a T1 stage gene group, at least a T2 stage gene from a T2 stage gene group, at 
least a T3 stage gene from a T3 stage gene group, at least a T4 stage gene 
group from a T4 stage genegroup, wherein at least one gene from each gene 

20 group is expressed in a significantly different amount in that stage than in one of 

the other stages. 



. 42. The method according to claim 41, wherein at least one gene from each gene • 
group is expressed in a significantly higher amount in that stage than in one of 
25 the other stages. 



43. The method according to claim 42, wherein a Ta stage gene is selected indi- 
vidually from any gene comprising a sequence as identified below 



AA402119_at 


zu55d04,r1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 741895 5" similar to TR:G397579 G397579 
LL5 MRNA, ;, 


RC_AA102581_at 


zn42d02,s1 Stratagene endothelial cell 937223 Homo 
sapiens cDNA clone 550083 3', 


RC_H 14089 at 


ym62c07,s1 Homo sapiens cDNA clone 163500 3', 


RC_R46079 f at 


yg49c02,s1 Homo sapiens cDNA clone 36133 3', 


RC_R67918 at 


yi25g01,s1 Homo sapiens cDNA clone 140304 3', 


RC_W15360 at 


zc17d10,s1 Soares parathyroid tumor NbHPA Homo sa- 
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»r\M a r^lrM-ici Q00^7Q *V cimilar tn PIR'S39983 

Diens cDNA clone o^zo/y o simiiai w nr\.owow^ 
boV?«7O0 epso proiein rnuuot? 


AA082171_at : 


•?nA1r*CY7 r1 Q*rat»n<»no pndotheliai Cell 937223 HOITIO 

sapiens cDNA clone 550140 5\ 


AA425593_at 


^iA#>ipf no ri cinarPQ total fptus Nb2HF8 9w Homo sapiens 
cDNA clone 773307 5', 

lj nonianc nortial rHNA cpn l lf^nnft 


F15201 at 
H15219 at 


"i j sapiens pqiuqi ol/in^ oc^ugi iv^^, 

Vm30f02,r1 Homo sapiens cDNA clone 49693 5\ 


R60368 at 


nUn>lkAO r-A 1. 1 r\ m r\ conionc pRMA fMnPIR 42052 5' 

YnU4DU^ 1 n riomo sapieno ol-mn/-\ uunc ^£.\ju£. ^ , 


R86859 at 


ymooa02,n nomo sapiens cuinm oiuuc iuo/ t \j *j , 


RC_AA045342_at 


_ i -ir <^v*- r\ <i Cnorop nfa/inonf i if on ic NhHPlI Homo S3DI- 

zK59g01,s I ooares pregnant uiciuo l^wn^u i mnu oa^i 
ens cDNA clone 4871 52 3', 


RC_AA171985_at 


zo98g05,s1 Stratagene ovarian cancer (#937219) Homo 
sapiens cDNA clone 594968 3', 


T63174_s_at 


o a ~r\o »a U/\mn oniane ^HMA fin no 7Q718 5 1 similar 

ycQ4e0o,ri nomo sapiens cl-hn/a oiune r»i 10 ^ ° mi " 01 
:o contains Aiu repeiiuve element,, 


U90268 at 


Human Kritl mKi\iA, complete cus, 


X14787 at 


Unm^n mDMA fr^r thrornhnQnnnrlin 


RC_AA196991_s_at 


zq10a 10, si otratagene muscie yo/ z.u» numu fct^icno 
cDNA Clone ozy^ f4o similar 10 i r\.o i u*t^u t *t 
G1 049074 VASOPRESSIN-ACTiVATED CALCIUM- 
MOBILIZING PROTEIN, ;, 


RC F02470_at 


H, sapiens partial cDNA sequence; clone c-10c01, 


RC F08899 at 


H sapiens partial cDNA sequence; clone c-2uc10, 


RC H15259_at 


vm30c10,si Homo sapiens cDNA clone 49795 3\ 


RC H52133_at 


vo44d04,s1 Homo sapiens cDNA clone 180775 3', 


RC R17059_at 


Vf45a10,s2 Homo sapiens cDNA clone 129786 3\ 


RC R45292 at 


yq46b01,s1 Homo sapiens cDNA clone 35626 3\ 



wherein the notation refers to Accession No. in the database UniGene (Build 
18). 

44. The method according to claim 42, wherein a T1 stage gene is selected indi- 
vidually from any gene comprising a sequence as identified below 



C01360_at 


HUMGS0008341, Human Gene Signature, 3'-directed 
cDNA sequence, 


D80002 at 


Human mRNA for KIAA0180 aene, partial cds 


RC_AA149586_at 


zl39e03,s1 Soares pregnant uterus NbHPU Homo sapi- 
ens cDNA clone 504316 3', 


RC H68772 at 


vr83f01,s1 Homo sapiens cDNA clone 211897 3', 


RC N30806_at 


yw65f02,s1 Homo sapiens cDNA clone 257115 3\ 


RC N63143 at 


vz37c12,s1 Homo sapiens cDNA clone 285238 3', 


RC_R33146_at 


yh81f02,s1 Homo sapiens cDNA clone 136155 3" similar . 
to contains Alu repetitive element;, 


RC R46206 at 


yj53d08,s1 Homo sapiens cDNA clone 152463 3', 


RC R49731 s at 


yq71e10,s1 Homo sapiens cDNA clone 38554 3', 


AA043223 at 


zk55g12 r1 Soares pregnant uterus NbHPU Homo sapi- 
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ens cDNA clone 486790 5', 


ARnHQ^ft at 
nDUUZO^D al 


Ull im^n m 1 * MA ff\ f l/l A AHO/Q MAMA /NArvf^lnl'A a/Ja 

numan mKiNA Tor r\i/v\uo4c3 gene, complete cos, 


D81608 at 


Human fetal brain cDNA 5-end GEN-177B09, 


MooO/U s at 


Human carbonic ahhydrase IV mRNA, complete cds 


N28843 at 


yx59d10 f rl Homo sapiens cDNA clone 266035 5\ 


KC_AA1 49044_at 


zl45d09,s1 Soares pregnant uterus NbHPU Homo sapi- 
ens cDNA clone 504881 3*, 


KC_AA2581 30_at 


zs35f03,s1 NCI CGAP GCB1 Homo sapiens cDNA clo- 
ne IMAGE.6871 97 3', 


RG_AA2o1 743_r_at 


zt06h05,s1 NCI CGAP GCB1 Homo sapiens cDNA clo- 
ne IMAGE:712377 3', 


KG_AA40o33o - _at 


zv10f06,s1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 753251 3', 


KG_AA424524_at 


zv90g02,s1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 767090 3\ 


DO A A>tOCOilA _i. 

KU_AA435o40_at 


zt80b08,s1 Soares testis NHT Homo sapiens cDNA clo- 
ne 728631 3\ 


DO A AA07000 _i. 

KO_AA027o23__at 


zk05c04,s1 Soares pregnant uterus NbHPU Homo sapi- 
ens CDNA clone 469638 3 , 


DO AAHQ/MOQ 

KL>__AAUo41 OO^at 


zn17a03,s1 Stratagene neuroepithelium NT2RAM1 
»o/2o4 Homo sapiens cDNA clone 547660 3 , 


RC_AA135406_at 


zo28e08,s1 Stratagene colon (#937204) Homo sapiens 
cDNA clone 588230 3', 


ku_aai 4oa 2o_at 


Zl27g11,s1 Soares pregnant uterus NbHPU Homo sapi- 


RC H98653 at 


yx12h06,s1 Homo sapiens cDNA clone 261563 3', 


RC_N30077_at 


yw81g11,s1 Homo sapiens cDNA clone 258692 3 1 , 


RC_R40166 at 


yf70a09,s1 Homo sapiens cDNA clone 27448 3\ . 


RC_T90374_at 


yd43e03,s1 Homo sapiens cDNA clone 1 1 1004 3 f similar 
to SP:POL2_MOUSE P11369 RETROVI RUS-RELATED 
POL POLYPROTEIN 


RC_Z38182_at 


H, sapiens partial cDNA sequence; clone c-02a08, 



wherein the notation refers to Accession No. in the database UniG.ene (Build 
18). 



45. The method according to claim 42, wherein a T2 stage gene is selected indi- 
vidually from any gene comprising a sequence as identified below 



wherein the notation refers to Accession . No. in the database UniGene (Build 

18). 



RC_AA054726_at 


zk68e06,s1 Soares pregnant uterus NbHPU Homo sapi- 
ens cDNA clone 488002 3', 


RC_AA206042_at 


zq77f02,s1 Stratagene hNT neuron (#937233) Homo 
sapiens cDNA clone 647643 3' similar to contains ele- 
ment MSR1 repetitive element ;, 


RC_R98735 at 


yr31g12,s1 Homo sapiens cDNA clone 206950 3', 
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AA1l5572_s_at 7 
i 
( 


d05d11,r1 Soares pregnant uterus NbnPU Homo sapi- 
3ns cDNA clone 491445 5* similar to TR:G895845 
3895845 PUTATIVE P64 CLCP PROTEIN, „ 


AA430979_at 


3 MY0789 KG1a Lambda Zap Express cUNA Library 
Homo sapiens cDNA 5\ 


AA489287_at 


ab36e04,r1 Stratagene HeLa cell s3 937216 Homo sapi- 
ens cDNA clone 84291 0 5\ 


D82226 s at s 


similar to TAT-binding protein-2, 


H49499_s_at 


/q20g10,r1 Soares fetal liver spleen 1 NFLS Homo sapi- 
ens cDNA clone 274386 5 , 


M11844 at 


Human prealbumin gene, complete cds, 


RC_AA026388_at 


ze92c03,s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 366436 3\ 


RC_AA044601_at 


zk55d05,s1 Soares pregnant uterus NbHPU Homo sapi- 
ens cDNA clone 486729 3\ 


RC_AA182030_at 


zp57a03,s1 Stratagene endothelial cell 937223 Homo 
sapiens cDNA clone 624268 3\ 


RC_AA233451_at 


zr30b02,s1 Stratagene NT2 neuronal precursor 937230 
Homo sapiens cDNA clone 664875 3\ 


RC_AA236493_at 


zr75c10,s1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 669234 3\ 


RC_AA401098_f_at 


zu50g01,s1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 741456 3' similar to contains Alu repetitive 
element; contains element THR repetitive element ;, 


RC_AA441818_at 


zw62f01 ,s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 774649 3\ 


RC_AA478109_at 


zt89d04,s1 Soares testis NHT Homo sapiens cDNA clo- 
ne 72951 1 3\ 


RC_AA481430_at 


zv06g11,s1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 752900 3\ 


RC_AA488878_at 


aa55f02,s1 NCI CGAP GCB1 Homo sapiens cDNA clo- 
ne IMAGE:824859 3', 


RC_AA599032_at 


ae41h03,s1 Gessler Wilms tumor Homo sapiens cDNA 
clone 898421 3\ 


S73288_at 


small proline-rich protein SPRK [human, odontogenic 
keratocysts, mRNA Partial, 317 nt], 


U87459_at 


Human autoimmunogenic cancer/testis antigen NY-ESO- 
1 mRNA, complete cds 


U88047_at 


Human DNA binding protein homolog (DRX) mRNA, par- 
tial cds 


RC_AA063574_at 


ze25f03,s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 360029 3 similar to gb.X52104 P68 PRO- 
TEIN (HUMAN);, 




vcOOrOA s1 Strataaene colon (#937204^ Homo sapiens 
cDNA clone 587430 3 1 similar to contains Alu repetitive 
element;, 


RC F09317 at 


H, sapiens partial cDNA sequence; clone c-2zh1 1 , 


RC H12863 _at 


yj14b12,s1 Homo sapiens cDNA clone 148703 3', 


RC N33927_s_at 


vv25e09,s1 Homo sapiens cDNA clone 243784 3\ 


RC R08189 at 


yf18f03,s1 Homo sapiens cDNA clone 127229 3\ 


RC R39191 s at 


yc89c12,s1 Homo sapiens cDNA clone 23345 3\ 
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RC T82323 at 


AS322 Homo sapiens cDNA clone AS322 3', 


RC T90746 at 


yd41f10,s1 Homo sapiens cDNA clone 110827 3', 


RC Z39338 at 


H, sapiens partial cDNA sequence; clone c-17f11, 


sequence as identified below 


AAni147Q sat 


ziuiDiu,ri ooares Teiai iiverspieen iiMrLo oi nomo 
sapiens cDNA clone 429499 5', 


AA^1/77Q ot 


to I loooui ooion carcinoma (HCu) cell line ll Homo 
sapiens cDNA 5' end, 


KO_/\AUo4D4U - _at 


zn^uauo.si btratagene neuroepithelium NT2RAMI 
937234 Homo sapiens cDNA clone 547977 3', 




zKoyan.si ooares pregnant uterus ndhpu Homo sapi- 
ens cDNA clone 490005 3' similar to gb:X79535 TUBU- 

1 IM RPTA-9 rWAIM /Ml IMAMV 


RC_AA131047_s_at 


zo16f05,sl Stratagene colon (#937204) Homo sapiens 
cDNA clone 587073 3\ 


RC_AA461549_at 


zx62b09,s1 Soares total fetus IMb2HF8 9w Homo sapiens 
cuina cione # youzo o , 




aDU4auo,s i btratagene tetal retina 937202 Homo sapi- 
ens cuiNA cione ooy/yz o t 


Dp AAadQfiQ^fi at 


aeozauw.sn oessier Wilms tumor Homo sapiens cDNA 

wiorio oy / ouy o , 


RC AA59868Q at 


dcH-cJc-uo.w i oiicdLdywiiw lung carcinoma y*j/z 10 riorno 

OCJ fJICI IO V/L/INrV wlwJ 1 w www | WW w , 


W26392_at 


30g3 Human retina cDNA randomly primed sublibrary 
Homo saoiens cDNA 


RC_AA004887_at 


Zh90g01,s1 Soares fetal liver spleen 1NFLS S1 Homo 

sanien®. cDNA rlnnp 498*5Q9 *V 

wapid IO wl— /I N/ \ UIUI IC "T.CwwWa£i v»» , 


RC AA135153 at 


"yCiOAndO el QtratflrtPne. rnlnn f4tQ1~71C\A.\ Mr\mr\ conianc 
£.U^tyu^,o 1 Oil cUay CI It5 wUIUfl yfr&O ( £A3*r) fiUlTlCJ oapicllo 

cDNA clone 587858 3\ 


RC_AA19731 1_s_at 


za50e09 s1 Strataaene neuroeDithelium (MQ^V?^^ Hn- 
mo sapiens cDNA clone 645064 3 f similar to gb:M24283 
INTERCELLULAR ADHESION MOLECULE-1 PRE- 
CURSOR (HUMAN);, 


RC_H80622 at 


yu77b06,s1 Homo sapiens cDNA clone 239795 3 f , 


RC_N64436 at I 


za33a09,s1 Homo sapiens cDNA clone 294328 3', 


RC N67583 at 


yz42c02,s1 Homo sapiens cDNA clone 285698 3", 


RC_R38678 at 


yc89d05,s1 Homo sapiens cDNA clone 23443 3\ 


RC_R56066 s at 


yg91d08,s1 Homo sapiens cDNA clone 40992 3', 


RC_R59292 at 


yh16a10,s1 Homo sapiens cDNA clone 37689 3\ 


RC_T24099_at 


seq2287 Homo sapiens cDNA clone Cot250Ft- 
b4HB3MA-8 3\ 


AA150364_at 


zl07b03,r1 Soares pregnant uterus NbHPU Homo sapi- 
ens cDNA clone 491 597 5\ 


AA174185 at 


PTH207 HTCDL1 Homo sapiens cDNA 573', 


AA452353_i_at 


zx15d05,r1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 786537 5\ 
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AB002316 at 



H86858 at 



M93119_s_at 



R72037 at 



Human mRNA for KIAA0318 gene, partial cds, 



ys72d05,r1 Homo sapiens cDNA clone 220329 5', 



Human zinc-finger DNA-binding motifs (IA-1) mRNA, 
complete cds 



Vj86c09,r1 Homo sapiens cDNA clone 155632 5', 



RC AA004274_at 



zh97f02,s1 Soares fetal liver spleen 1 NFLS S1 Homo 
sapiens cDNA clone 429243 3" similar to contains ele- 
ment MER22 repetitive element ;, 



RC_AA004415_at 



zh89b04,s1 Soares fetal liver spleen 1 NFLS S1 Homo 
sapiens cDNA clone 428431 3', 



RC_AA007160_at 



13cDNA30A-3,seq Soares infant brain 1NIB Homo sapi- 
ens cDNA clone HY18-3 3', 



RC_AA053660_at 



zl74e07,s1 Stratagene colon (#937204) Homo sapiens 
cDNA clone 510372 3' similar to contains Alu repetitive 
element;, 



RC_AA252603_at 



zs14a11,s1 NCI_CGAP_GCB1 Homo sapiens cDNA 
clone IMAGE:685148 3', 



RC_AA411944_at 



zu03h01,s1 Soares testis NHT Homo sapiens cDNA clo- 
ne .730801 3', 



RC_AA412700_at 



zu12g03,s1 Soares testis NHT Homo sapiens cDNA clo- 
ne 731668 3', 



RC_AA430032_at 



zw65f05,s1 Soares testis NHT Homo sapiens cDNA clo- 
ne 781089 3', 



RC_AA430368_at 



zw20f06,s1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 769859 3', 



RC_AA434113_at 



zw24b11,s1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 770205 3' similar to contains element TAR1 
repetitive element ;, 



RC AA441791_at 



zw62c02,s1 Soares total fetus Nb2HF8 9w Homo sapi- 
ens cDNA clone 774626 3', 



RC_AA449419_at 



zx05b03,s1 Soares total fetus Nb2HF8 9w Homo sapiens | 
cDNA clone 785549 3', 



RC AA449914_at 



zx37g02,s1 Soares total fetus Nb2HF8 9w Homo sapiens | 
cDNA clone 788690 3', 



RC D59847 at 



Human fetal brain cDNA 3'-end GEN-070G07, 



T95813_f_at 



ye45f10,r1 Homo sapiens cDNA clone 120715 5' similar 
to gb:V00493_rna1 HEMOGLOBIN ALPHA CHAIN (HU- 
MAN);, 



W80846_at 



zd83f05,r1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 347265 5' similar to SW:SYB2_XENLA 
P47193 SYNAPTOBREVIN 2 ;, 



RC_AA031360_s_at 



zk16f07,s1 Soares pregnant uterus NbHPU Homo sapi- 
ens cDNA clone 470725 3', 



RC AA063624_at 



ze87h05 s1 Soares fetal heart NbHH1 9W Homo sapiens 
cDNA clone 366009 3' similar to TR.G300372 G300372 
CELL GROWTH REGULATING NUCLEOLAR PROTE 
IN, 



RC_AA076238_at 



zm19e04,s1 Stratagene pancreas (#937208) Homo sapi- 
ens cDNA clone 5261 10 3' similar to contains Alu repeti- 
tive element;, 



RC_AA076350_at 



zm91a02,s1 Stratagene ovarian cancer (#937219) Homo 
sapiens cDNA clone 545258 3', • 



WO 02/02804 



202 



PCT/DKO 1/00463 



dp AA1 019,83 at 


7k87e0? s1 Soarp^ nrennant utpni^ NhHPU Homo saoi- 
ens cDNA clone 489794 3', 


RC AA151245 at 


7l40f19 ^1 RnprpQ nrpnnant iitpruQ NhHPU Hnmn ^ani- 
en^ nDNA elonp ^04431 3 1 


RC AA1 64252 f at 


za46f06 s1 Stratanene hNT neuron f#q37233^ Homo 
saoiens cDNA clone 632771 3 1 


RC AA1 67006 at 


zo86b08 s1 Strataaene ovarian cancer (#93721 9^ Homo 
saoiens cDNA clone 593751 3 1 


RC_AA206225_at 


zq56g08,s1 Stratagene neuroepithelium (#937231) Ho- 
mo sapiens cDNA clone 645662 3\ 


RC D62834 at 


Human aorta cDNA 3'-end GEN-330D04, 


RC D80981 at 


Human fetal brain cDNA 3'-end GEN-121E12 


RC H 16772 at 


ym34g02,s1 Homo sapiens cDNA clone 50227 3\ 


RC N62522 at 


yz74f08,s1 Homo sapiens cDNA clone 288807 3\ 


RC N68222 at 


yz56e12,.s1 Homo sapiens cDNA clone 287086 3', 




ocij iu 14 nomo sapiens cljinm cione u*+n doivi/*\-ov_j i o~ 
HAP-Ft266 3\ 


RC_W37382_at 


zc12c07,s1 Scares parathyroid tumor NbHPA Homo sa- 

nipn^ rHMA Hnnp 3990Q9 *V 


RC_W60582_at 


zd25e10,$1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 341706 3' similar to gb:M38188 OVARIAN 
GRANULOSA CELL 13,0 KD PROTEIN HGR74 (HU- 
MAN);, 


RC_W84768_at 


zh53d03,s1 Soares fetal liver spleen 1NFLS S1 Homo 
sapiens cDNA clone 415781 3 1 similar to contains L1 ,b1 
L1 repetitive element 



46. The method according to claim 41, wherein at least one gene from each gene 
group is expressed in a significantly lower amount in that stage than in one of 
the other stages. 

5 

47. The method according to claim 46, wherein a Ta stage gene is selected indi- 
. . vidually from any gene comprising a sequence as identified below 



RC_AA621122_at 


af34f04.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 1033567 3\ 


RC_AA129216_at 


zn84b03.s1 Stratagene lung carcinoma 937218 Homo 
sapiens cDNA clone 564845 3'. 


RC_AA133214_s_at 


zk97h05.s1 Soares pregnant uterus NbHPU Homo sapi- 
ens cDNA clone 490809 3\ 


RC H99675 at 


yx35c02.s1 Homo sapiens cDNA clone 263714 3'. 


RC_R87160 at 


yq31h10.s1 Homo sapiens cDNA clone 197443 3*. 



10 wherein the notation refers to Accession No. in the database UniGene (Build 

18). 



WO 02/02804 



PCT/DK01/00463 



203 

48. The method according to claim 46, wherein a T1 stage gene is selected indi- 
, vidually from any gene comprising a sequence as identified below 



RC_AA4299Q4_at 



zw66d03.s1 Soares testis NHT Homo sapiens cDNA clone 
781 1 57 3'. 



wherein the notation refers to Accession No. in the database UniGene (Build 



18). 



49. The method according to claim 46, wherein a T2 stage gene is selected indi- 
vidually from any gene comprising a sequence as identified below 



RC_AA460273_at 


zx67f05.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 796545 3'. 


RC_AA490930_at 


aa46e04.s1 NCI_CGAP_GCB1 Homo sapiens cDNA 
clone IMAGE:823998 3'. 


RC_AA418072_at 


zv97g08.s1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 767774 3'. 


RC H61476 s at 


yr17e08.s1 Homo sapiens cDNA clone 205574 3". 


RC H 16209 at I 


yl28d11.s1 Homo sapiens cDNA clone 159573 3'. 


RC_N93816_at 


zb63f11.s1 Soares fetal lung NbHL19W Homo sapiens 
cDNA clone 308301 3'. 


RC H17550 at 


ym41h05.s1 Homo sapiens cDNA clone 50842 3'. 


RC N36835 at 


yy35f02.s1 Homo sapiens cDNA clone 273243 3'. 


RC T35289 at 


EST82492 Homo sapiens cDNA 3' end similar to None. 


RC_AA447977_s_at 


zw82e09.s1 Soares testis NHT Homo sapiens cDNA clo- 
ne 782728 3'. 


RC_AA160879_at 


zo62h06.s1 Stratagene pancreas (#937208) Homo sapi- 
ens cDNA clone 591515 3'. 


RC_W45051_at 


zc21g08.s1 Soares senescent fibroblasts NbHSF Homo 
sapiens cDNA clone 323006 3'. 


RC_AA040699_at 


zk48g04.s1 Soares pregnant uterus NbHPU Homo sapi- 
ens cDNA clone 4861 02 3". 


RC R63734 at 


yi15g05.s1 Homo sapiens cDNA clone 139352 3'. 


RC T61475 at 


yc06h08.s1 Homo sapiens cDNA clone 79935 3'. 


H23847 at 


yn71d04.r1 Homo sapiens cDNA clone 173863 5'. 


RC_AA482014_at 


zu98d05.s1 NCI CGAP GCB1 Homo sapiens cDNA 
clone IMAGE:746025 3' similar to TRG414993 G414993 
CENTRIN. ;. 


RC_AA143323_s_at 


zo37d04.s1 Stratagene endothelial cell 937223 Homo 
sapiens cDNA clone 589063 3' similar to 
gb:M60483 rnal PROTEIN PHOSPHATASE PP2A- 
ALPHA, CATALYTIC SUBUNIT (HUMAN);. 


R55902 at 


yq92d05.r1 Homo sapiens cDNA clone 41017 5'. 


RC_AA035638_at 


Zk28a05.s1 Soares pregnant uterus NbHPU Homo sapi- 
ens cDNA clone 471824 3'. 


AA263146 at 


PMY0511 KG1 a Lambda Zap Express cDNA Library 
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nomo Sapiens uuimm o . 


PP \AM QOOO of 
l\\~r V V 1 ax 


ZDoynuo.s I ooares senescent iiur ouidsib iNDnor nomo 
sapiens cDNA clone 31 0809 3 1 similar to contains Alu 
repetitive eierneni, contains eieiiiei u u i lepetiuve element 
»* 


DP AA9R997A at 


ZSZOTU/.SI l\iv^l__v>0/-\r VJ?V-»D 1 nOIIlO bdpienS CUINM Clo- 
ne* IMAC5F'fi8fi94^ 3* 


H61361 s at 


vi i41 h03 r1 Homo Qani^nc rHMA Hnnp 93fi333 


RC R 10657 s at 


vf31p11 «?1 Homo <;ani£*n«5 rDNA clone* 19R4Q9 3' 

yiwlwl 1 • O 1 1 IUI 1 IU OCI^/lwl IO wL/l NrV vlUI IC 1 ^U*t?4 vJ . 


RC_AA227261_at 


zr22h04.s1 Stratagene NT2 neuronal precursor 937230 

Homo QanifanQ pDNIA Hon*» RR4183 *V 

nUII IKJ OCtpiCI IO LfL/l>J/A OlVJI ICf UU*t IOJ o . 


RC_AA477641_at 


zu37b12.s1 Soares ovary tumor NbHOT Homo sapiens 

rDNA rlonp 7401*50, 3* 


RCJT70596_at 


yd15f10.s1 Homo sapiens cDNA clone 108331 3\ 


R31fi41 at 


ynoseu^.i i nunio odpiens cjuim/a cione ioouuz, o. 


RC MR9R^^ at 


\/-rO O #^Ay1 o -i Unmn caniono rHMA pinna O QQf^O Q o» 

y^oocu*f.s i nui iivj sapiens clmnm cione ^loyooo o . 


RC_AA279695_at 


zs92d10.s1 NCI_CGAPJ3CB1 Homo sapiens cDNA 


RC HQ*S071 <5 at 


\A/9Hf09 c*1 Rnaroc festal li\/ar cnlaon i MP! O Ulnmn conL 
yv^Ulw^.o 1 OUdlco ItJldl livei opitJci 1 1 INiLO noiiio odpi- 

ens cDNA clone 243291 3'. 


RC_N54385_at 


yv39f05.s1 Soares fetal liver spleen 1NFLS Homo sapi- 
ens cDNA clone 245121.3'. 


H15314 at 


ym28c02.r1 Homo sapiens cDNA clone 49413 5\ 


RC_AA151435_at 


zl43h11.s1 Soares pregnant uterus NbHPU Homo sapi- 
ens cDNA clone 504741 3\ 


RC F01568 at 


H. sapiens partial cDNA sequence; clone c-06a08. 


or a sequence as identified below 


RC_AA451685_at 


zx44c03.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 789316 3 ! . 


RC_W44745_at 


zb98a11.s1 Soares parathyroid tumor NbHPA Homo sa- 
piens cDNA clone 320828 3\ 


AA482319_f_at 


ab15c03.r1 Stratagene lung (#937210) Homo sapiens 
cDNA clone 840868 5'. 


RC_AA155820_at 


zo47a08.s1 Stratagene endothelial cell 937223 Homo 
sapiens cDNA clone 590006 3'. 


H51340 at 


yo30c06.r1 Homo sapiens cDNA clone 179434 5\ 


RC H09594 at 


yl97b1 1.s1 Homo sapiens cDNA clone 46276. 3\ 


RC_N29764 at 


yw91b09.s1 Homo sapiens cDNA clone 259577 3\ 


R80048 at 


yi91e08.r1 Homo sapiens cDNA clone 146630 5'. 


AC000115_cds1_at 


WUGSC:H_GS188P18.1a gene extracted from Human 
BAC clone GS188P18 


AA203222_at 


zx56e01.r1 Soares fetal liver spleen 1NFLS S1 Homo 
sapiens cDNA clone 446520 5' similar to contains ele- 
ment MER17 repetitive element 


RC_AA100437_at 


zn59e02.s1 Stratagene muscle 937209 Homo sapiens 
cDNA clone 562490 3'. 


RC_T51990_at 


yb29e01.s1 Homo sapiens cDNA clone 72600 3\ 


AA491114 at 


aa46e04.r1 NCI_CGAP GCB1 Homo sapiens cDNA do- 
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ne 1MAGE:823998 5'. 1 



RC _R39869_at yf63b06.s1 Homo sapiens cDNA clone 26725 3'. 



IRC AA394071 at 2 
c 
F 


.t52g01 .s1 Soares ovary tumor NbHOT Homo sapiens 
;DNA clone 726000 3' similar to SW:ADG_MOUSE 
'22892 GAM MA-ADAPTI N ;. 


RC_AA196790_at 5 
r 


:q60b06.s1 Stratagene neuroepithelium (#937231) Ho- 
no sapiens cDNA clone 645971 3'. 


AA465000_s_at 2 
I < 


:x80b07.r1 Soares ovary tumor NbHOT Homo sapiens 
;DNAclone 810037 5'. 


RC R39923 at \ 


/f51d10.s1 Homo sapiens cDNA clone 25662 3'. 


RC R91819 at j 
1 


/p99c05.s1 Homo sapiens cDNA clone 195560 3' similar 
o contains MER1 repetitive element ;. 


AA484982 at < 

1 


aa39b02.r1 NCI CGAP_GCB1 Homo sapiens cDNA clo- 
ne IMAGE:815595 5". 


AAO36900 at : 


sk29e11.r1 Soares pregnant uterus NbHPU Homo sapi- 
ens cDNA clone 471980 5'. 


RC AA449951 at 


zx38a10.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 788730 3'. 


RC 740233 at 


H sapiens partial cDNA sequence; clone c-1wg05. 


RC_AA166810_at 


zo87a05.s1 Stratagene ovarian cancer (#937219) Homo 
sapiens cDNA clone 593840 3'. 


RC H06746_at 


Vl83h08.s1 Homo sapiens cDNA clone 44847 3'. 


AA046674 at 


zf12d12.r1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 376727 5'. 


RC AA450118 at 


zx42e09.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 789160 3'. 


RC AA486410 at 


ab36b12.s1 Stratagene HeLa cell s3 937216 Homo sapi- 
ens cDNA clone 842879 3'. 


RC AA026417 at 


ze92g08.s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 366494 3". 


RC_AA125808_at 


zl29e12.s1 Soares pregnant uterus NbHPU Homo sapi- 
ens cDNA clone 503374 3'. 


RC_AA243721_at 


zr68f11.s1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 668589 3'. 


RC AA452131 at 


zx15d06.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 786539 3'. 


RC N29345 at 


vw85c10.s1 Homo sapiens cDNA clone 259026 3'. 


RC Z39191_at 


H. sapiens partial cDNA sequence; clone o13c12. 


rp AA156187 at 

i r\V/ r^r\ i i \j* c*i 


zo47c04.s1 Stratagene endothelial cell 937223 Homo 
sapiens cDNA clone 590022 3' similar to contains Alu 
repetitive element;. 


RC_AA157340_at 


zo42h04.s1 Stratagene endothelial cell 937223 Homo 
sapiens cDNA clone 589591 3'. 


RC AA343514 at 


EST49299 Gall bladder I Homo sapiens cDNA 3' end. 


RC_AA482224_f_at 


ab15c03.s1 Stratagene lung (#937210) Homo sapiens 
cDNA clone 840868 3'.. 


RC_AA053021_at 


. zl72f02.s1 Stratagene colon (#937204) Homo sapiens 
cDNA clone 510171 3'. 


RC_AA279420_at 


zs85d09.s1 NCI CGAP GCB1 Homo sapiens cDNA 
clone IMAGE J04273 3' similar to TR.G974805 G974805 
T08A11.2;. 
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RC_AA477252_at 


zu29h10.s1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 739459 3'. 


RC N31597 s at 


yy20b11.s1 Homo sapiens cDNA clone 271773 3'. 


Uu I Of O di 


numan nep^/ protein itikina, complete cas. 


RC F04611 at 


H. sapiens partial cDNA sequence; clone c-zse11. 


AA263032_s_at 


PMY0335 KG1a Lambda Zap Express cDNA Library 
nuiTio sapiens cuina o . 


AA447052_at 


zw86b06.r1 Soares total fetus Nb2HF8 9w Homo sapiens 
cuina cione /oooz/ o similar to i K.^oyoyou ooyoyou 
PROTEIN N-TERMINAL ASPARAGINE AMIDOHY- 
hrhi aqp ■ 

Ur\ULnOC. 


RC_AA056247_at 


zf62c02.s1 Soares retina N2b4HR Homo sapiens cDNA 
cione oo iouo o similar 10 contains aiu repetitive ele- 
ment;. I 




^uohduo.o i oirdicigene coion ^tfyof^u^j nomo sapiens 
cDNA clone 588753 3'. 


RC_AA456039_at 


aa03d01.s1 Soares NhHMPu S1 Homo sapiens cDNA i 
clone 812161 3". 


RP A A Aft A AAA of 


zxooDu i .s i ooares total retus iNDZnro yw nomo sapiens 


RC_AA033974_at 


zi05cT0.s1 Soares fetal liver spleen 1NFLSS1 Homo 
sapiens cuina cione 4/yyuo o . 


RC_AA034365_at 


zf02b10.s1 Soares fetal heart NbHH19W Homo sapiens 
cuina clone 375739 3 similar to gb: J05096 rnal SODI- 
UM/POTASSIUM-TRANSPORTING ATPASE ALPHA- 1 

I—I A 1 M /|_J 1 IA/1 A Nh-AAAlAin^ All i A^if it i^s. aU*mam4< 

omaiin (muiviain), contains aiu repetitive element,. 


RC_N22115 s_at 


yw32a09.s1 Homo sapiens cDNA clone 253912 3\ 


RC W04fiQfl at 


zuy^fDuo.s i ooares paratnyroia tumor in dm r A nomo sa- 
piens cDNA clone 320433 3\ 


AA126592_at 


zl17g05.r1 Soares pregnant uterus NbHPU Homo sapi- 
ciio LfL/iN/-\ ciune ouzzoz o . 


AA428172_f_at 


zw32b06.rl Soares ovary tumor NbHOT Homo sapiens 
oL/iN/A cione / / Uv?oo o . 


C01790_at 


HUMGS0003746, Human Gene Signature, 3*-directed 
ol-mna sequence. 


RC_AA017146_at . 


ze41a07.s1 Soares retina N2b4HR Homo sapiens cDNA 

cione oo ioz*f o similar to contains element PTR7 repeti- 
tive ck|ornpkn+ a 

11 VC CICIIICIIl , . 


RC AA236037 at 


^.oujyuo.o i imui v-/o/-\" ood i nomo sapiens cuina 
clone IMAGE:684350 3'. 


RC AA026270 at 


iu / .oi oudico icidi riearc iNDnn iyvv nomo sapiens 
cDNA clone 366949 3'. 


RC AA233837 at 


i luo.t) i oudicb iNnnivir^u o ) nomo sapiens cuina 
clone 66656^ *V 


RC_H60595_s at 


yr41h02.s1 Homo sapiens cDNA clone 207891 3\ 


RC_N66388 at 


yz39f01 .s1 Homo sapiens cDNA clone 285433 3\ 


RC_N91023_at 


zb41a09.s1 Soares parathyroid tumor NbHPA Homo sa- 
piens cDNA clone 306136 3'. 


RC_W80354_at 


zh49a02.s1 Soares fetal liver spleen 1NFLS S1 Homo 
sapiens cDNA clone 41 5370 3\ 


RC_T51995 at 


yb29e09.s1 Homo sapiens cDNA clone 72616 3'. 


RC_AA463637 at 


zx98h04.s1 Soares NhHMPu S1 Homo sapiens cDNA 
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( 


;lone 811831 3'. 


RC_AA16l085_at 2 

1 

< 


Eo62nu9.si otratagene pancreas ajo) nuirnj s>cipi 
sns cDNA clone 591521 3' similar to SW:PPAP__RAT 

SOR :. 


RC_AA489 101 _at < 
( 


i^cAh'i 1 ci MfM Pf^AP f^PR1 Hnmn ^aniens cDNA 
33DOn I I.St UOnr OUD I nuiim oapici 10 ul/i^ 

;lone IMAGE:824997 3'. 


RC_AA255464_at - 
( 


»pQQKno ci Qnoroe MhHMPi i ^1 Hnmn ^anipns cDNA 
7Xooxy\j£ m ,s\ ooare© iNiiniviru o i nuniu oapici io w^'O 

sione ooz/o i o . 


RC_AA609614_at « 


aMRMQ d ^narac +p»QtiQ NHT Hnmn saniens cDNA clone 

1 UO 1 / 0*7 o . 


L32832_s_at 


Homo sapiens zinc finger homeodomain protein (ATBF1- 

f\) mr\iN/\, cumpieic; uut>. 


AA464051_s_at 


zx86d04.r1 Soares ovary tumor NbHOT Homo sapiens 

cuNr\ Clone O 1 UOO 1 o . 


RC Z39652_at 


H. sapiens partial cDNA sequence; clone c-1fg03. 


AB002321_at 


"tuman ITlKi\r\TOr l\lr\r\UO^O y tints, i-icaiucii uua. 


RC D59981_s_at 


Human fetal brain cDNA 3'-end GEN-079C04. 


RC_AA027954_at 


zK0oci2.si ooares pregnant uxerus iNonru nuinu &ayi 
ens cDNA clone 469654 3'. 


RC_AA1 1 5559_at 


z!07b12.sl boares pregnam uierus iNDnru nomo &cijji 
ens cDNA clone 4y ioio o . 


L02547_at 


Homo sapiens (clone pZ50-19) cleavage stimulation 
factor oUKUa suounit, compiexe cas 


RC_AA256996_ at 


zrol m 1 .SI oOares l\nnivir^u o i nuinu sdpiciio ^ ,1irv 
clone 682149 3'. 


RC_AA450373_at 


^v/nc^nc o-i Qnoroe trktal fe+i iq Mh^HFfi Qw Homo saoiens 
cDNA clone 785627 3'. 


KIT *1 Q7C .I 

■<C IM71o/o_at 


\t-r*xAf(X7 c'l Hnmn c»ni^n^ rDNA clone 284965 3 1 


AA431505_at 


zw76e03.r1 Soares testis NHT Homo sapiens cDNA do- 
ne / oz \ 0 . 


1 \~7~7C\ A O .1 

J77942 at 


riuman synxaxin / iiir\i>ir\, oui 1 1 jjicic; ovio. 


RC_AA393876_s_at 


zv64h10.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cuna cione /oo^o/ o. 


W16686_at 


zb08f12.r1 Soares fetal lung NbHL19W Homo sapiens 
cDNA clone oLn4o/ o . 


RC_AA287388_at 


zs50f04.s1 NCI_CGAP_GCB1 Homo sapiens cDNA do- 
ne IMAC3c.700y2/ o. 


RC F02397_s_at 


H sapiens partial cDNA sequence; clone c-0xh1 1 . 


AA247679_at 


hfe0045.seq.r Human reiai nearx, Larriijuca z^-mt cA|jie&» 
Homo sapiens cDNA 5\ 


RC_AA282791 _at 


ZS9lCuu.ST NOI wbnr_OUD 1 nuinu oopieiio OL/iNn oiw 

ne IMAGE.704840 3'. 


AA504744 at 


aa63f03.r1 NCI CGAP_GCB1 Homo sapiens cDNA clo- 
ne IMAGE.825629 5'. 


RC_AA149987_at 


zo03d03.s1 Stratagene colon (#937204) Homo sapiens 
cDNA clone 566597 3'. 


RC_AA262485_at 


zs17h07.s1 NCI CGAP_GCB1 Homo sapiens cDNA 
clone IMAGE.685501 3'. 


AA436536_at 


zv08g07.r1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 753084 5'. 
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RC_AA037828_at 


zf03g09.s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 375904 3'. 




£.oO lyUD.b I INOI wOnr OL»D I nomo odUleilo OUIMrA 

clone IMAGE:686842 3\ 


AA418098_at 


zv94b04.M Soares NhHMPu S1 Homo sapiens cDNA 
clone 767407 5'. 


KL/ INZTOOU at . 


yxp4CU4.si Homo sapiens cDNA clone 2ooo42 o . 


AA459542_s_at 


zx89d08.r1 Soares ovary tumor NbHOT Homo sapiens 
cDIMA clone 810927 5' similar to TR:G608025 G608025 
ANKYRIN G. ;. 


KO_AA4D41 OU__at 


zx83f04.s1 Soares ovary tumor NbHOT Homo sapiens 
cuina clone oiuoo/ o similar to gcxMooioo uvakiain 
GRANULOSA CELL 13.0 KD PROTEIN HGR74 (HU- 
MAN);. 




zoo/gUD.s i oiratagene pancreas (*?yo/ZUoj Homo sapi- 
ens cDNA clone 591994 3' similar to TR:G530823 

f^^OftO^ FPinPRMAI nPfWA/TM CApTflP pcpCDTHD 
OjOUOZO IU£Zr\M/-\l_ OrxUVV 1 n rnu 1 V_/r\ rxtULr 1 V-/r\ 

KINA^F ^1 IR^TRATP • 
f\IINr\Ou_ OUDO 1 rvA I C , . 


pr M^RQ^n at 


yytoeu^.s i nomo sapiens cuina cione z/nU 140. 


H27242_at 


yl63h11.r1 Homo sapiens cDNA clone 162981 5' similar 

in QP'i^PM^ VCAQT nn'JIQn TPAMCPDIDTinMAI AP 
to or.oUIMO YtAo 1 UUoooU 1 KANoUKIrl HJNAL AO- 

TIVATOR ;. 




znooguo.s i ooares Texai nver spleen iiNrLo oi nomo 
sapiens cDNA clone 4281 16 3\ 




nurnan Teiai-iung cuina o -eno sequence. 


RC R40702 at 


yf73f10.s1 Homo sapiens cDNA clone 27969 3\ 


Dp AAAflR^AI of 


zwoacui .si ooares total tetus ND2HF8 9w Homo sapi- 
ens cDNA clone 77241 6 3'. 


RC AA^fMIA^ at 


zs**/cu/\si imui UoAr <j»obi Homo sapiens cuNA clo- 
ne IMAGE:700620 3'. 


RP 1 A A 1 ^ftQ^A of 


zo/odui.si btratagene pancreas (#937208) Homo sapi- 
ens cLJiNA cione oyz / / / o . 


R66920_at 


yi25f09.r1 Homo sapiens cDNA clone 140297 5 1 similar 
iu uuiHciiiib mju repexiiive element,. 


RC_AA034189_at 


Zi06h12.s1 Soares fetal liver spleen 1NFLSS1 Homo 
sapiens cDNA clone 430055 3\ 


AA1 47510 s at 


i^.i i oodies pregnani uterus iMurirU nomo sapi- 
ens cDNA clone 505366 5'. 


RC N48715 at 


yy / onu^.s i nomo sapiens cuina cione z/ y4i i o . 


AA489299 at 


duooyu^.n oirciiagene rieLa ceil so yo/z to nomo sapi- 
ens cDNA clone 842838 5'. 


RC AA242799 at 


z.rooTuo.5 i ooares iNnnivir^u oi nomo sapiens cuna 

plnn*a fififiOCM ^' cimilor in Q\A/*QDOP VCACT D/l 1 QQO 
UIUI lc OOOlo I o oimiiar IO OvV.O"L^O YtAOl r^fluOO 

TRANSCRIPTIONAL REGULATOR SP08, [1] ;. • 


AA091412_s_at 


H2053.seq.F Fetal heart Lambda ZAP ExDress Homo 
sapiens cDNA 5'. 


RC_H70554 at 


yr91a03.s1 Homo sapiens cDNA clone 212620 3'. 


RC_AA256208_at 


zr80a08.s1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 681974 3'. 


RC_R64660 at 


yi22a10.s1 Homo sapiens cDNA clone 139962 3'. 


RC_AA135185_at 


zo27a05.s1 Stratagene colon (#937204) Homo sapiens 
cDNA clone 588080 3'. 



WO 02/02804 



PCT/DKOl/00463 



209 



AA442428_at 


zv70f08 r1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 759015 5' similar to SW:YB72_YEAST 
P38137 HYPOTHETICAL 60.5 KD PROTEIN IN PDB1- 
ABD1 INTERGENIC REGION. :. 


RC_AA293719_at 


zt55h03.s1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 726293 3'. 


RC_AA287131_at 

AB002387 at 
RC N50550 at 


zt20g02 s1 Soares ovary tumor NbHOT Homo sapiens . 
cDNA clone 713714 3' similar to TR.E124071 E124071 
NAD+-ISOCITRATE DEHYDROGENASE :. 
Human mRNAfor KIAA0389 aene, comolete cds. 
vv89f05.s1 Homo sapiens cDNA clone 280737 3'. 



wherein the notation refers to Accession No. in the database UniGene (Build 



18). 



10 



15 



20 



25 



50. A method of determining an expression pattern of a bladder cell sample, com- 
prising: 

collecting sample comprising bladder cells and/or expression products from 
bladder cells, 

determining the expression level of at least one gene in the sample, wherein at 
least one gene belongs to a first group of genes, said gene from the first gene 
group being expressed in a higher amount in normal tissue than in biological 
condition cells, and/or wherein at least one other gene belongs to a second 
group of genes, said gene from the second gene group being expressed in a 
lower amount in normal tissue than in biological condition cells, and the differ- 
ence between the expression level of the first gene group in normal cells and 
biological condition cells being at least two-fold, obtaining an expression pattern 
of the bladder cell sample. 

51. The method according to claim 50, wherein the expression level of at least two 
genes are determined. 

52. The method according to claim 50, wherein the expression level of at least three 
genes are determined. 



53. The method according to claim 50, wherein the expression level of at 
genes are determined. 
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54. The method according to claim 50, wherein the expression level of at least five 
genes are determined. 

5 55. The method according to claim 50, wherein the expression level of more than six 
genes are determined. 

56. The. method of claims 50-55, wherein the genes exclude genes which are ex- 
pressed in the submucosal, muscle, or connective tissue, whereby a pattern of 

10 expression is formed for the sample which is independent of the proportion of 

submucosal, muscle, or connective tissue cells in the sample. 

57. The method of claim 56, comprising determining the expression level of one or 
more genes in the sample comprising predominantly submucosal, muscle, and 

15 connective tissue cells, obtaining a second pattern, subtracting said second 

pattern from the expression pattern of the bladder cell sample, forming a third 
pattern of expression, said third pattern of expression reflecting expression of 
the bladder mucosa or bladder cancer cells independent of the proportion of 
submucosal,, muscle, and connective tissue cells present in the sample. 

20 

58. The method of any of the preceding claims 50-55, wherein the sample is a bi- 
opsy of the tissue. 

59. The method according to any of the preceding claim 50-58, wherein the sample 
25 is a cell suspension. 

60. The method according to any of the preceding claims 50-59, wherein the sample 
comprises substantially only cells from said tissue. 

30 61. The method according to claim 60, wherein the sample comprises substantially 
oniy cells from mucosa. 



35 



62. The method according to any of the claims 50-59, wherein the gene from the 
first gene group is selected individually from 
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A A A O A A 07 0+ "3 

AA1o11Z/_at 

c 

[ 
r 


>niR9n<i ri cjtratanpne colon ^#937204} Homo sapiens ! 
;DNA clone 587024 5' similar to SW:CATX_BOVIN | 

an^fiftQ PATHFP^IN ' 
uoooy Uni ncroiiN ,. 


AA372630_s_at E 

J 


EST84548 Colon adenocarcinoma IV Homo sapiens cDNA 
> eno. 


AA434329_at 7 
< 

i 


:w24g07.r1 Soares ovary tumor NbHOT Homo sapiens | 
sDNA clone 770268 5' similar to contains element TAR1 
epeiiuve eier ntsi it ,. . i 


C01409_s_at I 


HUMGS0008391 , Human Gene Signature, 3-directed j 

^HMA corn iranro ! 


RC_AA256485_at ; 


zr81e12.s1 Soares NhHMPu S1 Homo sapiens cDNA do- I 
le ooz i zd o . j 


RC_AA290679_at ; 


zt1 9f03.s1 Soares ovary tumor NbHOT Homo sapiens j 
r^nMA Hnno 7195Q7 *V Qimilar to TR'E92665 E92665 AP56 

.JL/I \/-\ Clone i 1 0057/ O oil l Hid! ivj i r\. i—&£-\j\j\j L-\j£m\j\jss § \» wi 


RC_AA42ybt>D_at 


•*\Ai7<\r\nA d Qnarcac tootfc MHT Homo saniens cDNA clone 
781639 3\ 


RC_AA4o241 U_at 


■yv^-ifn^ d ^nanae total fetus Nb2HF8 9w Homo sapiens ! 
cDNA clone 788093 3\ 


RC_AA461174_at 


zx70c04.s1 Soares total fetus Nb2HF8 9w Homo sapiens I 
CL/i\-r\ cione / yoouo o . 


RC_AA491463_at 


ab01d12.s1.Stratagene fetal retina 937202 Homo sapiens j 


RC_AA025434_at 


ze84f10.s1 Soares fetal heart NbHH1 9W Homo sapiens j 
cuiNM cione ooo/u/ o . 


RC_AA026030_at 


ze84d01.s1 Soares fetal heart NbHH19W Homo sapiens j 
*pima rinne ^fi^fift^ *V similar to PIR*A48764 A48764 cal- 

CL/|\/-\ ClOne ODOOUJ O ©ill Midi lu r 1 ix.rvTu # \jt f-x—rui w-r vw» , 

pain 


RC_ AA054o2 1 _s_at 


■ylftQ/^ni e1 Qtratartono rnlnn f#Q37?04^ Homo saoiens i 


KLr_ AAuy y oz u_ ai 


-7\cK7rC\*\ «1 Sn»rp^ nreanant uterus NbHPU Homo sapiens! 
cDNA clone 489800 3\ 


RC_AA161043_at 


zo74g1 1 .s1 Stratagene pancreas (#937208) Homo sapi- I 

one rDNA rlonp ^99676 3* 


KC_/\Az i # y__at 


■yrQ7^07 q1 Nfil nnAP GCB1 Homo saoiens cDNA clone I 

IMA(^F-683628 3' 


RC H09281_at 


vl98f 1 1 .s1 Homo sapiens cDNA clone 4631 6 3'. _[ 


■<0 n i oooD_ai 


\/m^mrlin ^1 Homo saoiens cDNA clone 51262 3 1 . 1 


RC_H52937_at 


yq76e12.s1 Homo sapiens cDNA clone 201742 3' similar I 
tn nh- GLYCOPHORIN B PRECURSOR (HU- 
MAN);. 


Dp MftQ^47 at 
r\ O n Do 0*f / ax 


vrfiQp02 s1 Homo saoiens cDNA clone 212474 3'. ! 


pr HQ^n^Q at 

r\o nyouoy ai 


vv20a05 s1 Homo sapiens cDNA clone 243248 3'. I 


RC_N21687_at 


yx63h03.s1 Soares melanocyte 2NbHM Homo sapiens j 
cDNA clone 266453 3\ 


RC_N54841_at 


yv73b09.s1 Soares fetal liver spleen 1NFLS Homo sapiensl 
cDNA clone 248345 3'. 


RC_N59622_at 


yv74b06.s1 Soares fetal liver spleen 1NFLS Homo sapiensl 
cDNA clone 248435 3\ 


RC N66312 at 


yz38a06.s1 Homo sapiens cDNA clone 285298 3'. I 


RC_N90717_at 


za90a1 0.s1 Soares fetal lung NbHL19W Homo sapiens 
cDNA clone 299802 3'. I 
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RC R22189 at 


yh26a02.s1 Homo sapiens cDNA clone 130826 3\ 


RC_R53457 at 


yg83e10.s1 Homo sapiens cDNA clone 39835 3'. 


RC T53389 s at 


ya88f04.s1 Homo sapiens cDNA clone 68767 3V 


RC_W86375_s_at 


zh55a02.s1 Soares fetal liver spleen 1NFLS S1 Homo 
sapiens cDNA clone 41 5946 3'. 


ROZ38289 at 


H. sapiens partial cDNA sequence; clone c-05e04. 



wherein the notation refers to' Accession No. in the database UniGene (Build 
18). 



5 63. The method according to claim 62 wherein the gene from the first gene group is 
selected individually from genes comprising a sequence as identified below 



10 



RC_AA621122_at 


af34f04.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 1033567 3\ 


RC_AA129216_at 


zn84b03.s1 Stratagene lung carcinoma 937218 Homo 
sapiens cDNA clone 564845 3\ 


RC_AA133214_s_at 


zk97h05.s1 Soares pregnant uterus NbHPU Homo sapi- 
ens cDNA clone 490809 3\ 


RC H99675 at 


yx35c02.s1 Homo sapiens cDNA clone 263714 3'. 


RC R87160 at 


yq31h10.s1 Homo sapiens cDNA clone 197443 3'. 



wherein the notation refers to Accession No. in the database UniGene (Build 



18). 



15 



64. The method according to claim 63, wherein the gene from the first gene group is 
selected individually from genes comprising a sequence as identified below 



RC_AA429904_at 



zw66d03.s1 Soares testis NHT Homo sapiens cDNA clone 
781157 3'. 



wherein the notation refers to Accession No. in the database UniGene (Build 



18). 



20 



65. The method according to claim 64, wherein the gene from the first gene group is 
selected individually from genes comprising a sequence as identified below 



RC_AA460273_at 


zx67f05.s1 Soares total fetus Nb2HF8 9w Homo sapiens • 
cDNA clone 796545 3'. 


RC_AA490930_at 


aa46e04.s1 NCI_CGAP GCB1 Homo sapiens cDNA clone 
IMAGB823998 3'. 
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Dp AA/Mftn79 at 7 

i 


'u97a08 s1 Soares NhHMPu S1 Homo sapiens cDNA clone ! 

'67774 3' ! 


RC H61476_s_at 


fr17e08.s1 Homo sapiens cDNA clone 205574 3\ I 


DP U i ftOOQ at 


/l9RrlH <*1 Homo saoiens cDNA clone 159573 3\ I 


RC_N93816_at 2 

/ 
V 


:b63f11.s1 Soares fetal lung NbHL19WHomo sapiens cDNA I 
June ouoou i o . . 


RC H 17550 at 


/m41 h05.s1 Homo sapiens cDNA clone 50842 3'. j 


RC NoDooo at 


/\#QfvFOo Mnmn Qanipn^ cDNA clone 273243 3 1 . . 


RC T35289_at 


EST82492 Homo sapiens cDNA 3' end similar to None. 1 


RC_ AA447977_S_at - 


7uiQOfina d Cnordc tiactiQ IMHT Homo ^aniens. cDNA clone I 

f / ZO O - 


kc__aa i ouo / y_a i * 


^nftOhOR q1 ^trataaene oancreas (#937208) Homo sapiens I 
rDNA clone 591515 3 1 . 


RC_W45051_at 


zc21g08.s1 Soares senescent fibroblasts NbHSF Homo sapi- 1 , 
ens cDNA clone 323006 3\ 


DP A AH/H^QQ at 


ARnHA q1 Scarpa oreanant uterus NbHPU Homo sapiens I 
cDNA clone 486102 3\ 


RC R63734 at 


Vi1 5q05.s1 Homo sapiens cDNA clone 1 39352 3'. I 


RC T61475_at 


yc06h08.s1 Homo sapiens cDNA clone 79935 3'. I 


H23847 at 


yn/ TuU4.n nomo sapiens cl-hnm cioiie 1 1 oooj o . 


RC_AA48201 4_at 


mm. .nojnc _ «i mpi f^n. A D fSPR'l Ulnmrt caniPDQ rDNA don© 1 

IMAGE:746025 3' similar to TRG414993 G414993 CEN- 

TDIM - 


RC_AA143323_s_at 


zo37d04.s1 Stratagene endothelial cell 937223 Homo sapi- I 
ane rnMA Hnrn» ^fiQnfi^ V similar to ab*M60483 rnal PRO- 
TEIN PHOSPHATASE PP2A-ALPHA, CATALYTIC SUBUNIT 
(HUMAN);. 


R55902 at 


i/nQOHHR ri Mnmn canipn^ rDNA Hone 41017 5 1 1 


RC_AA035638_at 


Zk28a05.s1 Soares pregnant uterus NbHPU Homo sapiens I 
cuna cione hi iozh- o . j 


AA263146_at 


D^/IV^^-l'1 wr^ia I amhda 7ao Pyoress cDNA Library Homo 
sapiens cuimm j » ■ 


RC_W19222_at 


Zb89h05.s1 Soares senescent fibroblasts NbHSF Homo sa- | 
ni^nc rHWA Hnn^ 310809 3 1 similar to contains Alu repetitive 
element;contains element L1 repetitive element ;. 


DO AAO£5007R at 

rc_aazozz / o__ai 


7Q9^fn7 si NCI CGAP GCB1 Homo sapiens cDNA clone | 
l^ylAr^F*f=?ftR94?i"^^ 1 


ID 1 OO 1 S^ctl 


yu41b03 r1 Homo sapiens cDNA clone 236333 5\ j 




\/f3lpl1 s1 Homo saDiens cDNA clone 128492 3'. . I 


RC_AA227261_at 


zr22h04.s1 Stratagene NT2 neuronal precursor 937230 Ho- j 

mn ^anipn^ cDNA clone 6641 83 3'. 


RC_AA477641_at 


2u37b12.s1 Soares ovary tumor NbHOT Homo sapiens cDNAI 


RC T70596 at 


yd1 5f 1 0.s1 Homo sapiens cDNA clone 1 08331 3'. 


R31641 at 


yh69e02.r1 Homo sapiens cDNA clone 135002 5'. I 


RC N62855_at 


Vz83c04.s1 Homo sapiens cDNA clone 289638 3'. I 


RC_AA279695_at 


zs92d10.s1 NCI CGAP_GCB1 Homo sapiens cDNA clone I 
IMAGE:704947 3'. 


RC_H95071_s_at 


yv20f02.s1 Soares fetal liver spleen 1 NFLS Homo sapiens j 
cDNA clone 243291 3'. 


RC N54385 at 


yv39f05.s1 Soares fetal liver spleen 1 NFLS Homo sapiens I 
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cDNA clone 245121 3'. 


H15314 at 


ym28c02.r1 Homo sapiens cDNA clone 49413 5'. 


RC_AA151435_at 


zl43h1 1 .s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 504741 3'. 


RC F01568 at 


H. sapiens partial cDNA sequence; clone c-06g08. 


or a sequence as identified below 


RC_AA451685_at 


zx44c03.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 789316 3'. 


RC_W44745_at 


zb98a1 1 .s1 Soares parathyroid tumor NbHPA Homo sapiens 
cDNA clone 320828 3'. 


AA482319_f_at 


ab15c03.M Stratagene lung (#937210) Homo sapiens cDNA 
clone 840868 5'. 


RC_AA155820_at 


zo47a08.s1 Stratagene endothelial cell 937223 Homo sapi- 
ens cDNA clone 590006 3'. 


H51340 at 


yo30c06.r1 Homo sapiens cDNA clone 179434 5'. 


RC H09594 at 


yl97b1 1 .s1 Homo sapiens cDNA clone 46276 3". 


RC_N29764 at 


yw91b09.s1 Homo sapiens cDNA clone 259577 3'. 


R80048 at 


yi91e08.r1 Homo sapiens cDNA clone 146630 5'. 


AC000115_cds1_at 


WUGSC:H_GS188P18.1a gene extracted from Human BAC 
clone GS188P18 


AA203222_at 


zx56e01.r1 Soares fetal liver spleen 1NFLSS1 Homo sapi- 
ens cDNA clone 446520 5' similar to contains element 
MER17 repetitive element ;. 


RC_AA100437_at 


zn59e02.s1 Stratagene muscle 937209 Homo sapiens cDNA 
clone 562490 3". 


RC_T51990 at 


yb29e01 .s1 Homo sapiens cDNA clone 72600 3'. 


AA491114_at 


aa46e04.r1 NCI CGAP GCB1 Homo sapiens cDNA clone 
IMAGE:823998 5'. 


RC R39869 at 


yf63b06.s1 Homo sapiens cDNA clone 26725 3'. 


RC_AA394071_at 


zt52g01 .s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 726000 3' similar to SW:ADG MOUSE P22892 GAM- 
MA-ADAPTIN ;. 


RC_AA196790_at 


zq60b06.s1 Stratagene neuroepithelium (#937231) Homo 
sapiens cDNA clone 645971 3'. 


AA465000_s_at 


zx80b07.r1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 810037 5'. 


RC R39923 at 


yf51d10.s1 Homo sapiens cDNA clone 25662 3'. 


RC_R91819_at 


yp99c05.s1 Homo sapiens cDNA clone 195560 3' similar to 
contains MER1 repetitive element ;. 


AA484982_at 


aa39b02.r1 NCI CGAP GCB1 Homo sapiens cDNA clone 
IMAGE:815595 5*. 


AA036900_at 


zk29e1 1 .r1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 471980 5'. 


RC_AA449951_at 


zx38a10.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 788730 3'. 


RC_Z40233 at 


H. sapiens partial cDNA sequence; clone c-1wg05. 


RC_AA166810_at 


zo87a05.s1 Stratagene ovarian cancer (#937219) Homo sa- 
piens cDNA clone 593840 3". 
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IRC H06746 at y 


I83h08.s1 Homo sapiens cDNA clone 44847 3'. 


AA046674_at z 
c 


h «5r>arp^ fetal heart NbHH19W Homo sapiens 
■DNA clone 376727 5". 


RC_AA4oU \ \ o_ at Z 

r ~ c 


v4.?pnQ «*1 Snares total fetus Nb2HF8 9w Homo sapiens 
DNA clone 789160 3'. 


RU_AA4oo4 I U_ax C 

l_ c 


»h^6hl9 s1 Strataaene HeLa cell s3 937216 Homo sapiens 

IUJUU | . o 1 Ull OlCIV^wl l& i iw^wi wwi« ww^ w "~ i 

;DNA clone 842879 3'. 


RO_ AAU^.041 / — ai 

I ^ 


'f»92a08 s1 Soares fetal heart NbHH19W Homo sapiens 
*DNA clone 366494 3\ 


Id/^ AA'lOWnfi at : 
RO_ AA1 ^Douo — ax i 

LI ( 


?i99e12 s1 Soares oreanant uterus NbHPU Homo sapiens 
;DNA clone 503374 3'. 


RC AA243721_at : 
i 

i ' 


zr68f11.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 

JWOwOC? o . — — 


RC_AA452131_at ; 

| 


zx15d06.s1 Soares total fetus Nb2HF8 9w Homo sapiens 

^HNA Hone 786539 3' 


RC_N4igo4D_ai ] 


lAA/R'Srlo s1 Homo saDiens cDNA clone 259026 3'. 


RC Z39191 at 


H sapiens partial cDNA sequence; clone c-13c12. 


RC_AA1 do 1 o /_at 


7nA7rCiA «*1 strataaene endothelial cell 937223 Homo sapi- 

/ \_ J*4* f ww i^-w 1 \J LI CllGlw wl Iw wl ivvii iwumi ww»« ww ■ . ■ 

ens cDNA clone 590022 3' similar to contains Alu repetitive 
element* 


RC_AA157340_at 


zo42h04.s1 Stratagene endothelial cell 937223 Homo sapi- 
ens cDNA clone 589591 3'. 


RC AA343514_at 


cct^qooo r^aii hinriHpr I Homo saDiens cDNA 3' end. 


RC_AA482224_f_at 


ab15c03.s1 Stratagene lung (#937210) Homo sapiens cDNA 
Clone ohuooo o . . — 


RC_AA0 5302 1 _at 


-r\-7?i(\o d strataaene colon (#937204) Homo sapiens cDNA 
clone 510171 3' 




7s85d09 s1 NCI CGAP GCB1 Homo sapiens cDNA clone 

^OUwWWW.W 1 I WWI >W^»< *• v -~ m ■ ~ • . ^ . _ 

IMAGE:704273 3 1 similar to TR:G974805 G974805 T08A1 1 .2 


RC_AA477252_at 


zu29h10.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 739459 3\ 


RC N31597 s at 


W20b1 1 .s1 Homo sapiens cDNA clone 271773 3\ 


U31875 at 


U| iman Hpn97 nrotein mRNA. complete cds. 


RC F04611 at 


H. sapiens partial cDNA sequence; clone c-zse11. 


AA263032_s_at 


Div/ivn^Q*; i^nifl 1 amhHa Zao Exoress cDNA Libran/ Homo 
sapiens cDNA 5'. 


AA447052_at • 


-riAfQAhnR ri Qn^rPQ total fptus Nb2HF8 9w Homo sapiens 
cDNA clone 783827 5' similar to TR:G595950 G595950 
PROTEIN N-TERMINAL ASPARAGINE AMIDOHYDROLA- 

SE. ;. 


RC_AA05b<i4 / _at 


■yffi^rn^ <*1 Soares retina N2b4HR Homo sapiens cDNA clone 
381506 3 1 similar to contains Alu repetitive element;. 


IRC_AA1 56532_at 


7oq4hn*i <?1 strataaene colon (#937204) Homo sapiens cDNA 
clone 588753 3'. 


RC_AA456039_at 


aa03d01.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
812161 3'. 


RC_AA461444_at 


zx68b01.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 796585 3'. 


RC_AA033974_at 


zi05c10.s1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 429906 3'. 


|RC_AA034365_at 


zf02b10.s1 Soares fetal heart NbHH19W Homo sapiens 
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cuiMA clone o^O/oy o similar 10 go.juouyo rnai ovjui- 
UM/POTASSIUM-TRANSPORTING ATPASE ALPHA-1 

OWAIM (VAX 1 1\ /I A M\ ■ rnnf nine All I ror\<atitiv/o olomont' 
On/MIM vn^Jlvl/MN; ,0011131115 /AlU icpcllllvc oltJMltJlU,. 


RC N22115 s at 


yw32a09.s1 Homo sapiens cDNA clone 253912 3'. 


rcv^j/vu^oyo^ai 


zDy4Duo.si ooares paratnyroia xumor in on r a nomo sapiens 
cDNA clone 320433 3'. 


AA126592_at 


zl17g05.r1 Sbares pregnant uterus NbHPU Homo sapiens 
cuna clone 502232 O . 


AA428172_f_at 


zw32b06.r1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 770963 5 . 


C01790_at 


HUMGS0003746, Human Gene Signature, 3-directed cDNA 
sequence. 1 


RC_AA017146_at 


ze41a07.s1 Soares retina N2b4HR Homo sapiens cDNA clo- 
ne 361524 3' similar to contains element PTR7 repetitive 
eiemenx 


DO AAO^RflQ7«Qt 


zsuoguo.s i iMLri oijAr' bubi nomo sapiens cuna cione 
IMAGE:684350 3'. 


DO AAH0ft07n o+ 


zey/Tu^.si ooares teiai neart NDnriiyw Homo sapiens 
cDNA clone 366949 3\ 


KU^MA^OOOO / at 


zr4/TUb.si ooares NnHMHu bi nomo sapiens cuna clone 

OOOOOO O . ' 


RC_H60595__s at 


yr41h02.s1 Homo sapiens cDNA clone 207891 3'. 


Ku Nbbooo at 


yzoytoi .si Homo sapiens cDNA clone 285433 3 . 


RC_N91023_at 


zb41a09.s1 Soares parathyroid tumor NbHPA Homo sapiens 
cDIMA clone 306136 3'. 


KO__WoUo o4_at 


zn49a02.s1 Soares fetal liver spleen 1NFLS S1 Homo sapi- 
ens cDNA clone 41 5370 3\ 


DO TmQQS of 

loiyyo at 


yuzyeuy.si Homo sapiens cuna clone 72olo 3 . 


RC_AA463637_at 


zx98h04.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
811831 3. 


RC_AA161085_at 


zo62h09.s1 Stratagene pancreas (#937208) Homo sapiens 
cDN A clone 591521 3 similar to SW:PPAP RATP20646 
PROSTATIC ACID PHOSPHATASE PRECURSOR ;. 


KLr_AA4o91 U1_at 


aaoom 1 .s1 NCI CGAP GCB1 Homo sapiens cDNA clone 
IMAGE:824997 3'. 


KU_AAzoo4o4 — at 


zr83b02.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 


RO AAfinQftl A of 
i\V-/^r\nDUjD 1 H at 


ai iot iz.si ooares testis Nri i nomo sapiens cuna clone 
i uo i / oy o . 


L32832_s_at 


Homo sapiens zinc finger homeodomain protein (ATBF1-A) 


AA464051_s_at 


zx86d04.r1 Soares ovary tumor NbHOT Homo sapiens cDNA 

OIUllC? O I VJOO I %J . 


RC Z39652 at 


H saDiens Dartial cDNA ^enupnee* rlnnp r-1fnn^ 


AB002321 at- 


Human mRNA for KIAA0323 gene, partial cds. 


RC_D59981 s at 


Human fetal brain cDNA 3'-end GEN-079C04. 


RC_AA027954_at 


zk05c12.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 469654 3\ 


RC_AA115559_at 


zl07b12.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 491 61 5 3'. 


L02547_at 


Homo sapiens (clone pZ50-19) cleavage stimulation factor 
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|50kDa subunit, complete cds 



RC_AA256996_at 



zr81h11.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
682149 3*. 



RC_AA450373_at 



zx05h06.s1 Soares total.fetus Nb2HF8 9w Homo sapiens 
cDNA clone 785627 3'. 



IRC N71875 at yz34f07.s1 Homo sapiens cDNA clone 284965 3'. 



AA431505_at 



zw76e03.r1 Soares testis NHT Homo sapiens cDNA clone 
782140 5\ 



U77942 at 



lHuman syntaxin 7 mRNA. complete cds. 



[RCT_AA393876_s_at 



zv64h10.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 758467 3' 



W16686 at 



izb08f12.r1 Soares fetal lung NbHL19W Homo sapiens cDNA 
Iclone 301487 5'. 



^C_AA287388_at 



zs50f04.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
llMAGE:700927 3'. 



IRC F02397 s at H. sapiens partial cDNA sequence; clone c-0xh11. 



faA247679_at 



n. sapiens pauicii ouhn/-* ac^uciiw, wwnw w 

hfe0045.seq.F Human fetal heart, Lambda ZAP Express Ho- 
mo sapiens cDNA 5'. 



zs91c05.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:704840 3". 



pC_AA282791_at 
AA504744_at 



aa63f03.r1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE.825629 5". 



^C_AA149987_at 



zo03d03.s1 Stratagene colon (#937204) Homo sapiens cDNA 
Iclone 566597 3'. 



|RC_AA262485_at 



zs17h07.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IIMAGE:685501 3' 



AA436536_at 



[zv08g07.r1 Soares NhHMPu S1 Homo sapiens cDNA clone 
753084 5". 



^C_AA037828_at 



zf03g09.s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 375904 3' 



|RC_AA255628_at 



zs31g06.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
]MAGE:686842 3'. 



^A418098_at. 



zv94b04.r1 Soares NhHMPu S1 Homo sapiens cDNA clone 
767407 5'. 



IRC _N21380 at yx54c04.s1 Homo sapiens cDNA clone 265542 3\ 



AA459542_s_at 



|RC_AA464180_at 



|RC_AA143726_at 



zx89d08.r1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 810927 5' similar to TR:G608025 G608025 ANKYRIN 
G 



zx83f04.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 810367 3' similar to gb:M38188 OVARIAN GRANULO- 

SA CELL 13.0 KD PROTEIN HGR74 (HUMAN);. 

zo67g06.s1 Stratagene pancreas (#937208) Homo sapiens 
cDNA clone 591994 3' similar to TR:G530823 G530823 EPI- 
DERMAL GROWTH FACTOR RECEPTOR KINASE SUB- 
STRATE. 



^C_N38930_at 



i w43e04.s1 Homo sapiens cDNA clone 274014 3'. 



H27242_at 



yl63h11.r1 Homo sapiens cDNA clone 162981 5' similar to 
SP:GCN5_YEAST Q03330 TRANSCRIPTIONAL ACTIVA- 
TOR 



^C_AA002088_at 



lD31313_s_at 



zh85g03.s1 Soares fetal liver spleen 1NFLS S1 Homo sapi- 
ens cDNA clone 428116 3'. . 



Human fetal-lung cDNA 5'-end sequence. 
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RC R40702 at 


yf73f10.s1 Homo sapiens cDNA clone 27969 3'. 


RC_AA405543_at 


zw39c01 .s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 772416 3'. 


RC_AA284143_at 


zs47c07.s1 NCI CGAP GCB1 Homo sapiens cDNA clone 
IMAGE:700620 3'. 


RC_AA158234_at 


zo76b01 .s1 Stratagene pancreas (#937208) Homo sapiens 
cDNA clone 592777 3'. 


R66920_at 


yi25f09.r1 Homo sapiens cDNA clone 140297 5' similar to 
contains Alu repetitive element;. 


RC_AA034189_at 


zi06h12.s1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 430055 3'. 


AA147510_s_at 


zl50c12.r1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 505366 5'. 


RC N48715 at 


yy75h02.s1 Homo sapiens cDNA clone 27941 1 3'. 


AA489299_at 


ab35g04.r1 Stratagene HeLa cell s3 937216 Homo sapiens 
cDNA clone 842838 5'. 


RC_AA242799_at 


zr65f06.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
668291 3' similar to SW:SP08 YEAST P41833 TRANS- 
CRIPTIONAL REGULATOR SP08. [11 ;. 


AA091412_s_at 


U2053.seq.F Fetal heart, Lambda ZAP Express Homo sapi- 
ens cDNA 5'. 


RC_H70554 at 


yr91a03.s1 Homo sapiens cDNA clone 212620 3'. 


RC_AA256208_at 


zr80a08.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
681974 3'. 


RC_R64660 at 


yi22a10 s1 Homo sapiens cDNA clone 139962 3'. 


RC_AA135185_at 


zo27a05.s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 588080 3'. 


AA442428_at 


zv70f08.r1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 759015 5' similar to SW.YB72 YEAST P38137 
HYPOTHETICAL 60.5 KD PROTEIN IN PDB1-ABD1 IN- 
TERGENIC REGION. ;. 


RC_AA293719_at 


zt55h03.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 726293 3". 


RC_AA287131_at 


Zt20g02.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 713714 3' similar to TR:E1 24071 E12407TNAD+- 
ISOCITRATE DEHYDROGENASE ;. 


AB002387 at 


Human mRNA for KIAA0389 gene, complete cds. 


RC N50550 at 


yy89f05.s1 Homo sapiens cDNA clone 280737 3'. 



wherein the notation refers to Accession No. in the database UniGene (Build 

18). 



66. The method according to any of claims 4-14, wherein the second gene group 
are selected individually from genes comprising a sequence as identified below 



RC_AA116036_at 


zm79a11.sl Stratagene neuroepithelium (#937231) Homo 
sapiens cDNA clone 531 836 3'. 


RC_AA101562 at 


zn76c1 1.s1 Stratagene NT2 neuronal precursor 937230 Ho- 
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mo sapiens cDNA clone 5641 16 3' similar to contains Alu 
repetitive element;. . . — . 


RC H20269 at 


vn53b04.s1 Homo sapiens cDNA clone 1 7211 1 3 . 


RC Z40715 at 


H sapiens partial cDNA sequence; clone c-2eal2. 



wherein the notation refers to Accession No. in the database UniGene (Build 
18). 

67. The method according to any of claims 40-61, wherein the second gene group 
are selected individually from genes comprising a sequence as identified below 



AA402119_at z 
c 
L 


u55d04,r1 Soares ovary tumor NbHOT Homo sapiens 
•rtMA rinno 741ftQ5 5' similar to TR"G397579 G397579 
L5MRNA. :. 


RC_AA1 02581 _at 2 
I 

RC H14089 at } 


:n42d02,s1 Stratagene endothelial cell 937223 Homo sa- 
iirn^ rHMA clone 550083 3'. 
(m62c07,s1 Homo sapiens cDNA clone 163500 3 , 
/q49c02,s1 Homo sapiens cDNA clone 361 33 3 . 


RC R46079 f_at 
RC R67918 at 
RC_W15360_at 


/i25q01 s1 Homo sapiens cDNA clone 140304 3 , 
7 C 17d10,s1 Soares parathyroid tumor NbHPA Homo sapi- 
ens cDNA clone 322579 3' similar to PlR:S39983 S39983 
eps8 protein - mouse ;, „ _ 


AA082171_at 


zn42g07,r1 Stratagene endothelial cell 937223 Homo sa- 
piens cDNA clone 550140 5', 


AA425593_at 

F15201 at 
H15219 at 


zw48f02,r1 Soares total fetus Nb2HF8 9w Homo sapiens 

cDNA clone 773307 5\ 

H, sapiens partial cDNA sequence, 

ym30f02,r1 Homo sapiens cDNA clone 49693 b , 


R60368 at 
R86859 at 
RC_AA045342_at 


Vh04b02 t r1 Homo sapiens cDNA clone 42052 5 , 
vm86a02,r1 Homo sapiens cDNA clone 165770 5, 
zk59g01,s1 Soares pregnant uterus NbHPU Homo sapi- 
ens cDNA clone 487152 3\ 


RC_AA171985_at 


zo98g05,s1 Stratagene ovarian cancer (#937219) Homo 
sapiens cDNA clone 594968 3\ 


T63174_s_at 
U90268 at 


yc04e08,r1 Homo sapiens cDNA clone 79718 5 f similar to 

contains Alu repetitive element;, 

Human Kritl mRNA, complete cds, 


X14787 at 
RC.AA1 96991 _s_at 

RC F02470_at 
RC F08899_at 
RC H15259_at 
RC H52133_at 
RC R17059_at 
RC R45292 at 


Human mRNA for thrombospondin 
zq10a10 s1 Stratagene muscle 937209 Homo sapiens 
cDNA clone 629274 3 ( similar to TR:G1049074 G1049074 
VASOPRESSIN-ACTIVATED CALCIUM-MOBILIZING 

PROTEIN, ;, 

H sapiens partial cDNA sequence; clone c-1 ucO I , 
H sapiens partial cDNA sequence; clone c-2uc10 f 
vm30c10,s1 Homo sapiens cDNA clone 49795 3, 
y O 44d04,s1 Homo sapiens cDNA clone 180775 3 , 
yf45a10 s2 Homo sapiens cDNA clone 129786 3 , 
yq46b01 t s1 Homo sapiens cDNA clone 35626 3 , 
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wherein the notation refers to Accession No. in the database UniGene (Build 
18). 

5 68. The method according to any of claims 40-61, wherein the second gene group 
are selected individually from genes comprising a sequence as identified below 



C01360_at 


HUMGS0008341 , Human Gene Signature, 3-directed 
cDNA sequence, 


D80002 at 


Human mRNA for KIAA01 80 gene, partial cds 


RC_AA149586_at 


zl39e03,s1 Soares pregnant uterus NbHPU Homo sapi- 
ens cDNA clone 504316 3\ 


RC H68772 at 


yr83f01,s1 Homo sapiens cDNA clone 211897 3\ 


RC N30806 at 


yw65f02,s1 Homo sapiens cDNA clone 2571 15 3\ 


RC N63143_at 


yz37c12,s1 Homo sapiens cDNA clone 285238 3\ 


RC_R33146_at 


yh81f02,s1 Homo sapiens cDNA clone 136155 3' similar 
i:o contains Alu repetitive element;, 


RC R46206 at 


y]53d08,s1 Homo sapiens cDNA clone 152463 3 ! , 


RC R49731 s at 


yg71e10,s1 Homo sapiens cDNA clone 38554 3', 


AA043223 at 


zk55g12,r1 Soares pregnant uterus NbHPU Homo sapi- 
ens cDNA clone 486790 5\ 


AB002346 at 


Human mRNA for KIAA0348 gene, complete cds, 


D81608 at 


Human fetal brain cDNA 5'-end GEN-177B09, 


M83670 s at 


Human carbonic anhydrase IV mRNA, complete cds 


N28843 at 


yx59d10,r1 Homo sapiens cDNA clone 266035 5\ 


RC_AA1 49044_at 


zl45d09,s1 Soares pregnant uterus NbHPU Homo sapi- 
ens cDNA clone 504881 3\ j 


RC_AA258130_at 


zs35f03,s1 NCI CGAP GCB1 Homo sapiens cDNA clo- 
ne IMAGE.6871 97 3\ I 


RC_AA281 743„r_at 


Zt06h05,s1 NCI CGAP GCB1 Homo sapiens cDNA clo- 
ne IMAGE.7 12377 3', 


RC_AA406338_at 


zv10fO6,s1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 753251 3\ 


RC_AA424524_at 


zv90g02,s1 Soares NhHMPu S1 Homo sapiens cDNA 
done 767090 3\ ! 


RCj\A435840_at 


zt80b08,s1 Soares testis NHT Homo sapiens cDNA clo- 
ne 728631 3\ 


RC_AA027823_at 


zk05c04,s1 Soares pregnant uterus NbHPU Homo sapi- 
ens cDNA clone 469638 3\ 


RC_AA084138_at 


zn17a03,s1 Stratagene neuroepithelium NT2RAMI 
937234 Homo sapiens cDNA clone 547660 3', 


RC_AA135406_at 


zo28e08,s1 Stratagene colon (#937204) Homo sapiens 
cDNA clone 588230 3\ 


RC_AA148923_at 


zl27g11,s1 Soares pregnant uterus NbHPU Homo sapi- 
ens cDNA clone 503204 3\ 


RC H98653 at 


yx12h06,s1 Homo sapiens cDNA clone 261563 3\ 


RC N30077 at 


yw81g11,s1 Homo sapiens cDNA clone 258692 3\ 


RC R40166 at 


yf70a09,s1 Homo sapiens cDNA clone 27448 3\ 
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RC_T90374_at 


yd43e03,s1 Homo sapiens cDNA clone 111004 3' similar 
to SP:POL2 MOUSE P11369 RETROVIRUS-RELATED 
POL POLYPROTEIN ;, 


RC Z38182 at 


H, sapiens partial cDNA sequence; clone c-02a08, 



Wherein the notation refers to Accession No. in the database UniGene (Build 
18). 



5 69. The method according to any of claims 40-61, wherein the second gene group 
comprises a sequence as identified below 



RC_AA054726_at ; 

< 


zk68e06,s1 Soares pregnant uterus NbHPU Homo sapi- 
3ns cDNA clone 488002 3 , 


RC_AA206042_at ; 

< 


zq77f02,s1 Stratagene hNT neuron (#937233) Homo sapi- 
sns cDNA clone 647643 3 similar to contains element 
MSR1 repetitive element ;, 


RC R98735_at 


yr31g12,s1 Homo sapiens cDNA clone 20o9oo o , 


AA115572_s_at 


zl05d11,r1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 491445 5' similar to TR:G895845 G895845 
PUTATIVE P64 CLCP PROTEIN, ,, 


AA430979_at 


PMY0789 KG1a Lambda Zap Express cDNA Library Ho- 
mo sapiens cDNA 5 , 


AA489287_at 


ab36e04,r1 Stratagene HeLa cell s3 937216 Homo sapi- 
ens cDNA clone 842910 5 , 


D82226 s at 


similar to TAT-binding protein-2, 


H49499_s_at 


yq20g10,r1 Soares fetal liver spleen iNrLb Homo sapiens 
cDNA clone 274386 5\ 


M11844 at 


Human prealbumin gene, complete cds, 


RC_AA026388_at 


ze92c03,s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 366436 3', 


RC_AA044601_at 


zk55d05,s1 Soares pregnant uterus NbHPU Homo sapi- 
ens cDNA clone 486729 3\ 


RC_AA182030_at 


zp57a03 1 s1 Stratagene endothelial cell 937223 Homo sa- 
piens cDNA clone 624268 3\ 


RC_AA233451_at 


zr30b02,s1 Stratagene NT2 neuronal precursor 937230 
Homo sapiens cDNA clone 664875 3\ 


RC_AA236493_at 


zr75c10,s1 Soares NhHMPu S1 Homo sapiens cDNA clo- 
ne 669234 3\ 


RC_AA401098_f_at 


zu50g01 ,s1 Soares ovary tumor NbHOT Homo sapiens 
cDNA clone 741456 3' similar to contains AIu repetitive 
element;contains element THR repetitive element ;, 


RC_AA441818_at 


zw62f01,s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 774649 3\ 


RC_AA478109_at 


zt89d04,s1 Soares testis NHT Homo sapiens cDNA clone 
729511 3', 


RC_AA481430_at 


zv06g11,s1 Soares NhHMPu S1 Homo sapiens cDNA 
clone 752900 3\ 


RC_AA488878_at 


aa55f02,s1 NCLCGAP_GCB1 Homo sapiens cDNA clone 
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*U_AA599032_at 



S73288_at 
U87459_at 



IMAGE:824859 a', 



U88047_at 



K(j_AA063574_at 



pC_AA132524_at 



^C_FQ9317 at 
[KCJH12863~at 



!gC_N33927 s at 



R08189 at 
fej!39191 s at 



fej^2323_at_ 
pCJ^0746_aT 
tKC_Z39338~aT 



(human DMA binding prolan homolog (DRX) mRM/CSSfe 



.™f^' S1 Soares te,al heart NbHH1 9W Homo sanienl 
«^*ne 360029 3' simi,ar,o a b : X 52 1ol 0 ^ S p a & 



element" ar t0 contains Alu repetitive 



1 wlt » ? a J, " n ^E^0g-£DNAclonjaj4g703*3r 



uj.ru. u ^ 1 M v^i^ u i^ne 1^/^29 3\ 



A * nrn . r^' ™ * c.one ^33 4 



yanHO.sl Homo sapiens mm djSTTo^fy' 



>artial cDNA s equence: clone^^g - 



or a sequence as identified below 




Ru_AA121534_at 



RC_AAl31047_s_at 
KU_AA461549_at 



ku_AA491465_at 



zk8QW11 el Q,-^ 1 °» 



SKnlfluf^^ 



'RC_AA496936_at 



K^_AA598689_at 



W263923ir 
K^_AA004887_at 



^^^^^^^^ 



ae49a08,s1 Stratagene lung carcinoma 937?t« u^. — 
sapiens cDNA rjnn. 950,91 iron ° n » 837218 Homo 



— — *■ _ " » v»< CKJU I Q 



ku aaiwct « — i .,' * clone g 
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RC~AA197311_s_at 



Rg _H80622_jat_ __ 

RC_N67583_at__ 
RH R3867a_at_ 



?nR 56066 s_at_ 



RC R59292_at 



RC_T24099_at 



AA150364_at 



g3', -— -r7 rterus NbHPU Homo sapiens" 

if07b03,r1 Soares pregnant uterus Nunr 

r.HNA clone 491597 5', 



KA452353j_at ; 

AB002316_at 

H86858 at 

M93119_s_at 



plete cds 



MER22 rr 0 *^" element 



RC_AA0071bU_ai 
RC_AA053efc>u_ai" 



H-)NAcloneHY18-3 3, — ,# Q ^7904 , > Homo sapiens 
730801 3', 



RC_AA252603_at 

Irp AA411944 at 



I K - rPN* rinne 769859 3 , r -— MhHnT Ho mo sapiens 

.re petitive element ; ± 



RC_AA434113_at 



RC_AA441791_at~ 



"RC_AA449419_af 
tRCM449^14_aT 
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RC D59847 at 
T95813_f_at 



RC_AA031360_s_at 
KC_AA063624_at" 



CDIMA clone 788690 3' ' — 

cSNTctone^??' Homo sapiens" 

cDf^clone^072s'!^ nan * *= NbHPU Homo «"«» I 

ketone %S e Jt ' 'f rt , N 5.HH 19 w Homo sapiens" 
XT-, . ^66009 3 similar to TR-G30037? tt^nnWo 

CELL GROWTH REGULAT/NG NUCLEOLAR ^FWDTE^N 



|RC3a07623O gm19e04 S1 Stra tagene pancreas (#937208) Homo saoi 
K^loneSaetlO^simNarUn^sAr^S: 



h— — jvc? element:. ^ — 

RC,AA076350_at lzm91aU2, S 1 Stratagene ovartiiT^ cer (#937219) Homo 
\r, ...... u . - fe!gns^DNAcjone54 5258 3' ( ff9 ^219) Homo . 

jRC^oigss.at zk87c02,s1 Soares pregnant uterus NbHPU Homo H 

bDN Adpne 489794 3' 9 ™ NMPU Homo sa P ,ens l 



pr . ... ~ iwivg uione OU443 1 3' — 1 

- ^ 252 - f - aF |^6f06,s1 SFalaWhN | neuron (#937233) Homo W 
7| |ens rQNA clone 63?77i ^< ^3/233) Homo sapi- 



np . . . 0 1 !S Clone 6 32771 3' ' r 



^C~ AA?nfi?^ S p? H«i«> cuina Clone 5937S1 3- 

KO_AA206225_at zq6t,gu8,s1 Stratage ne neu oepithelium (#937231) Homo 
sapiens cDNA clone 6456 62 3' (* y 37231) Homo 



dp Hftoool — r — ^inm uone e^ kr? 3' 



RC. N68222 at 
RC_T10316_s_at 



u. . -in tii ■ u a^g g gone t , 

-Ejjl^^ggio^ 287086 3-: 

Pp-R266 °£°s*P lens cDNA ^eWiB3MA^COt8r~ 



RC_W60582_at 



2d25e10,si Soares fetal heart NbHHiQW H nmn «: — ~ — 
cDNA clon^ ^Ai7na v Ii m ' NDnm yvv Homo sapiens 



18) 



-— l' Vi ^'N/i T * 

RC_W84768_at Uo3d03,s1 Soare s fetal liver spleen 1NFLS 51 Ho n^ 

_JSSe^£^^ 

wherein .he notation refers t0 Aoc6ssion No .„ ^ ^ 
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7 0 The method accords ,o any C the Caims 40-69, wherein the expression ,eve> 
Tat leas, one 3 ene from me first gene group are determrned. 

71 me method according to any of the Cairns 40-69, wherein the expression levef 
5 ^t^st^ogenestromthefrrstgenegrouparedetermrned. 

72 Th e method according to any ot the Caims 40*9, wherein the expression level 
I^stthree genes from .he firs, gene group are determined. 

, nf the claims 40-69, wherein the expression level 
<n 73 The method according to any of the claims , 
10 73.1 ne meinu determined, 
of at least four genes from the first gene grou^ 

74 Tne memed according to any o, the Cairns 40-69. wherein ft. exp.es.fcn .eve, 
«L* ^e genes from the firs, gene group are detained. 

15 76 The method according to any o, the Cairns 40*9. whenein the .expression leva, 
ZL than six genes from the firs, gene group are da.erm.ned. 

7 ,Tha memod according .o any ot the ~ ^JE^T 

piston level of at least one gene from me second gene group are 

method according .o any o, ^^^^Z 
pression level of at least two genes from the second ge 

mThe m e.hod according .o any o, .he preoeding 

pression level of. at least three genes from the second g 



20 



mined. 



30 



mined. 
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81 . The method according to any of the preceding claims 40-75, wherein the ex- 
pression level of more than six genes from the second gene group are deter- 
mined. 

5 82. A method of determining an expression pattern of a bladder cell sample inde- 
pendent of the proportion of submucosal, muscle, or connective tissue cells pre- 
sent, comprising: 

determining the expression of one or more genes in a sample comprising cells, 
10 wherein the one or more genes exclude genes which are expressed in the sub- 

mucosal, muscle, or connective tissue, whereby a pattern of expression is 
formed for the sample which is independent of the proportion of submucosal, 
muscle, or connective tissue cells in the sample. 

15 83. The method according to claim 57, comprising determining the expression level 
of one or more genes in the sample comprising predominantly submucosal, 
muscle, and connective tissue cells, obtaining a second pattern, subtracting said 
second pattern from the expression pattern of the bladder cell sample, forming a 
third pattern of expression, said third pattern of expression reflecting expression 

20 of the bladder cells independent of the proportion of submucosal, muscle, and 

connective tissue cells present in the sample. 

84. A method of determining the presence or absence of a biological condition in 
human bladder tissue comprising, 

25 collecting a sample comprising cells from the tissue, 

determining an expression pattern of the cells as defined in any of claims 57-60, 
correlating the determined expression pattern to a standard pattern, 

30 

determining the presence or absence of the biological condition of said tissue. 

85. A method for determining the stage of a biological condition in animal tissue 
comprising, 

35 
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collecting a sample comprising cells from the tissue, 

determining an expression pattern of the cells as defined in any of claims 40-58, 
correlating the determined expression pattern to a standard pattern, 
determining the stage of the biological condition is said tissue. 

86. ' A method for reducing cell tumorigenicity or malignancy of a cell, said method 
comprising 

contacting a tumor cell with at least one peptide expressed by at least one gene 
selected from genes being expressed in an at least two-fold higher amountin 
normal cells than the amount expressed in said tumor cell. 

87. The method according to claim 86, wherein the at least one gene is selected 
individually from genes comprising a sequence as identified below 



RC_AA158234_at 2 
( 


:o76b01.s1 Stratagene pancreas (#937208) Homo sapiens 
;DNA clone 592777 3'. 


RC_H42123_at 


/o61a1 1.s1 Homo sapiens cDNA clone 182396 3 . 


RC Z39200 at 


H. sapiens partial cDNA sequence; clone c-13f02. 


RC_N21687_at - 


yx63h03.s1 Soares melanocyte 2NbHM Homo sapiens cDNA 
clone 266453 3'. 


Y13645_at 


Homo sapiens mRNAfor uroplakin II. 


RC_N98461_at • 


Z b86b03.s1 Soares senescent fibroblasts NbHSF Homo sapiens 
cDNA clone 310445 3'. 


RC_W92449_at 


zd99d10.s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 357619 3". 


RC_Z39191_at 


± sapiens partial cDNA sequence; clone c-13c12. j 


RC_AA125808_at 


zl29e12.s1 Soares pregnant uterus NbHPU Homo sapiens cDNA 
clone 503374 3'. 


RC_T40767_at 


ya1 1a06.s1 Homo sapiens cDNA clone 61 138 3 . 


RC_T51972_at 


yb29c05.s1 Homo sapiens cDNA clone 72584 3 . 


RC_AA286862_a1 


zs58b06.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
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RC_AA293533_i_ 
at 


Izt54g04.s1. Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 726198 3' similar to ab'J05l58 HARROXYPPPTiniQc m 
|83 KD CHAIN (HUMAN);. 


RC_AA100649_at 

• • 


zn63g10.s1 Strataqene HeLa cell s3 93721(5 Hnmn eanionc 
cDNA clone 562914 3' similar to SW:LCFA_ECOLI P29212 
LONG-CHAI N-FATTY-ACI D— COA LIGASE • 


RC_AA017146_at 


ze41a07.s1 Soares retina N2b4HR Homo sapiens cDNA clone 
361524 3' similar to contains element PTR7 r#ano+i+?\/o aiamont • 


RC_AA180054_at 


zp40g07.s1 Stratagene muscle 937209 Homo sapiens cDNA 
clone 611964 3'. 


AA263032_s_at 


PMY0335 KG1a Lambda Zap Express cDNA Library Homo sa- 
piens cDNA 5'. 


W69310_at 


zd46f07.r1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 34371 7 5'. 


RC_AA219653_at 


zr05e02.s1 Stratagene NT2 neuronal precursor 937230 Homo 
sapiens cDNA clone 65061 8 3'. 


RC_AA457235_at 


aa91c07.s1 Strataaene fetal retina Q^79n9 Hnmn e gn iani> »nn« 
wi ,v - iciai i cm id cto / £\i£. numo sapiens cliin/\ 

clone 838668 3'. 


RC_AA455967_at 


aa16h10.s1 Soares NhHMPu S1 Homo sam>n<% rnNA rinno 
813475 3'. 


N27670_at | 


yx51a09.r1 Homo sapiens cDNA clone 265240 5' 


RC_N80152_at 


za65e02.s1 Homo sapiens cDNA clone 297434 3\ ~ 1 


RC_R64660_at 


yi22a10.s1 Homo sapiens cDNA clone 13QQ62 v 


RC_AA147218_s ; 
_at |, 


zo64g03.s1 Stratagene pancreas (#937208) Homo sapiens 
sDNA clone 591700 3'. 


C01139_at I 
Is 


HUMGS0007818, Human Gene Signature, 3'-directed cDNA 
sequence. 


AA285284_at fi 
If 


3 MY0691 KG1a Lambda Zap Express cDNA Library Homo sa- 
lens cDNA 5'. 


RC_AA451685_at 2 
c 


oc44c03.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
tone 789316 3\ 


AA203222__at 

c 
t 


x56e01.r1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
:DNA clone 446520 5' similar to contains element MER17 repe- 
tive element ;. 
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[RC_AA394071_at Izt52g01 .31 Soa res ovary tumor NbHOT Homo sapiens cuimm 
clone 726000 3' similar to SWADG.MOUSE P22892 GAMMA- 
ADAPTIN ;. 



RC_AA479096_at zv17e07.s1 Soar es NhHMPu Si Homo sapiens cUNA clone 
753924 3'. 



RC^ A156532_at |zo34b05.s1 S tratagene colon (#937204) Homo sapiens cDNA 
Iclone 588753 3'. 



RC_Z40233_at 
RC_T03927_at 



|h. sapiens partial cDNA s equence; clone c-iwgua 
Iseq2490 Homo sapiens cDNA clo ne 3HFLSK20-87 3" 



AA314457_at 



EST1 86294 Colon carcinoma (HCC) cell line II Homo sapiens 
cDNA 5' end. ' 



RC_N50550_at |yy89f05.s1 Homo sapiens cDNA clone 280737 3*7 



l RC_AA191524_at zp88f04.s1 Stra tagene HeLa cell s3 937216 Homo sap.enT 
cDNA clone 627295 3'. 



RC_N29740_at Lw90b12.s1 Hom o sapiens cDNA clone 259487 3'. 
tecjj487153t |yy75h02.s1 Homo sapiens cDNA clone 27941 1 3'. 
j- RC _AA463637_at zx98h04.s1 Soa res NhHMPu S1 Homo sapiens cuna cione 
811831 3'. 



lRC_AA404487_at zw38a06:s1 Soa res total fetus Nb2HF8 9w Homo sap.ens cDNA 

clone 772306 3'. 

|RC_H16666_at ym26a1 0.s1 Homo sapiens cDNA clone 491 3'. 
|RC_AA406197_at zv24d1 1 .s1<Soa res NhHMPu S1 Homo sapiens cDNA clone 
754581 3'. 



RC_H09594_at 

RC_AA161085_at zo62h09.s1 Stra tagene pancreas (#937208) Homo sapiens 

cDNA clone 591521 3' similar to SW:PPAP_RAT P20646 PRO 
STATIC ACID PHOSPHATASE PRECURSOR ;. 



l RC_AA452131_at |zx1 5d06.s1 Soa res total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 786539 3'. 



at 



^lUtyu-T.o i -w^>_. w J 

iclone 726198 3' similar to gb:J05158 CARBOXYPEPTIDASE N 

83 KD CHAIN (HUMAN)^ 

iRC_AA398197_at zt59a08.s1 Soares testis NHT Homo sapiens cDNA clone 
726614 3'. 
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AA464051_s_at 


zx86d04.M Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 810631 5\ 


RC_T51990_at 


yb29e01.s1 Homo sapiens cDNA clone 72600 3'. 


RC_AA236356_at 


zr54a1 1.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
667196 3'. 


W92678_at 


zd92a04.r1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 356910 5' similar to contains element LTR3 repetitive ele- 
ment 


RC_N63332_at 


yz33d1 1 .s1 Homo sapiens cDNA clone 284853 3' similar to 
contains Alu repetitive element;. 


C16281_s_at 


Human aorta cDNA 5'-end GEN-259H09. 


RC_AA477252_at 


zu29h10.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 739459 3'. 


H88035_s_at 


yw20e07.r1 Homo sapiens cDNA clone 252804 5'. 1 


AB002387_at 


Human mRNA for KIAA0389 gene, complete cds. 


RC_R45698_at 


yg45h12.s1 Homo sapiens cDNA clone 35838 3'. 


RC_AA236542_at 


zr75g11.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
669284 3'. 


AA376875_at 


EST89388 Small intestine I Homo sapiens cDNA 5' end similar 
to monoamine oxidase A. 


RC_R43365_at 


yg15g06.s1 Homo sapiens cDNA clone 32365 3'. 


RC_H06746__at 


yl83h08.s1 Homo sapiens cDNA clone 44847 3'. 


RC_AA233837_at 


zr47f06.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
666563 3'. . 


RC_AA057620_at 


zf15h06.s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 377051 3*. 


RC_AA450118_at 


zx42e09.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 789160 3*. 


RC_AA598872_at 


ae37b10.s1 Gessler Wilms tumor Homo sapiens cDNA clone 
897979 3". 


RC_AA147646_s 
_at 


zl52g06.s1 Soares pregnant uterus NbHPU Homo sapiens cDNA 
clone 505594 3'. 


RC W04698 at 


zb94b05.s1 Soares parathyroid tumor NbHPA Homo sapiens 
cDNA clone 320433 3'. 
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|RC_N54365_at y 


v39c06.s1 Homo sapiens cDNA clone 245098 3'. 


RC_AA256208_at z 
1 6 


r80a08.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
81974 3'. 


AA046593_at z 
c 


k62g01.r1 Soares pregnant uterus NbHPU Homo sapiens 
DNA clone 487440 5'. 


RC_AA002088_at 2 
c 


:h85g03.s1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
;DNA clone 428116 3'. 


RC_AA256273_at 2 
! P 


x81 d 2.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
582102 3\ 


AA491114_at i 
I 


aa46e04.r1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
MAGE:823998 5'. 


RC_AA293719_at ; 


zt55h03.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 726293 3'. | 


RC_AA086005_at 


zl84c04.s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 511302 3". _| 


RC_AA479885_at 


zw44a07.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNaI 
clone 772884 3'. | 


AA442428_at 


zv70f08.r1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 75901 5 5' similar to SW:YB72_YEAST P381 37 HY- 
POTHETICAL 60.5 KD PROTEIN IN PDB1-ABD1 INTERGENIC 
|rEGION. ;. I 


RC_AA486410_at 


ab36b1 2.s1 Stratagene HeLa cell s3 937216 Homo sapiens 
cDNA clone 842879 3^ J 


R15268 at 


|yf89f02.r1 Homo sapiens cDNA clone 29665 5 . 


. RC_AA443658_at 


zw86a10.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 783834 3' similar to TR:G438639 G438639 LAMIN B RE- 
|CEPT0R. [1] ;. __| 


RC_H16790_at 


|ym39b01 .si Homo sapiens cDNA clone 50559 3 . j 


AA465000 s at 


zx80b07.r1 Soares ovary tumor NbHOT Homo sapiens cDNA 
[clone 810037 5". J 


RC_N38930_at 


|yy43e04.s1 Homo sapiens cDNA clone 274014 3 . j 


AB002321_at 


Human mRNA for KIAA0323 gene, partial cds. J 


RC_Z38810_at 


H. sapiens partial cDNA sequence; clone c-0qb09. J 


AC000115_cds1_ 


|WUGSC:H_GS188P18.1a gene extracted from Human BAC 
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at 


cloneGS188P18 


RC_AA255464_at 


zr83b02.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
682251 3\ 


RC_AA255628_at 


zs31g06.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:686842 3'. 


RC_H70554_at 


yr91a03.s1 Homo sapiens cDNA clone 212620 3*. 


AA309880_at 


EST1 80743 Jurkat T-cells V Homo sapiens cDNA 5' end. 


RC_R43812_at 


yg21a08.s1 Homo sapiens cDNA clone 32940 3'. 


RC_AA425636_at 


zv47a04.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 756750 3'. 


RC_N66388_at 


yz39f01.s1 Homo sapiens cDNA clone 285433 3'. 


RC_AA279420_at 


zs85d09.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:704273 3' similar to TR:G974805 G974805 T08A11.2 ;. 


RC_AA033974_at 


zi05c10.s1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 429906 3'. 


AF007216_at 


Homo sapiens sodium bicarbonate cotransporter (HNBC1) 
mRNA, complete cds. 


RC_AA489101_at 


aa56h11:s1 NCI_CGAP_GCB1 Homo, sapiens cDNA clone 
IMAGE.-824997 3'. 


D79601_f_at 


Human aorta cDNA 5*-end GEN-286G10. 


RC_N30856_at 


yw70f05.s1 Homo sapiens cDNA clone 257601 3'. 


L29218_s_at 


Homo sapiens clk2 mRNA, complete cds 


RC_AA143726_at 


zo67g06.s1 Stratagene pancreas (#937208) Homo sapiens 
cDNA clone 591994 3' similar to TR:G530823 G530823 EPI- 
DERMAL GROWTH FACTOR RECEPTOR KINASE SUBSTRA- 
TE. ;. 


AA126592_at 


Zl17g05.r1 Soares pregnant uterus NbHPU Homo sapiens cDNA 
clone 502232 5'. 


RC_F02397_s_at 


H. sapiens partial cDNA sequence; clone c-0xh1i. 


RC_AA252765_at 


zs27d03.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
MAGE:686405 3'. 


RC_W46846_at 


zc36a04.s1 Soares senescent fibroblasts NbHSF Homo sapiens 
cDNA clone 324366 3'. 


RC_AA135185_at 


zo27a05.s1 Stratagene colon (#937204) Homo sapiens cDNA 
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clone 588080 3'. 



[RC R40702 at 



yf73f10.s1 Homo sapiens cDNA clone 27969 3'. 



N52565 at 



URC_W32506_s_at 



^C_AA255539_at 



yv36d12.s1 Homo sapiens cDNA clone 244 823 3'. 
zc06a02.s1 Soares parathyroid tumor NbHPA Homo sapiens 



cDNA clone 321482 3'. 



zr85c04.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
I682470 3'. 



|RC_AA449951_at zx38a10.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 

clone 788730 3'. ■ 

|AA091278_at cchn2404.seq.F Fetal heart, Lambda ZAP Express Homo sapi- 

ens cDNA 5'. 

|RC_AA236037_at zs05g08.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 

IMAGE:684350 3'. 

|AA09141 2_s_at H2053.seq.F Fetal heart, Lambda ZAP Express Homo sapiens 

IcDNA 5'. 

|AA046865_at zf12b09.r1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 376697 5'. 



AA324825_at EST27743 Cerebellum II Homo sapiens cDNA 5' end. 
|RC_AA454840_s zx79d09.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
at Iclone 809969 3'. 



|RC_W80354_at zh49a02.s1 Soares fetal liver spleen 1 NFLS S1 Homo sapiens 

cDNA clone 41 5370 3*. 

|RC_AA402484_at zt65c03.s1 Soares testis NHT Homo sapiens cDNA clone 
727204 3'. 

|W26883_at . 15h10 Human retina cDNA randomly primed sublibrary Homo 
sapiens cDNA. 



|RC_AA262485_at zs17h07.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:685501 3'. 

|RC_AA405543_at zw39c01.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 772416 3'. 



RC_N21380_at yx54c04.s1 Homo sapiens cDNA clone 265542 3'. 
|RC_AA121360_s zn77a05.s1 Stratagene NT2 neuronal precursor 937230 Homo 
at ' sapiens cDNA clone 564176 3'. 



L32832 s at Homo sapiens zinc finger homeodomain protein (ATBF1-A) 
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mRNA, complete cds. 


D31313_s_at 


Human fetal-lung cDNA 5'-end sequence. 


H18718_at 


ym45b05.r1 Homo sapiens cDNA clone 51043 5' similar to con- 
tains Alu repetitive element;. 


RC_AA037828_at 


zf03g09.s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 375904 3*. 


RC_R67996_at 


yi04c10.s1 Homo sapiens cDNA clone 138258 3'. 


RC_AA026417_at 


ze92g08.s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 366494 3'. 


RC_F11115_at 


H. sapiens partial cDNA sequence; clone c-33a10. 


RC_R08871_at 


yf21e07.s1 Homo sapiens cDNA clone 127524 3'. 


RC_AA224324_at 


zr12e05.s1 Stratagene hNT neuron (#937233) Homo sapiens 
cDNA clone 648608 3'. 


RC_AA399226_at 


zt50c01 .s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 725760 3' 


R66920_at 


yi25f09.r1 Homo sapiens cDNA clone 140297 5' similar to con- 
tains Alu repetitive* element;. 


RC_AA464240_s 
_at 


zx81a05.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 810128 3\ 


AA436536_at 


zv08g07.r1 Soares NhHMPu S1 Homo sapiens cDNA done 
753084 5\ 


RC_N71875_at 


yz34f07.s1 Homo sapiens cDNA clone 284965 3'. 


RC_AA029288_at 


zk10b03.s1 Soares oreanant uterus NbHPU Homo saDiens 
cDNA clone 470093 3' similar to PIR:H45193 H45193 zinc finger 
protein ZNF65 . 


H27242_at 


yI63h11.r1 Homo sapiens cDNA clone 162981 5' similar to 
SP:GCN5_YEAST Q03330 TRANSCRIPTIONAL ACTIVATOR ;. 


J04813_s_at 


Human cytochrome P450 PCN3 gene, complete cds 


RC_AA465093_at 


aa32h08.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:815007 3\ 


RC_AA282791_at 


zs91c05.s1 NCLCGAPJ3CB1 Homo sapiens cDNA clone 
IMAGE:704840 3\ 


RC_AA464180_at 


zx83f04.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 810367 3' similar to gb:M38188 OVARIAN GRANULOSA 
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r c 

v. 


V FLI 13 0 KD PROTEIN HGR74 (HUMAN);. 


RC_AA149987_at z 

r 
V. 


.o03d03.s1 Stratagene colon (#937204) Homo sapiens cDNA 

•Innp 566597 3' 


r\v-/__rv\ZODOOU — dl z 


r82h09 s1 Soares NhHMPu S1 Homo sapiens cDNA clone 

ft 9941 3* 


AA147510_s_at 2 

/ 

V 


s 50c12.r1 Soares pregnant uterus NbHPU Homo sapiens cDNA 
- one 505366 5 1 


R78119_at 5 


/i80c10.r1 Homo sapiens cDNA clone 145554 5\ 




a Qflniens nartial cDNA seauence; clone c-0ac03. 


RC_AA287107_s ; 
at 


zs58f12.s1 NCI_CGAPJ3CB1 Homo sapiens cDNA clone 


RC_AA287042_at : 


zs57e07.s1 NC1_CGAPJ3CB1 Homo sapiens cDNA clone 

VlnUL. / u lout <j . 


AA489299_at 


ab35g04.r1 Stratagene HeLa cell s3 937216 Homo sapiens 
CL/iN/\ Clone oh^ooo o . 


AA504744_at 


aa63f03.r1 NCI_CGAPJ3CB1 Homo sapiens cDNA clone 


RC_AA402622_at 


zu47g07.st Soares ovary tumor NbHOT Homo sapiens cDNA 

rlnne 741 1 80 3* 


RC_AA436628_at 


zw55e10.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 773994 3' 


RC_AA282138_at 


Zt02a10.s1 NCI__CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE-711930 3' 

1 Iv IAAvJj l_ . ill www w • 


AA045870_at 


zk75a04.r1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 488622 5'.. 




•7vQ4h04 r1 Soares NhHMPu S1 Homo sapiens cDNA clone 
767407 5'. 




rrfi5f06 si Soares NhHMPu S1 Homo sapiens cDNA clone 
668291 3' similar to SW:SP08_YEAST P41833 TRANSCRIPTI- 
ONAL REGULATOR SP08. [1] ;. 


RC_AA609210_a1 


af12f04.s1 Soares testis NHT Homo sapiens cDNA clone 
1031455 3'. 


RC_AA133469_a1 


zo13e11.s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 586796 3'. 



WO 02/02804 



238 



PCT7DK01/00463 



R22139_at 


yh25b11.r1 Homo sapiens cDNA clone 130749 5'. 


AA305116_at 


EST176117 Colon carcinoma (Caco-2) cell line II Homo sapiens 
cDNA 5' end. 


RC_AA027954_at 


zk05c12.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 469654 3'. 


AA036900_at 


zk29e11.r1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 471980 5'. 


RC_AA026397_at 


ze92d07.s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 366445 3". 


RC_D59981_s_at 


Human fetal brain cDNA 3'-end GEN-079C04. 


RC_AA284143_at 


zs47c07.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:700620 3'. 


W16686_at 


zb08f12.r1 Soares fetal lung NbHL19W Homo sapiens cDNA 
clone 301487 5'. 


H89575_s_at 


yw28c11.r1 Homo sapiens cDNA clone 253556 5'. 


RC_AA251003_at 


zs07g11.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:684548 3'. 


RC_AA279408_at 


zs84h09.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:704225 3'. 


RC_AA281760_at 


zt07g10.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:7 12482 3' similar to TR:G808826 G808826 HYPOTHE- 
TICAL 25.7 KD PROTEIN. ;. 


AB002381_at 


Human mRNA for KIAA0383 gene, partial cds. 


AA459542_s_at 


zx89d08.r1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 810927 5' similar to TR:G608025 G608025 ANKYRIN G. 


RC_AA115559_at 


zl07b12.s1 Soares pregnant uterus NbHPU Homo sapiens cDNA 
clone 491615 3\ 


T94506_at 


ye36a05.r1 Homo sapiens cDNA clone 119792 5\ 


D55869_s_at 


Human fetal brain cDNA 5'-end GEN-404F02. 


L02547_at 


Homo sapiens (clone pZ50-19) cleavage stimulation factor 
50kDa subunit, complete cds 


U77942_at 


Human syntaxin 7 mRNA, complete cds. 


AA431505_at 


zw76e03.r1 Soares testis NHT Homo sapiens cDNA clone 
782140 5'. 
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RC_AA194045_at ; 

( 


:r38c08.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
365678 3'. 


RC_AA0251Q4_at ; 

< 


ze78f05.s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
=lone 365121 3'. 


RC_AA242822_at ; 


zr65e09.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
368296 3\ 


RC_AA287388_at ; 


zs50f04.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE.700927 3'. 


AA247679_at 


hfe0045.seq.F Human fetal heart, Lambda ZAP Express Homo 
sapiens cDNA 5'. 


RC_AA489383_at 


ab41e08.s1 Stratagene HeLa cell s3 937216 Homo sapiens 
cDNA clone 843398 3'. 


RC_AA621188_at 


zu81a08.s1 Soares testis NHT Homo sapiens cDNA clone 
744374 3'. 


RC_AA486182_at 


ab35a01.s1 Stratagene HeLa cell s3 937216 Homo sapiens 
cDNA clone 842760 3'. 


RC_AA393876_s 
_at 


zv64h10.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 758467 3*. 


RC_AA034189_at 


zi06h12.s1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 430055 3'. 


RC_AA024866_at 


ze79b09.s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 365177 3'. 


RC_AA450373_at 


zx05h06.s1 Soares totaj fetus Nb2HF8 9w Homo sapiens cDNA 
clone 785627 3'. 7 


N78483_at . 


yz78d07.r1 Homo sapiens cDNA clone 289165 5'. 


RC AA281245 at 


zs94d07.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:705133 3'. 


W52431 at 


zc45b12.r1 Soares senescent fibroblasts NbHSF Homo sapiens 
cDNA clone 325247 5' similar to SvV:WDNM_RAT P1 4730 
WDNM1 PROTEIN. [2] PIR.S07807 ;. 


RC_AA446597_at 


zw84f01.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 783673 3'. 


RC_AA256996_at 
- 


zr81h11.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
682149 3'. 
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X73501_at 


H.sapiens gene for cytokeratin 20 


RC_AA287131_at 


zt20g02.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 713714 3' similar to TR:E124071 E124071 NAD+-. 
ISOCITRATE DEHYDROGENASE ;. 


or from a sequence as identified below 


AB002370_at 


Human mRNA for KIAA0372 gene, complete cds. 


AF000546_at 


Homo sapiens purinergic receptor P2Y5 mRNA, complete cds. 


H43922_at 


yo70c03.r1 Homo sapiens cDNA clone 183268 5'. 


H44269_at 


yp17b05.r1 Homo sapiens cDNA clone 187665 5' similar to 
contains Alu repetitive element;. 


H88706_s_at 


yw23e08.r1 Homo sapiens cDNA clone 253094 5'. 


L25880_s_at 


Homo sapiens epoxide hydrolase (EPHX) gene, complete cds 


N81162_at 


yw36d01.r1 Homo sapiens cDNA clone 254305 5'. 


RC_F10381_s__at 


H. sapiens partial cDNA sequence; clone c-3ec07. 


RC_H54558_at 


EST00018 HE6W Homo sapiens cDNA clone HE6WCR108 3\ 


RC_H58692_s_at 


yr20g08.s1 Homo sapiens cDNA clone 205886 3' similar to 
SP:FTDH_RAT P28037 FORMYLTETRAHYDROFOLATE DE- 
HYDROGENASE ;. 


RC_N20047_at 


yx28d06.s1 Homo sapiens cDNA clone 263051 3'. 


RC_N38810_at 


yv28e04.s1 Homo sapiens cDNA clone 244062 3'. 


RC_R46497_at 


va51h01.sT Homo saDiens cDNA clone 36305 3' 


RC_R55001_at 


yj76a08.s1 Homo sapiens cDNA clone 154646 3'. 


RC_T29986_s_at 


EST10130 Homo sapiens cDNA 3' end similar to None. 


RC_T30214_at 


EST12901 Homo sapiens cDNA 3' end similar to None. 


RC_T40438_at 


ya01c07.s2 Homo sapiens cDNA, clone 60204 3\ 


RC_W51910_at 


zc37f06.s1 Soares senescent fibroblasts NbHSF Homo sapiens 
cDNA clone 324515 3\ 


RC_W73949_at 


zd71f09.s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 346121 3\ 


RC_W86375_s_at 


zh55a02.s1 Soares fetal liver spleen 1NFLS SI Homo sapiens 
cDNA clone 415946 3\ 


RC_Z38289_at 


H. sapiens partial cDNA sequence; clone c-05e04: 
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faC_Z38807_s_at 



H. sapiens partial cDNA sequence; clone c-0qb04. 



RC_Z39599_at 



H. sapiens partial cDNA sequence; clone c-1ed10. 



RC AA025351_at 



ze74h03.s1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 364757 3' similar to contains OFR.tl OFR repetitive ele- 
ment;. 



^C_AA136474_at 



zl01f04.s1 Soares pregnant uterus NbHPU Homo sapiens cDNA 
clone 491071 3'. 



[RC_AA136611_at 



zk99b02.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 490923 3'. 



RC_AA233375_at 



zr48f07.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
666661 3'. 



|RC_AA235621_s 
at 



zt36c05.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 724424 3'. 



rRC_AA253331_at 



zr72g02.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
668978 3'. 



^C_AA393793_at 



zv64a10.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 758394 3'. 



[RC_AA419547_at 



zv04a05.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
752624 3'. 



^C_AA421100_at 



zu27d11.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 739221 3'. 



fcC_AA443277_at 



zw87f06.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 783971 3'. 



|RC_AA446570_at 



zw84c05.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 783656 3\ 



[RC_AA447123_at 



zw93c01 .s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 784512 3'. 



|RC_AA449343_at 



zx06g09.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 785728 3'. 



|RC_AA456016_at 



aa03a08.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
812150 3'. 



^C_AA479299_ai 



zv21f04.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
754303 3'. 



RC_AA479350_at zv17d09.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 



WO 02/02804 



242 



PCT/DK01/00463 





753905 3' similar to contains element TAR1 TAR1 repetitive 
element ;. 


U85707_at 


Human leukemogenic homolog protein (MEIS1) mRNA, com- 
plete cds 


U94831_at 


Human multispanning membrane protein mRNA, complete cds. 
/gb=U94831 /ntype=RNA 


W27827_at 


38c8 Human retina cDNA randomly primed sublibrary Homo 
sapiens cDNA. 


W81301_at- . 


zd85a12.r1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 347422 5'. 


Y12711_at 


H.sapiens mRNA for putative progesterone binding protein 


AA074407_at 


zm15c08.r1 Stratagene pancreas (#937208) Homo sapiens 
cDNA clone 525710 5*. 


AA091017_at 


yy1646.seq.F Fetal heart, Lambda ZAP Express Homo sapiens 
cDNA 5V 


AA104023_at 


l7134.seq.F Fetal heart, Lambda ZAP Express Homo sapiens 
cDNA 5'. 


AA171913_at 


zo95d05,r1 Stratagene ovarian cancer (#937219) Homo sapiens 
cDNA clone 594633 5'. 


AA195678_at 


zr32h05.r1 Soares NhHMPu S1 Homo sapiens cDNA clone 
665145 5'. 


AA227678_at 


zr55e05.r1 Soares NhHMPu S1 Homo sapiens cDNA clone 
667328 5'. . 


AA247204_at 


csg0306.seq.F Human fetal heart, Lambda ZAP Express Homo 
sapiens cDNA 5'. 


AA479995_at 


zv18b05.r1 Soares NhHMPu S1 Homo sapiens cDNA clone 
753969 5'. 


or from a sequence as identified below 


RC_H14633_at 


yl26e06.s1 Homo sapiens cDNA Clone 159394 3'. 


RC_N62506_at 


yz74d02.s1 Homo sapiens cDNA clone 288771 3'. 


RC_N70481__at 


za74g10.s1 Homo sapiens cDNA clone 298338 3'. 


RC_N73988_at 


za57b06.s1 Homo sapiens cDNA clone 296627 3'. 
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RC_T53404_at y 


a88g06.s1 Homo sapiens cDNA clone 68794 3'. 


RC_Z38149_at h 


\. sapiens partial cDNA sequence; clone c-01 a09. J 


RC_Z38849_at h 


i. sapiens partial cDNA sequence; done c-Orb1 1 . . | 


RC_AA037409_at 2 
c 


:c03h03.s1 Soares parathyroid tumor NbHPA Homo sapiens j 
:DNA clone 321269 3'. - 


RC_AA084318_at j 
i 


m18b04.s1 Stratagehe neuroepithelial NT2RAMI 937234 Ho- 
tio sapiens cDNA clone 647759 3'. 


RC_AA126419_at ; 

< 


zk94d04.s1 Soares pregnant uterus NbHPU Homo sapiens s 
sDNA clone 490471 3'. J 


RC_AA128407_at : 


zm24d04.s1 Stratagene pancreas (#937208) Homo sapiens j 
cDNA clone 526567 3'. • I 


RC_AA173430_at 


zp02e08.s1 Stratagene ovarian cancer (#937219) Homo sapiens 
cDNA clone 595238 3'. j 


RC_AA398104_at 


zt58d03.s1 Soares testis NHT Homo sapiens cDNA clone 
726533 3'. 


RC_AA399414_at 


zt50e07.s1 Soares ovary tumor NbHOT Homo sapiens cDNA j 
clone 725796 3'. J 


RC_AA431479_at 


zw72f05.s1 Soares testis NHT Homo sapiens cDNA clone | 
781761 3'. I 


RC_AA436471_at 


zv08e05.s1 Soares NhHMPu S1 Homo sapiens cDNA clone ~1 
753056 3'. 


RC_AA449455_at 


zx05e10.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 78561 0 3' similar to contains Alu repetitive element; . j 


RG_AA458899_at 


zx88d07.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 810829 3'. 


RC_AA463630_s 
_at 


zx98g09.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
811840 3'. 


RC_AA489009_a1 


t aa54d11.s1 NC1_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:824757 3'. 


W37319_at 


zd 1f08.r1 Soares parathyroid tumor NbHPA Homo sapiens 
cDNA clone 322023 5'. 



or from a sequence as identified below 
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yx16e10.r1 Homo sapiens cDNA clone 261930 5'. 


N24990_s_at 


yf41e08.r1 Homo sapiens cDNA clone 129446 5' similar to 
SP:A46661 A46661 LEUKOTRIENE B4 OMEGA- 
HYDROXYLASE, P-450LTB OMEGA=CYTOCHROME P-450 
SUPERFAMILY MEMBER - ;. 


R11267_at 


yq76e12.s1 Homo sapiens cDNA clone 201742 3' similar to 
gb:J02982 GLYCOPHORIN B PRECURSOR (HUMAN);. 


RC_H52937_at 


yr89e02.s1 Homo sapiens cDNA clone 212474 3". 


RC_H69547_at 


yu73c12.s1 Homo sapiens cDNA clone 239446 3'. 


RC_H70047_at 


yx99c1 1 .s1 Homo sapiens cDNA clone 269876 3'. 


RC_N24879_at 


yz38a06.s1 Homo sapiens cDNA clone 285298 3\ 


RC_N66312_at 


yh26a02.s1 Homo sapiens cDNA clone 1 30826 3'. 


RC_R22189_at 


yg44f05.s1 Homo sapiens cDNA clone 35270 3'. 


RC_R45582_at 


yg83e10.s1 Homo sapiens cDNA clone 39835 3'. 


RC_R53457_at 


yi49g10.s1 Homo sapiens cDNA clone 142626 3'. 


RC_R70903_at 


2l68c01.s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 509760 3'. 


RC_AA054321_s_at 


2k87c05.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 489800 3'. 


RC_AA099820_at 


Zl17g05.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 502232 3'. 


RC__AA127238_at 


zo64h02.s1 Stratagene pancreas (#937208) Homo sapiens 
cDNA clone 591699 3'. 


RC__AA147224_at 


zq12e02.s1 Stratagene muscle 937209 Homo sapiens cDNA 
clone 629498 3*. 


RC_AA192765_at 


zr33d07.s1 Soares NhHMPu S1 Homo sapiens cDNA clone . 
665197 3\ 


RC_AA195718_at 


zr28b08.s1 Stratagene NT2 neuronal precursor 937230 Homo 
sapiens cDNA clone 664695 3' similar to gb:L05779 SOLUB- 
LE EPOXIDE HYDROLASE (HUMAN);. 


RC_AA232 1 1 4_s_at 


zt07h12.s1 NCLCGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:712487 3*. 


RC_AA281770_at 


zw59e03.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 774364 3' similar to TR:G1 1 99667 G1 1 99667 


RC_AA430209_at 
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zx31f03.s1 Scares toS wS Nb2HF8 9w Homo sapiens 
cDNA clone 788093 3' 



aa39g12.s1 NCI_ CGAP.GCB1 Homo sapiens cDNA clone 
MAGE:815686 3\ 



'ROTE1N KINASE C-BIND1NG PROTEIN ENIOMAT 



RC_AA45241U_at" 



RC_AA48511b_at 



zk85e12.M Scares pregnant uterus NbHHU Hu.no sapiens 
cDNA clone 489646 5'. 



AA099391_s_at 



i5l6^05ri^tratagene colon (#937204) Homo sa-piel^cDNA 
clone 587024 5' similar to SW:CATX_BOVIN P05689 CA- 

THEPSIN ,. 

^020067 1 Stratagene ova fiin cancer (#937219)Homo sapi 
ens cDNA clone 595210 5 similar to SW:QRI2_YEAST 
|P43124 HYPOTHETICAL 46.1 KD PROTEIN IN PH02-POL3 
INTERGENIC REGION. [1] 



AA173505_at 




or from a sequence as identified below 
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zw71d04.s1 Scares testis NHT Homo sapiens cDNA clone 
781639 3\ 


RC_AA429655_at 


aa90h11.s1 Stratagene fetal retina 937202 Homo sapiens 
cDNA clone 838629 3 ! similar to contains Alu repetitive ele- 
ment;. 


RC_AA45698 1 _at 


zx70c04.s1 Soares total fetus Nb2HF8 9w Homo sapiens cDNA 
clone 796806 3'. 


RC_AA461174_at 


Zd27g09.r1 Soares fetal heart NbHH19W Homo sapiens cDNA 
clone 341920 5'. 


W61377_at 



wherein the notation refers to Accession No. in the database UniGene (Build 
18). 



5 88. The method according to claim 86 or 87, wherein the tumor cell is contacted 
with at least two different peptides. 

89. A method for reducing cell tumorigenicity of a cell, said method comprising 

10 • obtaining at least one gene selected from genes being expressed in an at 

least two-fold higher amount in normal cells than the amount expressed in 
said tumor cell, 

introducing said at least one gene into the tumor cell in a manner allowing 
15 expression of said gene(s). 



90. The method according to claim 89, where the at least one gene is selected " 
individually from genes comprising a sequence as identified below 



RC_AA621122_at 


af34f04.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 1033567 3'. 


RC_AA129216_at 


zn84b03.s1 Stratagene lung carcinoma 937218 Homo sapi- 
ens cDNA clone 564845 3'. 


RC_AA133214_s_at 


zk97h05.s1 Soares pregnant uterus NbHPU Homo sapiens . 
cDNA clone 490809 3'. 


RC H99675 at 


yx35c02.s1 Homo sapiens cDNA clone 263714 3'. 


RC R87160 at 


yq31h10.s1 Homo sapiens cDNA clone 197443 3'. 



or a sequence as identified below 
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RC_AA429904_at 



zw66d03.s1 Soares testis NHT Homo sapiens cDNA clone 
781 1 57 3'. . — 



or a sequencers identified below 



RC AA460273_at 



zx67f05.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 796545 3' 



RC_AA490930_at 



aa46e04.s1 NCLCGAPJ3CB1 Homo sapiens cDNA clone 
IMAGE:823998 3'. 



RC_AA418072_at 



zv97g08.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 



767774 3' 



RC H61476 sat_ 



vr17e08.s1 Homo sapiens cDNA clo ne 205574.3'. 



RC H16209_at 



yl28d1 1 .s 1 Homo sapiens cDNA clone 159573 3' 



ytZOQ 1 l.o I numvJ oa^p'w » — — ■ — 

zb63f11.s1 Soares fetal lung NbHL19W Homo sapiens 
clone 308301 3'. 



RC_N93816_at 



cDNA 



RC H17550 at 



ym41h05.s1 Homo sapiens cDNA clone 50842 3'. 



RC N36835_at 



W35f02.s1 Homo sapiens cDNA clo ne 273243 3'. 



RC T35289 at 



EST82492 Hnmn sa piens cDNA 3' en d similar to None. 



RC_AA447977_s_at 



zw82e09.s1 Soares testis NHT Homo sapiens cDNA clone 
782728 3' 



RC_AA160879_at 



zo62h06.s1 Stratagene pancreas (#937208) Homo sapiens 
cDNA clone 591515 3'. 



RC_W45051_at 



zc21g08.s1 Soares senescent fibroblasts NbHSF Homo sapi 
ens cDNA clone 323006 3'. 



RC AA040699_at 



^ | IO ' I ^i* * w« w»i-^-^ — —— — — — — - 

zk48g04.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 486102 3'. 



RC R63734_at 



yi15g05.s1 Homo sapiens cDNA clone 139352 3'. 



RC T61475_at_ 
H23847 at 



yc06h08.s1 Homo sapiens cDNA clone 79935 3' 



RC_AA482014_at 



RC_AA1 43323_s_at 



yuuui iw.j i i ■ ,w .w — _ — . — . 

vn71d04. r1 Homo sapiens cDNA c lone 173863 5 . 

* ' . . . — • ^TTS U AMn ^inianc nV\h 



yn i mut.i i imiiuwm'" "'"'- - — : 

zu98d05.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
MAGE:746025 3' similar to TR:G414993 G414993 CEN- 
RIN 



RUN. ,. ; : - — — 7~ 

zo37d04.s1 Stratagene endothelial cell 937223 Homo sapi- 
ens cDNA clone 589063 3' similar to gb:M60483 rnal PRO 
TEIN PHOSPHATASE PP2A-ALPHA, CATALYTIC SUBUNIT 
(HUMAN);. 



R55902 at 



1 ivjivi/-\i^/, . 

va92d05.M Ho mo sapiens cDNA clone 41017 5 . 

— — r-= • _x ..i KIULJOI 1 U/->n 



RC_AA035638_at 



AA263146_at 



RC_W19222_at 



RC_AA262276_at 



H61361 s_at 



RC R10657_s_at 



y U yJ^ UUvJ.l I i lunm — 

zk28a05.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 471824 3'. 



PMY0511 KG1a Lambda Zap Express cDNA Library Homo 
sapiens cDNA 5'. 



zb89h05.s1 Soares senescent fibroblasts NbHSF Homo sa 
piens cDNA clone 310809 3' similar to contains Alu repetitive 
Piftme ntcontains element L1 repetitiv e element ;. 



zs25f07.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
1MAGE:686245 3' 



yu41b03.r1 Homo sapiens cDNA c lone 236333 5\ 



yf31e1 1 .s1 Homo sapiens cDNA clone 128492 3' 
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RC_AA227261_at 


zr22h04.s1 Stratagene NT2 neuronal precursor 937230 Ho- 
mo sapiens cDNA clone 664183 3\ 


RC_AA47764 1 _at 


zu37b12.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 740159 3'. 


RC T70596 at 


yci15f10.s1 Homo sapiens cDNA clone 108331 3'. 


R31641 at 


yh69e02.r1 Homo sapiens cDNA clone 135002 5'. 


RC N62855 at 


yz83c04.s1 Homo sapiens cDNA clone 289638 3\ 


RC_AA279695_at 


zs92d10.s1 NCI CGAP GCB1 Homo sapiens cDNA clone 
IMAGE:704947 3'. 


RC_H95071_s_at 


yv20f02.s1 Soares fetal liver spleen 1NFLS Homo sapiens 
cDNA clone 243291 3'. 


RC_N54385_at 


yv39f05.s1 Soares fetal liver spleen TNFLS Homo sapiens 
cDNA clone 245121 3'. 


H15314 at 


ym28c02.r1 Homo sapiens cDNA clone 49413 5\ . . 


RC_AA151435_at 


z!43h1 1.s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 504741 3\ 


RC F01568 at 


H. sapiens partial cDNA sequence; clone c-06g08. 


or a sequence as identified below 


RC_AA451685_at 


zx44c03.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 789316 3'. 


RC_W44745_at 


zb98a1 1.s1 Soares parathyroid tumor NbHPA Homo sapiens 
cDNA clone 320828 3'. 


AA482319_f_at 


ab15c03.r1 Stratagene lung (#937210) Homo sapiens cDNA 
clone 840868 5'. 


RC_AA155820_at 


zo47a08.s1 Stratagene endothelial cell 937223 Homo sapi- 
ens cDNA clone 590006 3\ 


H51340_at 


yo30c06.r1 Homo sapiens cDNA clone 179434 5'. 


RC H09594 at 


yl97b1 1 .s1 Homo sapiens cDNA clone 46276 3'. 


RC N29764 at 


yw91b09.s1 Homo sapiens cDNA clone 259577 3\ 


R80048 at . 


yi91e08.r1 Homo sapiens cDNA clone 146630 5\ ! 


AC000115_cds1_at 


WUGSC:H_GS188P18.1a gene extracted from Human BAC 
clone GS188P18 


AA203222_at . 


zx56e01.r1 Soares fetal liver spleen 1NFLS S1 Homo sapi- 
ens cDNA clone 446520 5 f similar to contains element 
MER1 7 repetitive element ;. 


RC_AA100437_at 


zn59e02.s1 Stratagene muscle 937209 Homo sapiens cDNA 
clone 562490 3'. 


RC T51990 at 


yb29e01.s1 Homo sapiens cDNA clone 72600 3\ 


AA491114_at 


aa46e04.r1 NCI CGAP GCB1 Homo sapiens cDNA clone 
IMAGE:823998 5'. 


RC R39869 at 


yf63b06.s1 Homo sapiens cDNA clone 26725 3\ 


RC_AA394071_at 


zt52g01 .s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 726000 3' similar to SW:ADG MOUSE P22892 GAM- 
MA-ADAPTIN ;. 


RC_AA196790_at 


zq60b06.s1 Stratagene neuroepithelium (#937231) Homo 
sapiens cDNA clone 645971 3\ 


AA465000_s_at 


zx80b07.r1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 810037 5\ 
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RC R39923_at y 


f51d10.s1 Homo sapiens cDNA clone 2bbfc>2 s. 


RC_R91819_at y 
I c 


p99c05.s1 Homo sapiens cDNA clone 195560 3' similar to I 
ontains MER1 repetitive element ;. 


AA484982_at 


ia39b02.r1 NCI CGAP_GCB1 Homo sapiens cDNA clone j 
MAGE:815595 5'. " 


AA036900_at 

L c 


:k29e11.r1 Scares pregnant uterus NbHKU Homo sapiens 
;DNA clone 471 980 5\ J 


RC_AA449951_at 2 

r 


:x38a10.s1 Soares total fetus Nb2HF8 9w Homo sapiens j 
5DNA clone 788730 3\ 


RC Z40233 at 


H sapiens partial cDNA sequence; clone c-1wa05. I 


RC_AA166810_at 


:o87a05.s1 Stratagene ovarian cancer (#93/ 2 la) Homo sd- 
3iens cDNA clone 593840 3'. 


RC H06746 at 


83h08.s1 Homo sapiens cDNA clone 4484/ 3 . 


AA046674_at : 


f 1 2d1 2.r1 Soares fetal heart NbHH1 9W Homo sapiens 
dDNA clone 376727 5'. 


RC_AA450118_at 

J 


zx42e09.s1 Soares total fetus Nb2HF8 9w Homo sapiens j 
cDNA clone 789160 3'. 


RC_AA486410_at 


ab36b12.s1 Stratagene HeLa cell s3 937216 Homo sapiens 
cDNA clone 842879 3'. J 


RC_AA026417_at 

I 


ze92g08.s1 Soares fetal heart NbHH1 9W Homo sapiens | 
cDNA clone 366494 3'. 


RC_AA125808_at 


zl29e12.s1 Soares pregnant uterus NbHHU Homo sapiens | 
cDNA clone 503374 3'. 


RC_AA243721_at 


zr68f1 1 .s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
668589 3'. 


RC_AA452131_at 


zx1 5d06.s1 Soares total fetus Nb2HF8 9w Homo sapiens | 
cDNA clone 786539 3'. 


RC N29345_at 


yw85c!0.s1 Homo sapiens cDNA clone 25902b 6\ j 


RC Z39191 at 


H. sapiens partial cDNA sequence; clone c-13c12. | 


RC_AA156187_at 


zo47c04.s1 Stratagene endothelial cell 937223 Homo sapi- 
ens cDNA clone 590022 3 similar to contains Alu repetitive 
element;. . . . 


RC_AA157340_at 


zo42h04.s1 Stratagene endothelial cell .93 cjuz tiomo sapi- 
ens cDNA clone 589591 3'. 


RC AA343514_at 


EST49299 Gall bladder I Homo sapiens cDNA 3' end. I 


RC_AA482224J_at 


ab15c03,s1 Stratagene lung (#937210) Homo sapiens cDNA I 
clone 840868 3". 


RC_AA053021_at 


zl72f02:s1 Stratagene colon (#937204) Homo sapiens cuna 
clone 510171 3'. 


RC_AA279420_at 


zs85d09 s1 NCI CGAP GCB1 Homo sapiens cDNA clone I 
IMAGE:704273 3' similar to TR.G974805 G974805 T08A1 1 .2 


RC_AA477252_at 


zu29h10.s1 Soares ovary tumor ndhu i nomo sapiens cuina\ 
clone 739459 3'. - 


RC N31597_s_at 


vv20b1 1 .s1 Homo sapiens cDNA clone 271 773 3'. 


IU31o/5 m at 


Human Wpn97 nrotein mRNA complete cds. I 


RC F04611 at 


H. sapiens partial cDNA sequence; clone c-zse1 1 . I 


AA263032_s_at 


PMY0335 KG1 a Lambda Zap Express cDNA Library Homo I 
sapiens cDNA 5'. 


AA447052_at 


zw86b06.r1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 783827 5' similar to TR:G595950 G595950 
PROTEIN N-TERMINAL ASPARAGINE AMIDOHYDROLA- 
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SE. 


RC_AA056247_at 


zf62c02,s1 Soares retina N2b4HR Homo sapiens cDNA clone 
381506 3' similar to contains Alu repetitive element;. 


RC_AA156532_at 


zo34b05.s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 588753 3\ . 


RC_AA456039_at 


aa03d01.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
812161 3\ 


RC_AA461444_at 


zx68b01.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 796585 3\ 


RC_AA033974_at 


zi05c10.s1 Soares fetal liver spleen 1NFLS ST Homo sapiens 
cDNA clone 429906 3\ 


RC_AA034365_at 


Zf02b10.s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 375739 3 f similar to gb: J05096 rnal SODI- 
UM/POTASSIUM-TRANSPORTING ATPASE ALPHA-1 
CHAIN (HUMAN);contains Alu repetitive element;. 


RC_N22115 s. at 


yw32a09.s1 Homo sapiens cDNA clone 253912 3\ 


RC_W04698_at 


zb94b05.s1 Soares parathyroid tumor NbHPA Homo sapiens 
cDNA clone 320433 3\ 


AA126592_at 


zl17g05.r1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 502232 5'. 


AA428172_f_at 


zw32b06.r1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 770963 5'. 


C01790_at 


HUMGS0003746, Human Gene Signature, ^-directed cDNA 
sequence. 


RC_AA017146_at 


ze41a07.s1 Soares retina N2b4HR Homo sapiens cDNA clo- 
ne 361524 3' similar to contains element PTR7 repetitive 
element ;. 


RC_AA236037_at 


zs05g08.s1 NCLCGAPJ3CB1 Homo sapiens cDNA clone 
IMAGE:684350 3\ 


RC_AA026270_at 


ze97f07.s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 366949 3\ 


RC_AA233837_at 


zr47f06.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
666563 3 . 


RC H60595 s at 


yr41h02.s1 Homo sapiens cDNA clone 207891 3'. 


RC N66388 at 


yz39f01.s1 Homo sapiens cDNA clone 285433 3'. 


RC_N91023_at 


zb41a09.s1 Soares parathyroid tumor NbHPA Homo sapiens 
cDMA clone 306136 3'. 


RC_W80354_at 


zh49a02.s1 Soares fetal liver spleen 1NFLS S1 Homo sapi- r 
ens cDNA clone 415370 3". 


RC_T51995 at 


yb29e09.s1 Homo sapiens cDNA clone 72616 3'. 


RC_AA463637_at 


zx98h04,s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
811831 3\ 


RC_AA161085_at 


zo62h09.s1 Stratagene pancreas (#937208) Homo sapiens 
cDNA clone 591521 3' similar to SW:PPAP RAT P20646 
PROSTATIC ACID PHOSPHATASE PRECURSOR ;. 


r\ w^mmh o y i u i ai 


aaoorn 1 .s1 NCI_CGAP GCB1. Homo sapiens cDNA clone 
IMAGE:824997 3'. 


RC_AA255464_at 


zr83b02.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
682251 3'. 


RC_AA609614_at. 


af15f12.s1 Soares testis NHT Homo sapiens cDNA clone 
1031759 3'. 


L32832_s_at 


Homo sapiens zinc finger homeodomain protein (ATBF1-A) 
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r 


nRNA, complete cds. 


AA464051_s_at 2 


:x86d04.r1 Soares ovary tumor NbnO I Homo sapiens cuinia 
:lone 810631 5'. 


RC Z39652_at 


-I. sapiens partial cDNA sequence; clone c-1fg03. 


AB002321 at 


Human mRNA for KIAA0323 gene, partial cds. I 


RC D59981 s_at 


Human fetal brain cDNA 3'-end GEN-079C04. ] 


RC_AA027954_at . ; 

c 


*05c12.s1 Soares pregnant uterus NbHPU Homo sapiens I 
;DNA clone 469654 3'. 


RC_AA115559_at ; 

< 


zl07b12.s1 Soares pregnant uterus NbHPU Homo sapiens | 
sDNA clone 491615 3'. 


L02547_at . ... . 

j 


Homo sapiens (clone pZ50-1 9) cleavage stimulation factor 
50kDa subunit, complete cds 


RC_AA256996_at ; 


sr81h11 .s1 Soares NhHMPu S1 Homo sapiens cDNA clone j 
582149 3'. i 


RC_AA450373_at 

• 


zx05h06.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 785627 3'. 


RC N71875_at 


yz34f07.s1 Homo sapiens cDNA clone 284965 3'. j 


AA431505_at 


zw76e03.r1 Soares testis NHT Homo sapiens cDNA clone j 
782140 5'. 


U77942 at 


Human syntaxin 7 mRNA. complete cds. I 


RC_AA393876_s_at 


zv64h1 0.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 758467 3'. 


W16686_at 


zb08f12.r1 Soares fetal lung NbHL19W Homo sapiens cDNA 
clone 301487 5'. 


RC_AA287388_at 


zs50f04.s1 NCI CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:700927 3'. 


RC F02397_s_at 


H. sapiens partial cDNA sequence; clone c-0xh1 1 . 


AA247679_at 


hfe0045.seq.F Human fetal heart, Lambda ZAP Express Ho- I 
mo sapiens cDNA 5'. _J 


RC_AA282791_at 


zs91c05.s1 NCI CGAP GCB1 Homo sapiens cDNA clone 
IMAGE:704840 3'. 


AA504744_at 


aa63f03.r1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 
IMAGE.825629 5'. 


RC_AAl49987_at 


zo03d03.s1 Stratagene colon (#937204) Homo sapiens cDNAI 
clone 566597 3'. 


RC_AA262485_at 


zs17h07.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone I 
IMAGE:685501 3'. 


AA436536_at- 


zv08g07.r1. Soares NhHMPu S1 Homo sapiens cDNA clone I 
753084 5'. 


RC_AA037828_at 


zf03g09.s1 Soares feta! heart NbHH19W Homo sapiens j 
cDNA clone 375904 3'. 


RC_AA255628_at 


zs31g06.s1 NCI CGAP GCB1 Homo sapiens cDNA clone 
1MAGE:686842 3'. 


AA418098_at 


zv94b04.r1 Soares NhHMPu S1 Homo sapiens cDNA clone 

"7d'7Afy7 K % 

(OIHUl O . ^_ J 


RC_N21380_at 


Vx54c04.s1 Homo sapiens cDNA clone 265542 3\ 


AA459542_s_at 


zx89d08.r1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 810927 5' similar to TR:G608025 G608025 ANKYRIN 
G. ;. 


RC_AA464180_at 


zx83f04.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 810367 3 f similar to qb:M38188 OVARIAN GRANULO- 
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SA CELL 13.0 KD PROTEIN HGR74 (HUMAN);. 


RC_AA143726_at 


zo67g06.s1 Stratagene pancreas (#937208) Homo sapiens 
cDNA clone 591994 3' similar to TR-G530823 G530823 EPI- 

■ " m * " » w« iv« ww i w w r w will high \.\J I I x. v^i w^ w w <J £~ w \*J\J\J\jyj£-*J 1 [ | 

DERMAL GROWTH FACTOR RECEPTOR KINASE SUB- 
STRATE. ,\ 


RC N38930 at 


W43e04.s1 Homo saDiens cDNA clone 274014 3' 


H27242_at 


Vl63h11.r1 Homo saDiens cDNA clone 162981 5' similar to 

j«wwi«» ■ ■ i twiii w wa^/i vi iw t>L/ 1 n/» vlUI Iw 1 w^_ w \J 1 w Oil 1 III d 1 IU 

SP:GCN5_YEAST Q03330 TRANSCRIPTIONAL ACTIVA- 
TOR ;. 


RC_AA002088_at 


zh85g03.s1 Soares fetal liver spleen 1NFLS S1 Homo sapi- 
ens cDNA clone 4281 1 6 3\ 


D31313 s at 


Human fetal-lung cDNA 5 -end sequence. 


RC R40702 at 


yf73f10.s1 Homo sapiens cDNA clone 27969 3' 


RC_AA405543_at 


zw39c01.s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 77241 6 3'. 


RC_AA284143_at " 


zs47c07.s1 NCI CGAP GCB1 Homo sapiens cDNA clone 
IMAGE:700620 3'. 


RC_AA158234_at 


zo76b01.s1 Stratagene pancreas (#937208) Homo sapiens 
cDNA clone 592777 3\ 


R66920_at 


Vi25f09 r1 Homo s^nipn<? rDNIA Hnnp 14H9Q7 cimilartn 

contains Alu repetitive element;. 


RC_AA034189_at 


Zl06h12 S1 SOflTP^ fptfll IlVPr Qni^^n 1MPI Q Mnmr* canionc 

cDNA clone 430055 3*. 


AA147510_s_at 


zl50c12.r1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 505366 5' 


RCJM48715 at 


yy75h02.s1 Homo sapiens cDNA clone 27941 1 3\ 


AA489299_at 


ab35o04 r1 Stratanpnp HpI a r&\\ 0*3791 ft Momn canionc 
cDNA clone 842838 5'. 


RC_AA242799_at 


zr65f06.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
668291 3' similar to SW'SPOfi YFAST P41R^? tram^- 

wwwfcw i w wii i nidi iw vjv v.vjr V— f\j i i r* * ■ | | *•+ l OwO 1 rvAINO 

CRIPTIONAL REGULATOR SP08 Ml ■ 


AA091412_s_at 


H2053.seq.F Fetal heart, Lambda ZAP Express Homo sapi- 
ens cDNA 5'. 


RC H70554 at 


yr91a03.s1 Homo sapiens cDNA clone 212620 3 1 . 


RC_AA256208_at 


zr80a08.s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
68.1.974 3\ 


RC R64660 at 


Vi22a10.s1 Homo saoiens cDNA clonp 1^QQR9 *v 

J i w.w i ■ iwi l I wUMIwl Iw V>L*/ 1 il# \ ulul ICj J * lirJ n 1 )/ \J < 


RC-AA135185_at 


zp27a05.s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 588080 3'. 


AA442428_at \ 


zv70f08.r1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 759015 5' similar to SW:YB72 YEAST P38137 
HYPOTHETICAL 60 5 KD PROTFIM IM PnRi Anm IM 
TERGENIC REGION. ;. 


RC_AA293719_at 


Zt55h03.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 726293 3\ 


RC_AA287131_at 


zt20g02.s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 713714 3 1 similar to TR:E124071 E1 24071 NAD+- 
SOCITRATE DEHYDROGENASE 


AB002387 at 


Human mRNA for KIAA0389 qene, complete cds. 


RCJM50550 at . 


yy89f05.s1 Homo sapiens cDNA clone 280737 3 1 . 
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wherein the notation refers to Accession No. in the database UniGene (Build 
18). 

91. The method according to claim 89 or 01, wherein at least one gene is 
5 introduced into the tumor cell. 

The method according to claim 89 or 90, wherein at least two different genes 
are introduced into the tumor cell. 

A method for reducing cell tumorigenicity or malignancy of a cell, said method 
comprising 

obtaining at least one nucleotide probe capable of hybridising with at least one 
gene of a tumor cell, said at least one gene being selected from genes being 
15 expressed in an amount at least one-fold lower in normal cells than the 

amount expressed in said tumor cell, and 

introducing said at least one nucleotide probe into the tumor cell in a manner 
allowing the probe to hybridise to the at least one gene, thereby inhibiting 
20 expression of said at least one gene. 

94. The method according to claim 93, wherein the nucleotide probe is selected 
. from probes capable of hybridising to a nucleotide sequence comprising a 
sequence as identified below 

25 - 



AA402:1.19/afc..s . . 


zu55d04,r1 Soares ovary tumor NbHOT Homo. sapiens cDNA 
clone 741895 5' similar to TR:G397579 G397579 LL5 MRNA, 


RC_AA102581_at 


zn42d02,s1 Stratagene endothelial cell 937223 Homo sapi- 
ens cDNA clone 550083 3', 


RC H14089_at 


ym62c07,s1 Homo sapiens cDNA clone 163500 3', 


RC R46079 f at 


yq49c02,s1 Homo sapiens cDNA clone 36133 3', 


RC R67918 at 


yi25g01,s1 Homo sapiens cDNA clone 140304 3', 


RC_W15360_at 


zc17d10,s1 Soares parathyroid tumor NbHPA Homo sapiens 
cDNA clone 322579 3' similar to PIR:S39983 S39983 eps8 
protein - mouse ;, 


AA082171_at 


zn42g07,r1 Stratagene endothelial cell 937223 Homo sapiens 
cDNA clone 550140 5', • 


AA425593_at 


zw48f02,r1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 773307 5', 



92. 



10 93. 
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F15201 at 


H, sapiens partial cDNA sequence, 


Hio2iy at 


ym30f02,r1 Homo sapiens cDNA clone 49693 5', 


R60368 at 


yh04b02,r1 Homo sapiens cDNA clone 42052 5', 


R86859 at 


yrh86a02,r1 Homo sapiens cDNA clone 165770 5', 


RC_AA045342_at 


zk59g01,s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 487152 3', 


RC_AA171985_at 


zo98g05,s1 Stratagene ovarian cancer (#937219) Homo sa- 
piens cDNA clone 594968 3', 


T63174_s__at 


yc04e08,r1 Homo sapiens cDNA clone 79718 5" similar to 
contains Alu repetitive element;, 


uyu^oo at 


1 1- '.LA 1 1 A ■ . ■ ■ ( 

Human Knt1 mRNA, complete cds, 


Al47o7 at 


Human mRNA for thrombospondin 


KL/_AA1 96991_S_at 


zq10a10,s1 Stratagene muscle 937209 Homo sapiens cDNA 
clone 629274 3! similar to TR:G1 049074 G1 049074 VASOP- 
RESS IN-ACTIVATED CALCIUM-MOBILIZING PROTEIN, ;, 


RC_F02470 at 


H, sapiens partial cDNA sequence; clone c-10c01, 


RC_F08899 at 


H, sapiens partial cDNA sequence; clone c-2uc10, 


RCJH 15259 at 


ym30c10,s1 Homo sapiens cDNA clone 49795 3\ 


RC H52133 at 


yo44d04.s1 Homo sapiens cDNA clone 180775 3\ 


RC_R17059 at 


yf45a10,s2 Homo sapiens cDNA clone 129786 3', 


RC_R45292 at 


yg46b01,s1 Homo sapiens cDNA clone 35626 3\ 


or a sequence as identified below 


C01360_at 


HUMGS0008341, Human Gene Signature, 3'-directed cDNA 
sequence, 


D80002_at 


Human mRNA for KIAA0180 qene, partial cds 


RC_AA149586_at 


z!39e03,s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 504316 3', 


RCJH68772 at 


yr83f01,s1 Homo sapiens cDNA clone 211897 3', 


RC_N30806 at 


yw65f02 f s1 Homo sapiens cDN A clone 257115 3', 


RC_N63143 at 


yz37c12,s1 Homo sapiens cDNA clone 285238 3\ 


RC_R33146_at 


yh81f02,s1 Homo sapiens cDNA clone 136155 3' similar to 
contains Alu repetitive element;, 


RC R46206 at 


yj53d08,s1 Homo sapiens cDNA clone 152463 3', 


RC^R49731 s at .. 


yg71e10,s1 Homo sapiens cDNA clone 38554 3', . 


AA043223_at 


Zk55g12,r1 Scares pregnant uterus NbHPU Homo sapiens 
cDNA-done 486790 5\ 


AB002346 at 


Human mRNA for KIAA0348 gene, complete cds, 


D81608 at 


Human fetal brain cDNA 5'-end GEN-177B09, 


M83670 s at 


Human carbonic anhydrase IV mRNA, complete cds 


N28843 at 


yx59d10,r1 Homo sapiens cDNA clone 266035 5' r 


RC_AA149044_at 


zl45d09,s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 504881 3\ 


RC_AA258130_at 


zs35f03,s1 NCLCGAP GCB1 Homo sapiens cDNA clone 
IMAGE:687197 3\ 


RC_AA281743__r_at 


Zt06h05,s1 NCLCGAP GCB1 Homo sapiens cDNA clone 
IMAGE:712377 3\ 


RC_AA406338_at 


zv10f06,s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
753251 3', ! 
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RC_AA424524_at 


zv90g02,s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
767090 3', 


RC_AA435840_at 


zt80b08,s1 Soares testis NHT Homo sapiens cDNA clone 
728631 3', 


RC_AA027823_at 


zk05c04,s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 469638 3', 


RC_AA084l38_at 


zn17a03,s1 Stratagene neuroepithelium NT2RAMI 937234 - 
Homo sapiens cDNA clone 547660 3', 


RC_AA135406_at 


zo28e08,s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 588230 3', 


RC_AA148923_at 


zl27g11,s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 503204 3', 


RC H98653__at ■■■ 


. nunc o A Uir\rr\r\ corvianc rHMA rhnp 9Rl^fi^ 3' 

yx i^nuOjS i nomo sapiens cl/im/a uiuiu? i^yw ^ , 


RC N30077_at 


vw81.q11,s1 Homo sapiens cDNA clone 258692 3', 


RC R40166_at 


Vf70a09,s1 Homo sapiens cDNA clone 27448 3', 


RC_T90374_at 


yd43e03,s1 Homo sapiens cDNA clone 1 1 1 004 3' similar to 
SPPOL2 MOUSE P11369 RETROVIRUS-RELATED POL 
POLYPROTEIN ;, 


RC Z38182 at 


H, sapiens partial cDNA sequence; clone c-02a08, 



or a sequence as identified below 



RC_AA054726_at 


zk68e06,s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 488002 3", 


RC_AA206042_at 


zq77f02,s1 Stratagene hNT neuron (#937233) Homo sapiens 
cDNA clone 647643 3' similar to contains element MSR1 re- 
petitive element ;, 


RC R98735_at 


yr31g12,s1 Homo sapiens cDNA clone 206950 3', 


AA115572_s_at 


zl05d11,r1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 491445 5' similar to TRG895845 G895845 PU- 
TATIVE P64 CLCP PROTEIN, ;, 


AA430979_at 


PMY0789 KG 1a Lambda Zap Express cDNA Library Homo 
sapiens cDNA 5', 


AA489287_at 


ab36e04,M Stratagene HeLa cell s3 937216 Homo sapiens 
cDNA clone 842910 5\ ' ' 


D82226 s at 


similar to TAT-bindina protein-2, 


H49499_s_at 


yq20g10,r1 Soares fetal liver spleen 1NFLS Homo sapiens 
cDNA clone 274386 5', 


M11844 at 


Human prealbumin gene, complete cds, 


RC_AA026388_ T at 


ze92c03,s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 366436 3', 


RC_AA044601_at 


Zk55d05,s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 486729 3', 


RC_AA182030_at 


zp57a03,s1 Stratagene endothelial cell 937223 Homo sapi- 
ens cDNA clone 624268 3', 


RC_AA233451_at 


zr30b02,s1 Stratagene NT2 neuronal precursor 937230 Ho- 
mo sapiens cDNA clone 664875 3', 


RC_AA236493_at 


zr75c10,s1 Soares NhHMPu S1 Homo sapiens cDNA clone 
669234 3', 


RC_AA401098_f_at 


zu50g01 ,s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
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clone 741456 3' similar to contains Alu repetitive ele- 
ment; contains element THR repetitive element ;, 


RC_AA441818_at 


zw62f01,s1 Soares total fetus Nb2HF8 9w Homo sapiens 

-r\K| a .i. n . 77ARAQ V 

cuina cione //4o4y o , 


RC_AA478109_at 


Zt89d04,s1 Soares testis NHT Homo sapiens cDNA clone 

VOQK'M V 

f zyo i To, 


RC_AA481430_at 


zv06g11,s1 Soares NhHMPu S1 Homo sapiens cDNA clone 


RC_AA488878_at 


aa55f02,s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone 

IK/I AOC^QOvlQCO 0» 

IMA(3fc.o24oD9 3 , 


RC_AA599032_ i at 


ae41h03,s1 Gessler Wilms tumor Homo.sapiens cDNA clone 
898421 3, 


S73288_at - 


small proline-rich protein SPRK [human, odontogenic kerato- 
cysts, mRNA Partial, 317 ntj, 


Uo7459_at 


Human autoimmunogenic cancer/testis antigen NY-ESO-1 
mRNA, complete cds 


uoo04 ( _at 


Human DNA binding protein homolog (DRX) mRNA, partial 
cds 


KO_/\MUOOO / 4_ai 


ze^oTUo.si Soares fetal heart NbHH19W Homo sapiens 
cuiMA clone 350029 3 similar to gb:X52104 Poo PROTEIN 

(Uk\ IMAM\* *" 
VnUlVlAlNIJ,, 




zo2UC04,si otratagene colon (#937204) Homo sapiens cDNA 
cione do/4ou o similar to contains Alu repetitive element;, 


r\v ruoj i / dl 


n, sapiens pamai cuna sequence, clone c-^zmi, 


pr H198fV^ at 
r\v r i i tooj a L 


yj i^d iz,s i nomo sapiens cuima cione T4o/ Uo o , 


RC_N33927 s at 


yv25e09,s1 Homo sapiens cDNA clone 243784 3', 


RC R08189 at 


yf18f03,s1 Homo sapiens cDNA clone 127229 3\ 


RC_R39191 s at 


yc89c12,s1 Homo sapiens cDNA clone 23345 3\ 


RC_T82323_ at 


AS322 Homo sapiens cDNA clone AS322 3\ 


RC_T90746 at 


yd41f10,s1 Homo sapiens cDNA clone 110827 3\ 


RC Z39338 at 


H, sapiens partial cDNA sequence; clone c-17fl 1. 


or a sequence as identified below 


AA011479_at 


zi01b10,r1 Soares fetal liver spleen 1NFLS S1 Homo sapiens 
cDNA clone 429499 5\ 


AA314779_at 


EST1 86601 Colon carcinoma (HCC) cell line II Homo sapiens 
cDNA 5' end, 


RC_AA084640_at 


zn20d05,s1 Stratagene neuroepithelium NT2RAMI 937234 
Homo sapiens cDNA clone 547977 3'., 


RC_AA121534_at . 


zk89d11,s1 Soares pregnant uterus NbHPU Homo sapiens 
cDNA clone 490005 3' similar to gb:X79535 TUBULIN BETA- 
2 CHAIN (HUMAN);, 


RC_AA131047_s_at 


zo16f05,s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 587073 3\ 


RC_AA461549_at 


zx62b09,s1 Soares total fetus Nb2HF8 9w Homo sapiens 
cDNA clone 796025 3', 


RC_AA491465_at 


ab04a05,s1 Stratagene fetal retina 937202 Homo sapiens 
cDNA clone 839792 3\ 


RC_AA496936_at 


ae32d03,s1 Gessler Wilms tumor Homo sapiens cDNA clone 
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597509 3', 


RC_AA598689_at £ 
€ 


ae49a08,s1 Stratagene lung carcinoma 937218 Homo sapi- 
*ns cDNA clone 950198 3 , 


W26392_at : 

s 


30g3 Human retina cDNA randomly primed sublibrary Homo 
sapiens cDNA, 


RC_AA004887_at 2 

( 


:h90g01,s1 Scares fetal liver spleen 1 NFLS S1 Homo sapi- 
^ns cDNA clone 428592 3 , 


RC_AA135153_at : 

( 


zo24g02,s1 Stratagene colon (#937204) Homo sapiens cdna 
^ one 587858 3\ 


RC_AA197311_s_at ; 


zq50e09,s1 Stratagene neuroepitneiium (w\3ofZo\) nomo 
sapiens cDNA clone 645064 o similar to gD.iviz^zoo iim i crv- 
CELLULAR ADHESION MULtV-rULt- I rr\tiour\o^r\ ^nu 

ti aki\. 

MAN);, 


RC H80622 at 


yu77b06,s1 Homo sapiens cDNA clone 239795 3\ 


RC N64436 at 


za33a09,sl Homo sapiens cuimm cione ^l^o^o o , 


RC N67583_at 


Vz42c02,s1 Homo sapiens cDNA clone 285698 3', 


RC R38678_at 


yc89d05,s1 Homo sapiens cuna cione zo^o o , 


RC R56066 s_at 


yg91d08,s1 Homo sapiens cuna cione 4uya^ o , 


RC R59292_at 


Vh16a10,s1 Homo sapiens cDNA clone 37689 3', 


RC_T24099_at 


seq2287 Homo sapiens cDNA clone cot2oUrt-D4nooiw\-o 
3', 


AA150364_at 


zl07b03,n Soares pregnant uterus NDnru nomo sapiens 
cDNA clone 491597.5', 


AA174185_at 


■ t |AA~T 1 IT/MM /I II—. — » *m t-\ »~l i~> S> K 1 A C'/O' 

PTH207 HTCDL1 Homo sapiens cdima o/o , 


AA452353_i_at 


zx15d05,n Soares total tetus iND^nro yw nomo sapiens 
cDNA clone 786537 5\ 


AB002316_at 


Human mRNA for KIAA0318 gene, partial cds, 


H86858_at 


ys72d05 1 n Homo sapiens cuima cione ^zuo^y o , 


M93119_s_at 


Human zinc-finger DNA-binding motifs (IA-1) mRNA, com- 
plete cds 


R72037 at 


Vi86c09,r1 Homo sapiens cDNA clone 155632 5\ 


RC_AA004274_at 


zh97f02,s1 Soares fetal liver spleen 1NFLS bi nomo sapiens 
cDNA clone 429243 3 1 similar to contains element MER22 
repetitive element 


. RC_AA004415_at 


zh89b04,s1 Soares fetal liver spleen 1NFLS S1 Homo sapi- 
ens cDNA clone 428431 3 , 


RC_AA007160_at 


13cDNA30A-3,seq Soares infant brain 1NIB Homo sapiens 
cDNA clone HY18-3 3 , 


RC_AA053660_at 


Zl74e07,s1 Stratagene colon (#937204) Homo sapiens cDNA 
clone 510372 3 similar to contains aiu repetitive element,, 


RC_AA252603_at 


zs14a11,s1 NCLCGAP_GCB1 Homo sapiens cDNA clone 
IMAGE:685148 3, 


RC_AA411944_at 


zu03h01,s1 Soares testis NHT Homo sapiens cDNA clone 
730801 3\ 




zu12g03,s1 Soares testis NHT Homo sapiens cDNA clone 
731668 3\ 


RC_AA430032_at 


zw65f05,s1 Soares testis NHT Homo sapiens cDNA clone 
781089 3\ 


RC_AA430368_at 


zw20f06 f s1 Soares ovary tumor NbHOT Homo sapiens cDNA 
clone 769859 3', 


RC AA434113_at 


zw24b1 1 ,s1 Soares ovary tumor NbHOT Homo sapiens 
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cDNA clone 770205 3' similar to contains element TAR1 re- 
fjciiuvc element 


pr AA4417Q1 at 


2iwozcuz,s j ooares xotai Tetus iviD^nro yw Homo sapiens 
cDNA clone 774626 3\ 


RH AA44Q41Q at 


£xuouuo,s i ooares xoiai Tetus iMDznro yw nomo sapiens 
cDNA clone 785549 3\ 


RC_AA449914_at 


zx37g02,s1 Soares total fetus Nb2HF8 9w Homo sapiens 
oL/iM/A cione ( oooyu o , 


RC D59847 at 


Human fetal brain cDNA 3'-end GEN-070G07, 


TQ^ftl^ f at 

1 OOO 1 *J 1 ell 


ye^oi iu.n nomo sapiens cuima clone 120/10 0 similar to 
gb:V00493 rnal HEMOGLOBIN ALPHA CHAIN (HUMAN);, 


W80846_at 


2d83f05,r1 Soares fetal heart NbHH19W Homo sapiens 
cuimm cione 04 /zoo 0 similar 10 oVv.otdz acnla r4/i yo 
SYNAPTOBREVIN 2 ;, 


RC_AA031360_s_at 


2k16f07,s1 Soares pregnant uterus NbHPU Homo sapiens 
cuina cione 4 / u / 20 o , 


RC_AA063624_at 


ze87h05,s1 Soares fetal heart NbHH19W Homo sapiens 
cUNA clone 366009 3 similar to TR:G300372 G300372 CELL 
GROWTH REGULATING NUCLEOLAR PROTEIN. ;, 




zml9e04,s1 Stratagene pancreas (#937208) Homo sapiens 
cDNA clone 5261 10 3' similar to contains Alu repetitive ele- 

win anf* 

rneni JT 


RC_AA076350_at 


zm91a02,s1 Stratagene ovarian cancer (#937219) Homo 
sapiens cl/ina cione o4o^oo o , 


RC_AA101983_at 


zk87c02,s1 Soares pregnant uterus NbHPU Homo sapiens 
cuima cione 4oy # y4 o t 


RC_AA151245_at 


zl40f12,s1 Soares pregnant uterus NbHPU Homo sapiens 

CL-MNM Clone 0U44O I 3 , 




zq4oruo 1 si otratagene nNT neuron (#937233) Homo sapiens 


RC AA1670Q6 at 


^uooduojS I oiratagene ovarian cancer *l iy) nomo sa- 

ni^nQ rDNA rlnnia RQQ7f;i *a* 
[Jiciio i»i_siMr% OIUMC Jv?Of j I O , 


RC_AA206225_at 


^^uyuo,5 i on diet yd ic I icul vJtJpiu icllUrTl ^trtyOf^O 1 ) nOlTlO 

sapiens cDNA clone 645662 3\ 


RC D62834 at 


Human anria rHMA ^'-fanH (^PM_^^nnni 


RC_D80981_at 


Human fetal brain cDNA 3'-end GEN-121E12, 


RC H 16772 at 


yinoHguZjS i nomo sapiens cuinA Clone du^Zi o , 


RC N62522 at 


yz74f08,s1 Homo sapiens cDNA clone 288807 3\ 


RC_N68222_at 


yz56e12,s1 Homo sapiens cDNA clone 287086 3\ 


r\0 I i UO i D S at 


seqiui4 Homo sapiens cDNA clone b4HB3MA-COT8-HAP- 
Ft266 3 1 , 


RC_W37382_at 


zc12c07,s1 Soares parathyroid tumor NbHPA Homo sapiens 
cDNA clone 322092 3 1 


RC_W60582_at 


zd25e10,s1 Soares fetal heart NbHH19W Homo sapiens 
cDNA clone 341706 3' similar to gb.M38188 OVARIAN GRA- 
NULOSA CELL 13,0 KD PROTEIN HGR74 (HUMAN);, 


RC_W84768_at 


Zh53d03,s1 Soares fetal liver spleen 1NFLS S1 Homo sapi- 
ens cDNA clone 415781 3' similar to contains L1 ,b1 L1 repe- 
titive element ;, 
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wherein the notation refers to Accession No. in the database UniGene (Build 
18). 

95. The method according to claim 93 or 94, wherein at least one gene is 
5 introduced into the tumor cell. 

96. The method according to claim 93 or 94, wherein at least two different genes 
are introduced into the tumor cell. 

10. 97. A method for producing antibodies against an expression product of a cell 
from a biological tissue, said method comprising, the steps of 

obtaining expression produces) from at least one gene said gene being 
expressed as defined in any of claims 36-45, 

15 

immunising a mammal with said expression product(s) obtaining antibodies 
against the expression product. 

98. A pharmaceutical composition for the treatment of a biological condition 
20 comprising at least one antibody produced as described in claim 97. 

99. A vaccine for the prophylaxis or treatment of a biological condition comprising 
. at least one expression product from at least one gene said gene being 

expressed as defined in any of claims 36-45.. 



25 



,100,: .Use of a method as defined, in any of claims..1-85 for producing an assay for 
diagnosing a biological condition in animal tissue. 



101. Use of a peptide as defined in any of claims 86-88 for preparation of a 
30 pharmaceutical composition for the treatment of a biological condition in 

animal tissue. 

102. Use of a gene as defined in any of claims 89-91 for preparation of a 
pharmaceutical composition for the treatment of a biological condition in 

35 animal tissue. 
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10 



15 



20 



25 



103. Use of a probe as defined in any of claims 89-95 for preparation of a 
pharmaceutical composition for the treatment of a biological condition in 
animal tissue. 

104. An assay for determining the presence or absence Of a biological condition in 
animal tissue, comprising 

at least one first marker capable of detecting a first expression level of at least 
one gene from a first gene group, wherein the gene from the first gene group is 
selected from genes expressed in normal tissue cells in an amount higher than 
expression in biological condition cells, and/or 

at least one second marker capable of detecting a second expression level of at 
least one gene from a second gene group, wherein the second gene group is 
selected from genes expressed in normal tissue cells in an amount lower than 
expression in biological condition cells. 

105. The assay according to claim 104, wherein the marker is a nucleotide probe. 

106. The assay according to claim 104, wherein the marker is an antibody. 

107. The assay according to claim 104, wherein the genes are as defined in any of 
claims 11-18,43-45, and 47-50. . . 



108.._An. assay.for determining an expression pattern of a bladder cell, comprising 
at least a first marker and/or a second marker, wherein the first marker is ca- 
pable of detecting a gene from a first gene group as defined in claim 50, 
and/or the second marker is capable of detecting a gene from a second gene 
30 group as defined in claim 50. 

109. The assay according to claim 108, wherein the first marker is capable of de- 
tecting one gene as identified in Table 18, and the second marker is capable 
of detecting another gene as identified in Table 1 8 

35 



PCT/DK01/00463 

WO 02/02804 

261 



110. The assay according to claim 109, comprising at least one marker for each 
gene group, 

correlating the first expression level and/or the second expression level to a 
5 standard level of the assessed genes to determine the presence or absence of 

a biological condition in the animal tissue. 

, m. The assay according to claim 110, wherein the marker is a nucleotide probe. 
10 . 112. The assay according to claim 110, wherein the marker is an antibody. 

113 A method for identifying a tissue sample as being from bladder, comprising 
subjecting the tissue to a method as identified in any of claims 50-83, deter- 
mining expression patterns and comparing the expression patterns deter- 
15 mined with expression patterns from bladder tissue. 
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Western blot - polyclonal antibodies 
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